<110> Shimkets, Richard 
Patturajan, Meera 
vernet, Corine 
Casman, Stacie 
Malyankar, Uriel 
Shenoy, Suresh 
Spytek, Kimberly 
Gangolli, Esha 
Miller, Charles 
Boldog, Ferenc 
Li , Li 

Taupier 3r, Raymond J 
Kekuda, Ramesh 
Smithson, Glennda 
zerhusen, Bryan 
Liu, Xiaohong 
col man, Steven 
Tchernev, Velizar 
Si, Jingsheng 
Edinger, Shi omit 
stone, David 
Sciore, Paul 
Millet, Isabel! e 
Rothenberg, Mark 

<120> Novel Nucleic Acids and Polypeptides and Methods of use 
Thereof 

<130> 21402-222 



<140> 
<141> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
<212> 
<213> 



10/028248 
2001-12-19 

60/256619 

2000- 12-19 

60/262959 

2001- 01-19 

60/272408 
2001-02-28 

60/285189 
2001-04-20 

60/308039 
2001-07-26 

60/311266 
2001-08-09 

211 

Patentln Ver. 
1 

8444 
DNA 

Homo sapiens 



Page 1 



atgggcctgc gcagtctggg gctcctggct 

cagtgtgcag tggccaaatg ctggagggag 

aaccatgtgg ggctaagaaa cagagaaaag 

gagaggcaag aaactggaaa tagcaagacg 

aaacatgata aaggcctcaa caagaatggc 

gtgggagaca gagacagaga aaacaaagga 

ttaaacttta ttcatccttg ctttgctgtg 

ggactagatg gcgatggaac ctgtgagtgc 

aagctcacag aaaactttca cacctctcat 

cactggggaa gccttcgaca tcagaatatg 

ggggatcccg atgtttatca aaatgggttg 

ctatcgtcat cacgaaacag acgaagtagt 

gatcgagatg gaggtggcaa ggaaggccag 

cttcaaagag gtcacatcaa aacgcccctg 

gagacaacgg ggaattgtgt ttctgctggc 

gttcacccta cggttcagtc cttgacagaa 

agactgaagg aatttgagaa acagcaggtg 

caggctataa aaccctcaca tgagaagtac 

ttgtctccaa agacacaggg acacggagat 

tctattaccc ttagcttgta cctttatcca 

atcaaacctg gcataaaaac actcagactt 

gaaggctcca gtgtcatann nnnnatggga 

gctgataccc tggctgctgc ccctgctcca 

aaaattccag atgttcgcct tccactgaag 

ccaattaccg aggcgatggc aaatactgcg 

gccaccctca tgctcattgt acgtacctgg 

aaggctaccg tggggatggc caagtgtgct 

gaaactgccc tacaaagtct acagtgtgca 

cagaaaggtt acgtgggtga tggcttaacg 

gaattaaata ctgaacccag aggaaaatgg 

ctagaaagta tacaaattgt aagtgtacaa 

tgtgtaaaca ccaagtccat tgccagcaac 

cattaccctc tacaggtaaa tgagcttttg 

aaactccaca taattgctgg tcagatgaac 

tacaccttga ctggaaagtc gggggaaatc 

cttaaactcc atggaggcaa aaagaaggta 

aatgggcttc tgcacatcct tgacagagcc 

aacaatgagg aaaccaattt gggacatgcc 

accatttttg ttccaaataa tgaagcattg 

ctcctttctc cagagcttga agtggccact 

gccaaccagc tcatacagtt caacaccacc 

gcaatggaag aaattgagat cactgccaaa 

ctcattcctc cctccattgt cccgattctg 

atgaaactgg gcacttgtgt gagctgttct 

tctgagccca cagcactctt cacacacaga 

aagagcggct gtgcccggta ctgcaatgcc 

aacgggacat gcatttgtga ggagggcttc 

cccaataaat acggacctcg gtgtaacaaa 

aacaggatag acagcgatgg ggcctgcctc 

agactctgtg ataagcagac ctcagcctgt 

gccacctgtg aatacagcaa tgggacagcc 

gatggaactc tgtgttctga gatggaccct 

cgcaatgcag aatgcatcaa aactggcacg 

tggacaggga atgggagaga ctgctcggag 

ggctgccacg acaacgcatc ctgtttgtat 

aagaaaggat ttcgaggaaa tgggattgac 

accgggaaat gtcatccatt ggcaagctgt 

gtttgtcaag agggctatga aggagatggc 

ttgtcatttc tctccgaagc agctatattt 

cccacactgt cagccacctc aaacctcact 

gacatggacc aggatgagaa aagcttctgg 

aagtaccata tgctactagg cacatacaga 

gacatgttgg caacatcttt gcagggcaac 



CURA2221.APP 
gtgctgccac ttcctgagtc aagcactgga 60 
ctgagctctg caggaacccg gcactggaga 120 
ctgtttttcg ggnnnnnnat gaatgaaatg 180 
aggtatcatg ctactgcaat agtccaggca 240 
accagtggag atgaagagca gaagatcaag 300 
tttgatggct tattagatgt ttggaatact 360 
tgcaactgtg tgcatggggt gtgcaacagt 420 
tactctgcgt acactggccc caagtgtgac 480 
ctgacactgt ggcctgtgca cgactccaag 540 
aatggcacct gttcttccgg gggcggcaag 600 
attttccacg gagggggtac ttctggaggt 660 
gtcaagcgtc ctgagaagtg gaagggggac 720 
cagcggcggc gggcagacac agagtcgagt 780 
ccccacaggc aaggtgaagc gcggatcacg 840 
atgactggaa ccaatgccaa tcacacaaaa 900 
tatgattcct ttcagactca ttccaccagc 960 
aaggaaagat tttctgaccc tcccctaatg 1020 
cctccttatg cccagagaaa aggaacatct 1080 
gatgaacagg ccttgctaag tttcctccac 1140 
accacattct tccatgactc tccagtcttc 1200 
aaccacttct ttgggtcttc atttccttat 1260 
attgaggttt ggaaaaactg gtgccaaaat 1320 
tccctgaatg tgcagccttg ctctgcccag 1380 
atgaaaacaa actggaatgc aaatgccttc 1440 
accccatcaa tccatgttta cgaaaaatct 1500 
gaccaaatcg gcacagttgt acatgccaag 1560 
tgcctgtgga cccctgccaa attaactttg 1620 
aatatgatgg gcctggacag atgcatttgc 1680 
tgttatggaa acattatgga gcgactcaga 1740 
caaggaaggc tgacctcttt catctcactc 1800 
ctcagtgaat tttcccaacg tgaacctact 1860 
ctagaaggcc ccctggtccc cctttccaat 1920 
gtggataata aagctgctca atactttgtg 1980 
atcgaatata tgaataacac agacatgttc 2040 
ttcaacagcg ataaggacaa tcaaataaag 2100 
aaaattatac aaggggacat cattgcttcc 2160 
atggacaagt tagaacccac atttgagagc 2220 
ttagatgagg atggagttgg tggaccatac 2280 
aataacatga aggacggcac tctcgattac 2340 
ctcatctcca cccctcacat caggagcatg 2400 
gacaatggac agattctggc aaatgatgtg 2460 
aatggccgaa tttacacact gacaggagtt 2520 
ccccatcgat gtgatgaaac aaagagagag 2580 
ctggtgtact ggagcagatg tcctgctaac 2640 
tgtgtctaca gtggcaggtt tgggagcctg 2700 
actgtgaagt gtgcagatag cctcggcggc 2760 
caaggctccc agtgtcagtt ctgctctgat 2820 
aaatgcctgt gcgttcacgg aacatgcaat 2880 
actggcacat gcagagacgg ctctgccggg 2940 
gggccctacg tgcagttctg tcacatccac 3000 
agttgtattt gcaaagcagg atatgaagga 3060 
tgcacaggac taactccagg aggctgtagc 3120 
ggcacccaca cctgcgtgtg tcagcagggt 3180 
atcaacaact gcctgctgcc cagtgcaggc 3240 
gtgggtcccg ggcagaatga gtgtgagtgc 3300 
tgtgaaccaa taacttcatg cttggaacaa 3360 
caatctactt cgtctggtgt ctggagctgt 3420 
tttctgtgct atggaaacgc agcagtggaa 3480 
aaccgatgga taaataatgc ttctctacaa 3540 
gtcctcgtgc cttcccaaca agctactgag 3600 
ttgtcacaga gcaatattcc agccctaata 3660 
gtggcagatc tgcagaccct gtcttcttct 3720 
ttccttcact tggcaaaggt ggatgggaat 3780 
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atcacaattg aaggggcctc cattgtcgat 
cacatcatca acaaggtgct ggtcccacaa 
ctcatgcggc tggaacagat gcctgactat 
aatctggcga atgcaattga ggctgccgat 
gccatcgaga attacatcag ggagaagaaa 
tatcatgtgg tcctggagga gaaactcctg 
gagaccatgc tgggtttctc ctatttcctt 
gtaaatgagg ctccaataaa ctacaccaat 
ttgggaaaag ttctggaaat tcagaagaac 
cgaggaagat gtaggacatg ctcctcagag 
ggtaatgaga agaggagatg catctatacc 
attgggtgcc agccaaaatg tgtgagaacc 
tttggccccc aatgccagcc ctgtccaggg 
atctgtttgg atggagtgaa tggcacaggt 
acagcctgcg agacctgcac cgagggcaag 
tgtgtccatg ggagatgcaa ccaaggaccc 
ggctggcgag gagtgcattg tgacaatgca 
cataccagcg ccaactgcct caccaactca 
ggattccaag gaaacgggac catctgcaca 
ggttgctctg ccaaggctga ctgtaagaga 
aaagcaggct acacgggtga tggcattgtg 
catggtggct gtgacaagaa tgcggagtgc 
aactgtttgc cagcatacac tggagatgga 
actaaaaatg gcggctgtgg tgaatttgcc 
acttgtactt gcaagccaaa ctacattgga 
caggagcttc ccaagaaccc gaaaacttcc 
gtgaaagatc tggtcggccc aggccccttc 
gatgaggaag ctcgggttaa agactgggac 
taccatgtgg tcgcctgcca ccagctgctt 
acttccctcc aaggagagcc aatagtcatc 
aataaggcta agatcatatc cagtgatatc 
gacaaattgc tatctcccaa aaatttgctt 
ctgcaaaatc ttacgacttt ggcaacaaac 
caggactcag gtttgctgag tgtcatcacc 
tggcccaccg accaagccct ccatgcccta 
caagacaaca aggacaagct gaaggagtat 
gttttagctg tggatcttcc cacatccact 
agtgtgaaat gtggagctgg cagggacatc 
agaattgtgc agcgggagct cttgtttgac 
ctgattgatc ccaccctggg gggccgctgt 
gagtgtggga gctgtgtcaa tactcccagc 
aagcagaagt gtctctacaa cctgcccttc 
tgcagcctgg tgatacagat ccccaggtgc 
gcctgccctg gaggaccaga tgccccgtgt 
tcggccaccg gagagtgtaa atgcaacacc 
tggccgggga gatttgggcc tgattgtctg 
gatgatggca tcacgggctc cgggcagtgc 
tgtgacactc aggcagtttt gcctgcagtg 
tgtaaggaga acaacacgtg tgagtgtaac 
acagttgtgg atttctgcaa acaggacaac 
cagaagggca cgaaggtctc ctgcagctgc 
tgcacagaga tagacccctg tgcagacggc 
tgtaagatga caggcccggg caagcacaag 
gggctgaact gtgagccgga gcagctgccc 
tgccatgcag acgccaaatg tgtcgacctc 
catctacgct ccccactggg ccagtataag 
gccaacgaag ctgcgaccat ggcaacctac 
taccacctgt gctcagcagg ctggctggag 
gcctcccaga actgtggctc tggtgtggtt 
aagagtgaaa tgtgggatgt cttctgctat 
agctcagctc gaggccgtgc atttctagaa 
ctctttgtgc cacagaacag tgggctgggg 
gagcaccacc tcgccaatgt cagcatgttt 
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ggggacaacg cagccacaaa tggagtgata 3840 
agacgtctaa ctggctcctt accaaacctg 3900 
tccatcttcc ggggctacat cattcaatat 3960 
gcctacacag tgtttgctcc aaacaacaat 4020 
gtcttgtctc tagaggagga cgtcctccgg 4080 
aagaatgacc tgcacaatgg catgcatcgt 4140 
agcttctttc tccataatga ccagctctat 4200 
gtagccactg ataagggagt gatccatggt 4260 
agatgtgata ataatgacac tactattata 4320 
ctgacctgcc cattcggaac taaatctcta 4380 
tcctatttca tgggaagacg aaccctgttt 4440 
gtcattacga gagaatgctg tgccggcttc 4500 
aatgcccaga atgtctgctt tggtaatggc 4560 
gtgtgtgagt gtggggaggg cttcagcggc 4620 
tacggcatcc actgtgacca agcatgttct 4680 
ttgggagatg gctcctgtga ctgtgatgtt 4740 
accacagaag acaactgcaa tgggacatgc 4800 
gatggtacag cttcatgcaa gtgtgcagca 4860 
gcaatcaatg cctgtgagat cagcaatgga 4920 
accaccccag gaaggcgagt gtgcacgtgc 4980 
tgcctggaaa tcaacccgtg tttggagaac 5040 
acacagacag gacccaacca ggctgcctgt 5100 
aaggtctgca cactcatcaa tgtctgctta 5160 
atctgcaacc acactgggca agtagaaagg 5220 
gatggattta cctgccgcgg cagcatttat 5280 
cagtatttct tccagttgca ggagcatttc 5340 
actgtttttg cacctttatc tgcagccttt 5400 
aaatacggtt taatgcccca ggttcttcgg 5460 
ctggaaaacc tgaaattgat ctcaaatgct 5520 
tccgtctctc agagcacggt gtatataaat 5580 
atcagtacta atgggattgt tcatatcata 5640 
atcactccca aagacaactc tggaagaatt 5700 
aatggctaca tcaaatttag caacttaata 5760 
gatcccatcc acaccccagt cactctcttc 5820 
cctgctgaac aacaggactt cctgttcaac 5880 
ttgaagtttc atgtgatacg agatgccaag 5940 
gcctggaaga ccctgcaagg ttcagagctg 6000 
ggtgacctct ttctgaatgg ccaaacctgc 6060 
ctgggtgtgg cctacggcat tgactgtctg 6120 
gacaccttta ctactttcga tgcctcgggg 6180 
tgcccaaggt ggagtaaacc aaagggtgtg 6240 
aagaggaacc tggaaggctg ccgggagcgg 6300 
tgcaagggct acttcgggcg agactgtcag 6360 
aataaccggg gtgtctgcct tgatcagtac 6420 
ggcttcaatg ggacggcgtg tgagatgtgc 6480 
ccctgtggct gctcagacca cggacagtgc 6540 
ctctgtgaaa cggggtggac aggcccctcg 6600 
tgtacgcctc cttgttctgc tcatgccacc 6660 
ctggattatg aaggtgacgg aatcacatgc 6720 
gggggctgtg caaaggtggc cagatgctcc 6780 
cagaagggat acaaagggga cgggcacagc 6840 
cttaacggag ggtgtcacga gcacgccacc 6900 
tgtgagtgta aaagtcacta tgtcggagat 6960 
attgaccgct gcttacagga caatgggcag 7020 
cacttccagg ataccactgt tggggtgttc 7080 
ctgacctttg acaaagccag agaggcctgt 7140 
aaccagctct cctatgccca gaaggccaag 7200 
accgggcggg ttgcctaccc cacagccttc 7260 
gggatagtgg actatggacc tagacccaac 7320 
cggatgaagg aagtgctggc ctattccaac 7380 
cacctgactg acctgtccat ccgcggcacc 7440 
gagaatgaga ccttgtctgg gcgggacatc 7500 
ttctacaatg accttgtcaa tggcaccacc 7560 
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ctgcaaacga ggctgggaag caagctgctc atcactgcca gccaggaccc actccaaccg 7620 
gtacaaagta ggtttgttga tggaagagcc attctgcagt gggacatctt tgcctccaat 7680 
gggatcattc atgtcatttc caggccttta aaagcacccc ctgcccccgt gaccttgacc 7740 
cacactggct tgggagcagg gatcttcttt tgcatcatcc tggtgactgg ggctgttgcc 7800 
ttggctgctt actcctactt tcggataaac cggagaacaa tcggctacca gcattttgag 7860 
tcggaagagg acattaatgt tgcagctctt ggcaagcagc agcctgagaa tatctcgaac 7920 
cccttgtatg agagcacaac ctcagctccc ccagaacctt cctacgaccc cttcacggac 7980 
tctgaagaac ggcagcttga gggcaatgac cccttgagga cactgtgagg gcctggacgg 8040 
gagatgccag ccatcactca ctgccacctg ggccatcaac tgtgaattct cagcaccagt 8100 
tgccttttag gaacgtaaag tcctttaagc actcagaagc catacctcat ctctctggct 8160 
gatctggggg ttgtttctgt gggtgagaga tgtgttgctg tgcccaccca gtacagcttc 8220 
ctcctctgac cctttggctc ttcttccttt gtactcttca gctggcacct gctccattct 8280 
gccctacatg atgggtaact gtgatctttc ttccctgtta gattgtaagc ctccgtcttt 8340 
gtatcccagc ccctagccca gtgcctgaca caggaactgt gcacaataaa ggtttatgga 8400 
acagaaacaa agtcaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 8444 

<210> 2 

<211> 2675 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Where Xaa is any amino acid 
<400> 2 

Met Gly Leu Arg Ser Leu Gly Leu Leu Ala val Leu Pro Leu Pro Glu 
1 5 10 15 

Ser Ser Thr Gly Gin Cys Ala val Ala Lys Cys Trp Arg Glu Leu Ser 
20 25 30 

Ser Ala Gly Thr Arg His Trp Arg Asn His Val Gly Leu Arg Asn Arg 
35 40 45 

Glu Lys Leu Phe Phe Gly xaa xaa Met Asn Glu Met Glu Arg Gin Glu 
50 55 60 

Thr Gly Asn Ser Lys Thr Arg Tyr His Ala Thr Ala lie Val Gin Ala 
65 70 75 80 

Lys His Asp Lys Gly Leu Asn Lys Asn Gly Thr Ser Gly Asp Glu Glu 
85 90 95 

Gin Lys lie Lys Val Gly Asp Arg Asp Arg Glu Asn Lys Gly Phe Asp 
100 105 110 

Gly Leu Leu Asp val Trp Asn Thr Leu Asn Phe lie His Pro Cys Phe 
115 120 125 

Ala val Cys Asn Cys val His Gly val Cys Asn ser Gly Leu Asp Gly 
130 135 140 

Asp Gly Thr Cys Glu Cys Tyr Ser Ala Tyr Thr Gly Pro Lys Cys Asp 
145 150 155 160 

Lys Leu Thr Glu Asn Phe His Thr Ser His Leu Thr Leu Trp Pro Val 
165 170 175 

His Asp Ser Lys His Trp Gly Ser Leu Arg His Gin Asn Met Asn Gly 
180 185 190 

Thr cys Ser Ser Gly Gly Gly Lys Gly Asp Pro Asp val Tyr Gin Asn 
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195 200 205 

Gly Leu lie Phe His Gly Gly Gly Thr ser Gly Gly Leu Ser ser Ser 
210 215 220 

Arg Asn Arg Arg ser Ser val Lys Arg Pro Glu Lys Trp Lys Gly Asp 
225 230 235 240 

Asp Arg Asp Gly Gly Gly Lys Glu Gly Gin Gin Arg Arg Arg Ala Asp 
245 250 255 

Thr Glu Ser Ser Leu Gin Arg Gly His lie Lys Thr Pro Leu Pro His 
260 265 270 

Arg Gin Gly Glu Ala Arg lie Thr Glu Thr Thr Gly Asn Cys val Ser 
275 280 285 

Ala Gly Met Thr Gly Thr Asn Ala Asn His Thr Lys Val His Pro Thr 
290 295 300 

val Gin Ser Leu Thr Glu Tyr Asp Ser Phe Gin Thr His Ser Thr Ser 
305 310 315 320 

Arg Leu Lys Glu Phe Glu Lys Gin Gin val Lys Glu Arg Phe ser Asp 
325 330 335 

Pro Pro Leu Met Gin Ala lie Lys Pro ser His Glu Lys Tyr Pro Pro 
340 345 350 

Tyr Ala Gin Arg Lys Gly Thr ser Leu Ser Pro Lys Thr Gin Gly His 
355 360 365 

Gly Asp Asp Glu Gin Ala Leu Leu Ser Phe Leu His ser lie Thr Leu 
370 375 380 

Ser Leu Tyr Leu Tyr Pro Thr Thr Phe Phe His Asp ser Pro val Phe 
385 390 395 400 

lie Lys Pro Gly lie Lys Thr Leu Arg Leu Asn His Phe Phe Gly ser 
405 410 415 

Ser Phe Pro Tyr Glu Gly Ser Ser val lie Xaa Xaa Met Gly lie Glu 
420 425 430 

Val Trp Lys Asn Trp Cys Gin Asn Ala Asp Thr Leu Ala Ala Ala Pro 
435 440 445 

Ala Pro Ser Leu Asn val Gin Pro Cys Ser Ala Gin Lys lie Pro Asp 
450 455 460 

Val Arg Leu Pro Leu Lys Met Lys Thr Asn Trp Asn Ala Asn Ala Phe 
465 470 475 480 

Pro He Thr Glu Ala Met Ala Asn Thr Ala Thr Pro Ser lie His val 
485 490 495 

Tyr Glu Lys Ser Ala Thr Leu Met Leu lie val Arg Thr Trp Asp Gin 
500 505 510 

lie Gly Thr Val val His Ala Lys Lys Ala Thr Val Gly Met Ala Lys 
515 520 525 

Cys Ala Cys Leu Trp Thr Pro Ala Lys Leu Thr Leu Glu Thr Ala Leu 
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530 535 540 

Gin ser Leu Gin Cys Ala Asn Met Met Gly Leu Asp Arg cys lie Cys 
545 550 555 560 

Gin Lys Gly Tyr val Gly Asp Gly Leu Thr Cys Tyr Gly Asn lie Met 
565 570 575 

Glu Arg Leu Arg Glu Leu Asn Thr Glu Pro Arg Gly Lys Trp Gin Gly 
580 585 590 

Arg Leu Thr Ser Phe lie Ser Leu Leu Glu Ser lie Gin lie val ser 
595 600 605 

val Gin Leu Ser Glu Phe Ser Gin Arg Glu Pro Thr Cys val Asn Thr 
610 615 620 

Lys Ser lie Ala Ser Asn Leu Glu Gly Pro Leu val Pro Leu Ser Asn 
625 630 635 640 

His Tyr Pro Leu Gin Val Asn Glu Leu Leu Val Asp Asn Lys Ala Ala 
645 650 655 

Gin Tyr Phe Val Lys Leu His lie He Ala Gly Gin Met Asn He Glu 
660 665 670 

Tyr Met Asn Asn Thr Asp Met Phe Tyr Thr Leu Thr Gly Lys Ser Gly 
675 680 685 

Glu lie Phe Asn Ser Asp Lys Asp Asn Gin lie Lys Leu Lys Leu His 
690 695 700 

Gly Gly Lys Lys Lys val Lys lie lie Gin Gly Asp He lie Ala Ser 
705 710 715 720 

Asn Gly Leu Leu His lie Leu Asp Arg Ala Met Asp Lys Leu Glu Pro 
725 730 735 

Thr Phe Glu ser Asn Asn Glu Glu Thr Asn Leu Gly His Ala Leu Asp 
740 745 750 

Glu Asp Gly Val Gly Gly Pro Tyr Thr lie Phe Val Pro Asn Asn Glu 
755 760 765 

Ala Leu Asn Asn Met Lys Asp Gly Thr Leu Asp Tyr Leu Leu Ser Pro 
770 775 780 

Glu Leu Glu val Ala Thr Leu lie Ser Thr Pro His lie Arg ser Met 
785 790 795 800 

Ala Asn Gin Leu lie Gin Phe Asn Thr Thr Asp Asn Gly Gin lie Leu 
805 810 815 

Ala Asn Asp Val Ala Met Glu Glu He Glu He Thr Ala Lys Asn Gly 
820 825 830 

Arg lie Tyr Thr Leu Thr Gly Val Leu lie Pro Pro Ser lie Val Pro 
835 840 845 

lie Leu Pro His Arg Cys Asp Glu Thr Lys Arg Glu Met Lys Leu Gly 
850 855 860 

Thr Cys val Ser Cys Ser Leu Val Tyr Trp ser Arg cys Pro Ala Asn 
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865 870 875 880 

Ser Glu Pro Thr Ala Leu Phe Thr His Arg Cys val Tyr ser Gly Arg 
885 890 895 

Phe Gly Ser Leu Lys Ser Gly Cys Ala Arg Tyr Cys Asn Ala Thr val 
900 905 " 910 

Lys Cys Ala Asp Ser Leu Gly Gly Asn Gly Thr Cys lie Cys Glu Glu 
915 920 925 

Gly Phe Gin Gly Ser Gin Cys Gin Phe Cys Ser Asp Pro Asn Lys Tyr 
930 935 940 

Gly Pro Arg cys Asn Lys Lys cys Leu Cys val His Gly Thr cys Asn 
945 950 955 960 

Asn Arg lie Asp Ser Asp Gly Ala Cys Leu Thr Gly Thr Cys Arg Asp 
965 970 975 

Gly Ser Ala Gly Arg Leu Cys Asp Lys Gin Thr Ser Ala Cys Gly Pro 
980 985 990 

Tyr val Gin Phe Cys His lie His Ala Thr Cys Glu Tyr Ser Asn Gly 
995 1000 1005 

Thr Ala Ser Cys lie Cys Lys Ala Gly Tyr Glu Gly Asp Gly Thr Leu 
1010 1015 1020 

Cys Ser Glu Met Asp Pro Cys Thr Gly Leu Thr Pro Gly Gly Cys Ser 
1025 1030 1035 1040 

Arg Asn Ala Glu Cys lie Lys Thr Gly Thr Gly Thr His Thr Cys Val 
1045 1050 1055 

Cys Gin Gin Gly Trp Thr Gly Asn Gly Arg Asp Cys Ser Glu lie Asn 
1060 1065 1070 

Asn Cys Leu Leu Pro Ser Ala Gly Gly Cys His Asp Asn Ala Ser Cys 
1075 1080 1085 

Leu Tyr val Gly Pro Gly Gin Asn Glu Cys Glu Cys Lys Lys Gly Phe 
1090 1095 1100 

Arg Gly Asn Gly lie Asp Cys Glu Pro lie Thr Ser Cys Leu Glu Gin 
1105 1110 1115 1120 

Thr Gly Lys Cys His Pro Leu Ala Ser Cys Gin Ser Thr Ser ser Gly 
1125 1130 1135 

val Trp Ser Cys Val Cys Gin Glu Gly Tyr Glu Gly Asp Gly Phe Leu 
1140 1145 1150 

Cys Tyr Gly Asn Ala Ala val Glu Leu Ser Phe Leu Ser Glu Ala Ala 
1155 1160 1165 

lie Phe Asn Arg Trp lie Asn Asn Ala Ser Leu Gin Pro Thr Leu Ser 
1170 1175 1180 

Ala Thr Ser Asn Leu Thr Val Leu Val Pro Ser Gin Gin Ala Thr Glu 
1185 1190 1195 1200 

Asp Met Asp Gin Asp Glu Lys Ser Phe Trp Leu Ser Gin ser Asn lie 
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1205 1210 1215 

Pro Ala Leu lie Lys Tyr His Met Leu Leu Gly Thr Tyr Arg val Ala 
1220 1225 1230 

Asp Leu Gin Thr Leu Ser Ser Ser Asp Met Leu Ala Thr Ser Leu Gin 
1235 1240 1245 

Gly Asn Phe Leu His Leu Ala Lys val Asp Gly Asn lie Thr lie Glu 
1250 1255 1260 

Gly Ala Ser He Val Asp Gly Asp Asn Ala Ala Thr Asn Gly Val He 
1265 1270 1275 1280 

His lie lie Asn Lys val Leu Val Pro Gin Arg Arg Leu Thr Gly Ser 
1285 1290 1295 

Leu Pro Asn Leu Leu Met Arg Leu Glu Gin Met Pro Asp Tyr ser lie 
1300 1305 1310 

Phe Arg Gly Tyr lie lie Gin Tyr Asn Leu Ala Asn Ala lie Glu Ala 
1315 1320 1325 

Ala Asp Ala Tyr Thr val Phe Ala Pro Asn Asn Asn Ala lie Glu Asn 
1330 1335 1340 

Tyr lie Arg Glu Lys Lys Val Leu Ser Leu Glu Glu Asp val Leu Arg 
1345 1350 1355 1360 

Tyr His val val Leu Glu Glu Lys Leu Leu Lys Asn Asp Leu His Asn 
1365 1370 1375 

Gly Met His Arg Glu Thr Met Leu Gly Phe Ser Tyr Phe Leu Ser Phe 
1380 1385 1390 

Phe Leu His Asn Asp Gin Leu Tyr val Asn Glu Ala Pro lie Asn Tyr 
1395 1400 1405 

Thr Asn Val Ala Thr Asp Lys Gly Val He His Gly Leu Gly Lys val 
1410 1415 1420 

Leu Glu lie Gin Lys Asn Arg Cys Asp Asn Asn Asp Thr Thr lie lie 
1425 1430 1435 1440 

Arg Gly Arg Cys Arg Thr Cys Ser Ser Glu Leu Thr Cys Pro Phe Gly 
1445 1450 1455 

Thr Lys Ser Leu Gly Asn Glu Lys Arg Arg Cys lie Tyr Thr Ser Tyr 
1460 1465 1470 

Phe Met Gly Arg Arg Thr Leu Phe lie Gly Cys Gin Pro Lys Cys val 
1475 1480 1485 

Arg Thr Val lie Thr Arg Glu Cys Cys Ala Gly Phe Phe Gly Pro Gin 
1490 1495 1500 

Cys Gin Pro Cys Pro Gly Asn Ala Gin Asn Val Cys Phe Gly Asn Gly 
1505 1510 1515 1520 

lie Cys Leu Asp Gly Val Asn Gly Thr Gly Val Cys Glu Cys Gly Glu 
1525 1530 1535 

Gly Phe Ser Gly Thr Ala Cys Glu Thr Cys Thr Glu Gly Lys Tyr Gly 
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1540 1545 1550 

lie His Cys Asp Gin Ala Cys Ser Cys val His Gly Arg cys Asn Gin 
1555 1560 1565 

Gly Pro Leu Gly Asp Gly Ser cys Asp Cys Asp val Gly Trp Arg Gly 
1570 1575 1580 

val His Cys Asp Asn Ala Thr Thr Glu Asp Asn Cys Asn Gly Thr Cys 
1585 1590 1595 1600 

His Thr ser Ala Asn cys Leu Thr Asn Ser Asp Gly Thr Ala Ser Cys 
1605 1610 1615 

Lys cys Ala Ala Gly Phe Gin Gly Asn Gly Thr He Cys Thr Ala He 
1620 1625 1630 

Asn Ala Cys Glu lie Ser Asn Gly Gly Cys Ser Ala Lys Ala Asp Cys 
1635 1640 1645 

Lys Arg Thr Thr Pro Gly Arg Arg val Cys Thr Cys Lys Ala Gly Tyr 
1650 1655 1660 

Thr Gly Asp Gly lie val Cys Leu Glu lie Asn Pro Cys Leu Glu Asn 
1665 1670 1675 1680 

His Gly Gly Cys Asp Lys Asn Ala Glu Cys Thr Gin Thr Gly Pro Asn 
1685 1690 1695 

Gin Ala Ala Cys Asn Cys Leu Pro Ala Tyr Thr Gly Asp Gly Lys Val 
1700 1705 1710 

Cys Thr Leu lie Asn val Cys Leu Thr Lys Asn Gly Gly Cys Gly Glu 
1715 1720 1725 

Phe Ala lie Cys Asn His Thr Gly Gin val Glu Arg Thr Cys Thr Cys 
1730 1735 1740 

Lys Pro Asn Tyr lie Gly Asp Gly Phe Thr Cys Arg Gly Ser lie Tyr 
1745 1750 1755 1760 

Gin Glu Leu Pro Lys Asn Pro Lys Thr Ser Gin Tyr Phe Phe Gin Leu 
1765 1770 1775 

Gin Glu His Phe Val Lys Asp Leu val Gly Pro Gly Pro Phe Thr val 
1780 1785 1790 

Phe Ala Pro Leu Ser Ala Ala Phe Asp Glu Glu Ala Arg val Lys Asp 
1795 1800 1805 

Trp Asp Lys Tyr Gly Leu Met Pro Gin Val Leu Arg Tyr His val val 
1810 1815 1820 

Ala Cys His Gin Leu Leu Leu Glu Asn Leu Lys Leu lie Ser Asn Ala 
1825 1830 1835 1840 

Thr ser Leu Gin Gly Glu Pro lie Val lie Ser val Ser Gin Ser Thr 
1845 1850 1855 

Val Tyr lie Asn Asn Lys Ala Lys lie lie Ser ser Asp lie lie Ser 
1860 1865 1870 

Thr Asn Gly lie val His lie lie Asp Lys Leu Leu Ser Pro Lys Asn 
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1875 1880 1885 

Leu Leu lie Thr Pro Lys Asp Asn Ser Gly Arg lie Leu Gin Asn Leu 
1890 1895 1900 

Thr Thr Leu Ala Thr Asn Asn Gly Tyr lie Lys Phe Ser Asn Leu lie 
1905 1910 1915 1920 

Gin Asp Ser Gly Leu Leu Ser Val lie Thr Asp Pro lie His Thr Pro 
1925 1930 1935 

val Thr Leu Phe Trp Pro Thr Asp Gin Ala Leu His Ala Leu Pro Ala 
1940 1945 1950 

Glu Gin Gin Asp Phe Leu Phe Asn Gin Asp Asn Lys Asp Lys Leu Lys 
1955 1960 1965 

Glu Tyr Leu Lys Phe His Val lie Arg Asp Ala Lys val Leu Ala Val 
1970 1975 1980 

Asp Leu Pro Thr Ser Thr Ala Trp Lys Thr Leu Gin Gly Ser Glu Leu 
1985 1990 1995 2000 

Ser val Lys Cys Gly Ala Gly Arg Asp lie Gly Asp Leu Phe Leu Asn 
2005 2010 2015 

Gly Gin Thr Cys Arg lie Val Gin Arg Glu Leu Leu Phe Asp Leu Gly 
2020 2025 2030 

Val Ala Tyr Gly lie Asp Cys Leu Leu lie Asp Pro Thr Leu Gly Gly 
2035 2040 2045 

Arg Cys Asp Thr Phe Thr Thr Phe Asp Ala Ser Gly Glu Cys Gly Ser 
2050 2055 2060 

Cys val Asn Thr Pro Ser Cys Pro Arg Trp Ser Lys Pro Lys Gly Val 
2065 2070 2075 2080 

Lys Gin Lys Cys Leu Tyr Asn Leu Pro Phe Lys Arg Asn Leu Glu Gly 
2085 2090 2095 

Cys Arg Glu Arg Cys Ser Leu val lie Gin lie Pro Arg Cys Cys Lys 
2100 2105 2110 

Gly Tyr Phe Gly Arg Asp Cys Gin Ala Cys Pro Gly Gly Pro Asp Ala 
2115 2120 2125 

Pro Cys Asn Asn Arg Gly Val Cys Leu Asp Gin Tyr Ser Ala Thr Gly 
2130 2135 2140 

Glu Cys Lys Cys Asn Thr Gly Phe Asn Gly Thr Ala Cys Glu Met Cys 
2145 2150 2155 2160 

Trp Pro Gly Arg Phe Gly Pro Asp Cys Leu Pro Cys Gly Cys Ser Asp 
2165 2170 2175 

His Gly Gin Cys Asp Asp Gly lie Thr Gly ser Gly Gin cys Leu Cys 
2180 2185 2190 

Glu Thr Gly Trp Thr Gly Pro Ser Cys Asp Thr Gin Ala val Leu Pro 
2195 2200 2205 

Ala val Cys Thr Pro Pro Cys Ser Ala His Ala Thr Cys Lys Glu Asn 
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2210 2215 2220 

Asn Thr Cys Glu Cys Asn Leu Asp Tyr Glu Gly Asp Gly lie Thr Cys 
2225 2230 2235 2240 

Thr val val Asp Phe cys Lys Gin Asp Asn Gly Gly cys Ala Lys val 
2245 2250 2255 

Ala Arg cys Ser Gin Lys Gly Thr Lys Val Ser Cys Ser Cys Gin Lys 
2260 2265 2270 

Gly Tyr Lys Gly Asp Gly His Ser Cys Thr Glu He Asp Pro Cys Ala 
2275 2280 2285 

Asp Gly Leu Asn Gly Gly Cys His Glu His Ala Thr cys Lys Met Thr 
2290 2295 2300 

Gly Pro Gly Lys His Lys Cys Glu Cys Lys Ser His Tyr val Gly Asp 
2305 2310 2315 2320 

Gly Leu Asn Cys Glu Pro Glu Gin Leu Pro lie Asp Arg Cys Leu Gin 
2325 2330 2335 

Asp Asn Gly Gin Cys His Ala Asp Ala Lys Cys val Asp Leu His Phe 
2340 2345 2350 

Gin Asp Thr Thr val Gly val Phe His Leu Arg ser Pro Leu Gly Gin 
2355 2360 2365 

Tyr Lys Leu Thr Phe Asp Lys Ala Arg Glu Ala Cys Ala Asn Glu Ala 
2370 2375 2380 

Ala Thr Met Ala Thr Tyr Asn Gin Leu Ser Tyr Ala Gin Lys Ala Lys 
2385 2390 2395 2400 

Tyr His Leu Cys Ser Ala Gly Trp Leu Glu Thr Gly Arg val Ala Tyr 
2405 2410 2415 

Pro Thr Ala Phe Ala Ser Gin Asn Cys Gly ser Gly val Val Gly lie 
2420 2425 2430 

val Asp Tyr Gly Pro Arg Pro Asn Lys Ser Glu Met Trp Asp val Phe 
2435 2440 2445 

Cys Tyr Arg Met Lys Glu Val Leu Ala Tyr ser Asn ser Ser Ala Arg 
2450 2455 2460 

Gly Arg Ala Phe Leu Glu His Leu Thr Asp Leu Ser lie Arq Gly Thr 
2465 2470 2475 2480 

Leu Phe val Pro Gin Asn ser Gly Leu Gly Glu Asn Glu Thr Leu Ser 
2485 2490 2495 

Gly Arg Asp lie Glu His His Leu Ala Asn val Ser Met Phe Phe Tyr 
2500 2505 2510 

Asn Asp Leu val Asn Gly Thr Thr Leu Gin Thr Arg Leu Gly ser Lys 
2515 2520 2525 

Leu Leu lie Thr Ala Ser Gin Asp Pro Leu Gin Pro Val Gin Ser Arq 
2530 2535 2540 

Phe val Asp Gly Arg Ala He Leu Gin Trp Asp He Phe Ala Ser Asn 
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2545 2550 2555 2560 

Gly lie lie His Val lie Ser Arg Pro Leu Lys Ala Pro Pro Ala Pro 
2565 2570 2575 

val Thr Leu Thr His Thr Gly Leu Gly Ala Gly lie Phe Phe Cys lie 
2580 2585 2590 

lie Leu val Thr Gly Ala val Ala Leu Ala Ala Tyr Ser Tyr Phe Arg 
2595 2600 2605 

lie Asn Arg Arg Thr lie Gly Tyr Gin His Phe Glu Ser Glu Glu Asp 
2610 2615 2620 

lie Asn Val Ala Ala Leu Gly Lys Gin Gin Pro Glu Asn lie Ser Asn 
2625 2630 2635 2640 

Pro Leu Tyr Glu Ser Thr Thr Ser Ala Pro Pro Glu Pro Ser Tyr Asp 
2645 2650 2655 

Pro Phe Thr Asp Ser Glu Glu Arg Gin Leu Glu Gly Asn Asp Pro Leu 
2660 2665 2670 

Arg Thr Leu 
2675 

<210> 3 
<211> 8495 
<212> DNA 

<213> Homo sapiens 
<400> 3 

aatcatccca catgctaaga atctaagatg tataaaataa agtggtgaaa gatgaaaatg 60 
aaattttatc aaggttagag tcaggttgga gtggccattg tttaccaaac tgagaaatct 120 
aaattttatt tggttggtaa ttgagagtca ttgagatatt ttggggaagg tcaccctgat 180 
gcctttgcta atcaaatgaa atgaatgaaa tggagaggca agaaactgga aatagcaaga 240 
cgaggtatca tgctactgca atagtccagg caaaacatga taaaggcctc aacaagaatg 300 
gcaccagtgg agatgaagag cagaagatca aggtgggaga cagagacaga gaaaacaaag 360 
gatttgatgg cttattagat gtttggaata ctttaaactt tattcatcct tgctttgctg 420 
tgtgcaactg tgtgcatggg gtgtgcaaca gtggactaga tggcgatgga acctgtgagt 480 
gctactctgc gtacactggc cccaagtgtg acaagctcac agaaaacttt cacacctctc 540 
atctgacact gtggcctgtg cacgactcca agcactgggg aagccttcga catcagaata 600 
tgaatggcac ctgttcttcc gggggcggca agggggatcc cgatgtttat caaaatgggt 660 
tgattttcca cggagggggt acttctggag gtctatcgtc atcacgaaac agacgaagta 720 
gtgtcaagcg tcctgagaag tggaaggggg acgatcgaga tggaggtggc aaggaaggcc 780 
agcagcggcg gcgggcagac acagagtcga gtcttcaaag aggtcacatc aaaacgcccc 840 
tgccccacag gcaaggtgaa gcgcggatca cggagacaac ggggaattgt gtttctgctg 900 
gcatgactgg aaccaatgcc aatcacacaa aagttcaccc tacggttcag tccttgacag 960 
aatatgattc ctttcagact cattccacca gcagactgaa ggaatttgag aaacagcagg 1020 
tgaaggaaag attttctgac cctcccctaa tgcaggctat aaaaccctca catgagaagt 1080 
accctcctta tgcccagaga aaaggaacat ctttgtctcc aaagacacag ggacacggag 1140 
atgatgaaca ggccttgcta agtttcctcc actctattac ccttagcttg tacctttatc 1200 
caaccacatt cttccatgac tctccagtct tcatcaaacc tggcataaaa acactcagac 1260 
ttaaccactt ctttgggtct tcatttcctt atgaaggctc cagtgtcata nnnnnnatgg 1320 
gaattgaggt ttggaaaaac tggtgccaaa atgctgatac cctggctgct gcccctgctc 1380 
catccctgaa tgtgcagcct tgctctgccc agaaaattcc agatgttcgc cttccactga 1440 
agatgaaaac aaactggaat gcaaatgcct tcccaattac cgaggcgatg gcaaatactg 1500 
cgaccccatc aatccatgtt tacgaaaaat ctgccaccct catgctcatt gtacgtacct 1560 
gggaccaaat cggcacagtt gtacatgcca agaaggctac cgtggggatg gccaagtgtg 1620 
cttgcctgtg gacccctgcc aaattaactt tggaaactgc cctacaaagt ctacagtgtg 1680 
caaatatgat gggcctggac agatgcattt gccagaaagg ttacgtgggt gatggcttaa 1740 
cgtgttatgg aaacattatg gagcgactca gagaattaaa tactgaaccc agaggaaaat 1800 
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ggcaaggaag gctgacctct ttcatctcac 
aactcagtga attttcccaa cgtgaaccta 
acctagaagg ccccctggtc cccctttcca 
tggtggataa taaagctgct caatactttg 
acatcgaata tatgaataac acagacatgt 
tcttcaacag cgataaggac aatcaaataa 
taaaaattat acaaggggac atcattgctt 
ccatggacaa gttagaaccc acatttgaga 
ccttagatga ggatggagtt ggtggaccat 
tgaataacat gaaggacggc actctcgatt 
ctctcatctc cacccctcac atcaggagca 
ccgacaatgg acagattctg gcaaatgatg 
aaaatggccg aatttacaca ctgacaggag 
tgccccatcg atgtgatgaa acaaagagag 
ctctggtgta ctggagcaga tgtcctgcta 
gatgtgtcta cagtggcagg tttgggagcc 
ccactgtgaa gtgtgcagat agcctcggcg 
tccaaggctc ccagtgtcag ttctgctctg 
aaaaatgcct gtgcgttcac ggaacatgca 
tcactggcac atgcagagac ggctctgccg 
gtgggcccta cgtgcagttc tgtcacatcc 
ccagttgtat ttgcaaagca ggatatgaag 
cttgcacagg actaactcca ggaggctgta 
cgggcaccca cacctgcgtg tgtcagcagg 
agatcaacaa ctgcctgctg cccagtgcag 
atgtgggtcc cgggcagaat gagtgtgagt 
actgtgaacc aataacttca tgcttggaac 
gtcaatctac ttcgtctggt gtctggagct 
gctttctgtg ctatggaaac gcagcagtgg 
ttaaccgatg gataaataat gcttctctac 
ctgtcctcgt gccttcccaa caagctactg 
ggttgtcaca gagcaatatt ccagccctaa 
gagtggcaga tctgcagacc ctgtcttctt 
acttccttca cttggcaaag gtggatggga 
atggggacaa cgcagccaca aatggagtga 
aaagacgtct aactggctcc ttaccaaacc 
attccatctt ccggggctac atcattcaat 
atgcctacac agtgtttgct ccaaacaaca 
aagtcttgtc tctagaggag gacgtcctcc 
tgaagaatga cctgcacaat ggcatgcatc 
ttagcttctt tctccataat gaccagctct 
atgtagccac tgataaggga gtgatccatg 
acagatgtga taataatgac actactatta 
agctgacctg cccattcgga actaaatctc 
cctcctattt catgggaaga cgaaccctgt 
ccgtcattac gagagaatgc tgtgccggct 
ggaatgccca gaatgtctgc tttggtaatg 
gtgtgtgtga gtgtggggag ggcttcagcg 
agtacggcat ccactgtgac caagcatgtt 
ccttgggaga tggctcctgt gactgtgatg 
caaccacaga agacaactgc aatgggacat 
cagatggtac agcttcatgc aagtgtgcag 
cagcaatcaa tgcctgtgag atcagcaatg 
gaaccacccc aggaaggcga gtgtgcacgt 
tgtgcctgga aatcaacccg tgtttggaga 
gcacacagac aggacccaac caggctgcct 
gaaaggtctg cacactcatc aatgtctgct 
ccatctgcaa ccacactggg caagtagaaa 
gagatggatt tacctgccgc ggcagcattt 
cccagtattt cttccagttg caggagcatt 
tcactgtttt tgcaccttta tctgcagcct 
acaaatacgg tttaatgccc caggttcttc 
ttctggaaaa cctgaaattg atctcaaatg 
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tcctagaaag tatacaaatt gtaagtgtac 1860 
cttgtgtaaa caccaagtcc attgccagca 1920 
atcattaccc tctacaggta aatgagcttt 1980 
tgaaactcca cataattgct ggtcagatga 2040 
tctacacctt gactggaaag tcgggggaaa 2100 
agcttaaact ccatggaggc aaaaagaagg 2160 
ccaatgggct tctgcacatc cttgacagag 2220 
gcaacaatga ggaaaccaat ttgggacatg 2280 
acaccatttt tgttccaaat aatgaagcat 2340 
acctcctttc tccagagctt gaagtggcca 2400 
tggccaacca gctcatacag ttcaacacca 2460 
tggcaatgga agaaattgag atcactgcca 2520 
ttctcattcc tccctccatt gtcccgattc 2580 
agatgaaact gggcacttgt gtgagctgtt 2640 
actctgagcc cacagcactc ttcacacaca 2700 
tgaagagcgg ctgtgcccgg tactgcaatg 2760 
gcaacgggac atgcatttgt gaggagggct 2820 
atcccaataa atacggacct cggtgtaaca 2880 
ataacaggat agacagcgat ggggcctgcc 2940 
ggagactctg tgataagcag acctcagcct 3000 
acgccacctg tgaatacagc aatgggacag 3060 
gagatggaac tctgtgttct gagatggacc 3120 
gccgcaatgc agaatgcatc aaaactggca 3180 
gttggacagg gaatgggaga gactgctcgg 3240 
gcggctgcca cgacaacgca tcctgtttgt 3300 
gcaagaaagg atttcgagga aatgggattg 3360 
aaaccgggaa atgtcatcca ttggcaagct 3420 
gtgtttgtca agagggctat gaaggagatg 3480 
aattgtcatt tctctccgaa gcagctatat 3540 
aacccacact gtcagccacc tcaaacctca 3600 
aggacatgga ccaggatgag aaaagcttct 3660 
taaagtacca tatgctacta ggcacataca 3720 
ctgacatgtt ggcaacatct ttgcagggca 3780 
atatcacaat tgaaggggcc tccattgtcg 3840 
tacacatcat caacaaggtg ctggtcccac 3900 
tgctcatgcg gctggaacag atgcctgact 3960 
ataatctggc gaatgcaatt gaggctgccg 4020 
atgccatcga gaattacatc agggagaaga 4080 
ggtatcatgt ggtcctggag gagaaactcc 4140 
gtgagaccat gctgggtttc tcctatttcc 4200 
atgtaaatga ggctccaata aactacacca 4260 
gtttgggaaa agttctggaa attcagaaga 4320 
tacgaggaag atgtaggaca tgctcctcag 4380 
taggtaatga gaagaggaga tgcatctata 4440 
ttattgggtg ccagccaaaa tgtgtgagaa 4500 
tctttggccc ccaatgccag ccctgcccag 4560 
gcatctgttt ggatggagtg aatggcacag 4620 
gcacagcctg cgagacctgc accgagggca 4680 
cttgtgtcca tgggagatgc aaccaaggac 4740 
ttggctggcg aggagtgcat tgtgacaatg 4800 
gccataccag cgccaactgc ctcaccaact 4860 
caggattcca aggaaacggg accatctgca 4920 
gaggttgctc tgccaaggct gactgtaaga 4980 
gcaaagcagg ctacacgggt gatggcattg 5040 
accatggtgg ctgtgacaag aatgcggagt 5100 
gtaactgttt gccagcatac actggagatg 5160 
taactaaaaa tggcggctgt agtgaatttg 5220 
ggacttgtac ttgcaagcca aactacattg 5280 
atcaggagct tcccaagaac ccgaaaactt 5340 
tcgtgaaaga tctggtcggc ccaggcccct 5400 
ttgatgagga agctcgggtt aaagactggg 5460 
ggtaccatgt ggtcgcctgc caccagctgc 5520 
ctacttccct ccaaggagag ccaatagtca 5580 
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tctccgtctc tcagagcacg gtgtatataa acaataaggc taagatcata tccagtgata 5640 
tcatcagtac taatgggatt gttcatatca tagacaaatt gctatctccc aaaaatttgc 5700 
ttatcactcc caaagacaac tctggaagaa ttctgcaaaa tcttacgact ttggcaacaa 5760 
acaatggcta catcaaattt agcaacttaa tacaggactc aggtttgctg agtgtcatca 5820 
ccgatcccat ccacacccca gtcactctct tctggcccac cgaccaagcc ctccatgccc 5880 
tccatgccct acctgctgaa caacaggact tcctgttcaa ccaagacaac aaggacaagc 5940 
tgaaggagta tttgaagttt catgtgatac gagatgccaa ggttttagct gtggatcttc 6000 
ccacatccac tgcctggaag accctgcaag gttcagagct gagtgtgaaa tgtggagctg 6060 
gcagggacat cggtgacctc tttctgaatg gccaaaccta cagaattgtg cagcgggagc 6120 
tcttgtttga cctgggtgtg gcctacggca ttgactgtct gctgattgat cccaccctgg 6180 
ggggccgctg tgacaccttt actactttcg atgcctcggg ggagtgtggg agctgtgtca 6240 
atactcccag ctgcccaagg tggagtaaac caaagggtgt gaagcagaag tgtctctaca 6300 
acctgccctt caagaggaac ctggaaggct gccgggagcg gtgcagcctg gtgatacaga 6360 
tccccaggtg ctgcaagggc tacttcgggc gagactgtca ggcctgccct ggaggaccag 6420 
atgccccgtg taataaccgg ggtgtctgcc ttgatcagta ctcggccacc ggagagtgta 6480 
aatgcaacac cggcttcaat gggacggcgt gtgagatgtg ctggccgggg agatttgggc 6540 
ctgattgtct gccctgtggc tgctcagacc acggacagtg cgatgatggc atcacgggct 6600 
ccgggcagtg cctctgtgaa acggggtgga caggcccctc gtgtgacact caggcagttt 6660 
tgcctgcagt gtgtacgcct ccttgttctg ctcatgccac ctgtaaggag aacaacacgt 6720 
gtgagtgtaa cctggattat gaaggtgacg gaatcacatg cacagttgtg gatttctgca 6780 
aacaggacaa cgggggctgt gcaaaggtgg ccagatgctc ccagaagggc acgaaggtct 6840 
cctgcagctg ccagaaggga tacaaagggg acgggcacag ctgcacagag atagacccct 6900 
gtgcagacgg ccttaacgga gggtgtcacg agcacgccac ctgtaagatg acaggcccgg 6960 
gcaagcacaa gtgtgagtgt aaaagtcact atgtcggaga tgggctgaac tgtgagccgg 7020 
agcagctgcc cattgaccgc tgcttacagg acaatgggca gtgccatgca gacgccaaat 7080 
gtgtcgacct ccacttccag gataccactg ttggggtgtt ccatctacgc tccccactgg 7140 
gccagtataa gctgaccttt gacaaagcca gagaggcctg tgccaacgaa gctgcgacca 7200 
tggcaaccta caaccagctc tcctatgccc agaaggccaa gtaccacctg tgctcagcag 7260 
gctggctgga gaccgggcgg gttgcctacc ccacagcctt cgcctcccag aactgtggct 7320 
ctggtgtggt tgggatagtg gactatggac ctagacccaa caagagtgaa atgtgggatg 7380 
tcttctgcta tcggatgaaa ggaagtgctg gcctattcca acagctcagc tcgaggccgt 7440 
gcatttctag aacacctgac tgacctgtcc atccgcggca ccctctttgt gccacagaac 7500 
agtgggctgg gggagaatga gaccttgtct gggcgggaca tcgagcacca cctcgccaat 7560 
gtcagcatgt ttttctacaa tgaccttgtc aatggcacca ccctgcaaac gaggctggga 7620 
agcaagctgc tcatcactgc cagccaggac ccactccaac cgacggagac caggtttgtt 7680 
gatggaagag ccattctgca gtgggacatc tttgcctcca atgggatcat tcatgtcatt 7740 
tccaggcctt taaaagcacc ccctgccccc gtgaccttga cccacactgg cttgggagca 7800 
gggatcttct ttgccatcat cctggtgact ggggctgttg ccttggctgc ttactcctac 7860 
tttcggataa accggagaac aatcggcttc cagcattttg agtcggaaga ggacattaat 7920 
gttgcagctc ttggcaagca gcagcctgag aatatctcga accccttgta tgagagcaca 7980 
acctcagctc ccccagaacc ttcctacgac cccttcacgg actctgaaga acggcagctt 8040 
gagggcaatg accccttgag gacactgtga gggcctggac gggagatgcc agccatcact 8100 
cactgccacc tgggccatca actgtgaatt ctcagcacca gttgcctttt aggaacgtaa 8160 
agtcctttaa gcactcagaa gccatacctc atctctctgg ctgatctggg ggttgtttct 8220 
gtgggtgaga gatgtgttgc tgtgcccacc cagtacagct tcctcctctg accctttggc 8280 
tcttcttcct ttgtactctt cagctggcac ctgctccatt ctgccctaca tgatgggtaa 8340 
ctgtgatctt tcttccctgt tagattgtaa gcctccgtct ttgtatccca gcccctagcc 8400 
cagtgcctga cacaggaact gtgcacaata aaggtttatg gaacagaaac aaagtcaaaa 8460 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaac 8495 



<210> 4 

<211> 2420 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> where xaa is any amino acid 
<400> 4 

Met Asn Glu Met Glu Arg Gin Glu Thr Gly Asn Ser Lys Thr Arg Tyr 
15 10 15 
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His Ala Thr Ala lie val Gin Ala Lys His Asp Lys Gly Leu Asn Lys 
20 25 30 

Asn Gly Thr ser Gly Asp Glu Glu Gin Lys lie Lys val Gly Asp Arg 
35 40 45 

Asp Arg Glu Asn Lys Gly Phe Asp Gly Leu Leu Asp val Trp Asn Thr 
50 55 60 

Leu Asn Phe lie His Pro Cys Phe Ala val Cys Asn Cys Val His Gly 
65 70 75 80 

Val Cys Asn Ser Gly Leu Asp Gly Asp Gly Thr Cys Glu Cys Tyr Ser 
85 90 95 

Ala Tyr Thr Gly Pro Lys Cys Asp Lys Leu Thr Glu Asn Phe His Thr 
100 105 110 

Ser His Leu Thr Leu Trp Pro Val His Asp Ser Lys His Trp Gly Ser 
115 120 125 

Leu Arg His Gin Asn Met Asn Gly Thr Cys Ser Ser Gly Gly Gly Lys 
130 135 140 

Gly Asp Pro Asp val Tyr Gin Asn Gly Leu lie Phe His Gly Gly Gly 
145 150 155 160 

Thr Ser Gly Gly Leu Ser Ser Ser Arg Asn Arg Arg ser Ser val Lys 
165 170 175 

Arg Pro Glu Lys Trp Lys Gly Asp Asp Arg Asp Gly Gly Gly Lys Glu 
180 185 190 

Gly Gin Gin Arg Arg Arg Ala Asp Thr Glu ser Ser Leu Gin Arg Gly 
195 200 205 

His lie Lys Thr Pro Leu Pro His Arg Gin Gly Glu Ala Arg lie Thr 

210 215 220 

Glu Thr Thr Gly Asn Cys Val Ser Ala Gly Met Thr Gly Thr Asn Ala 
225 230 235 240 

Asn His Thr Lys Val His Pro Thr Val Gin ser Leu Thr Glu Tyr Asp 
245 250 255 

Ser Phe Gin Thr His Ser Thr Ser Arg Leu Lys Glu Phe Glu Lys Gin 
260 265 270 

Gin val Lys Glu Arg Phe Ser Asp Pro Pro Leu Met Gin Ala lie Lys 
275 280 285 

Pro Ser His Glu Lys Tyr Pro Pro Tyr Ala Gin Arg Lys Gly Thr Ser 
290 295 300 

Leu Ser Pro Lys Thr Gin Gly His Gly Asp Asp Glu Gin Ala Leu Leu 
305 ' 310 315 320 

Ser Phe Leu His Ser lie Thr Leu Ser Leu Tyr Leu Tyr Pro Thr Thr 

325 330 335 

Phe Phe His Asp Ser Pro val Phe lie Lys Pro Gly lie Lys Thr Leu 
340 345 350 
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Arg Leu Asn His Phe Phe Gly Ser ser Phe Pro Tyr Glu Gly Ser ser 
355 360 365 

val He xaa xaa Met Gly He Glu val Trp Lys Asn Trp cys Gin Asn 
370 375 380 

Ala Asp Thr Leu Ala Ala Ala Pro Ala Pro Ser Leu Asn val Gin Pro 
385 390 395 400 

Cys ser Ala Gin Lys lie Pro Asp val Arg Leu Pro Leu Lys Met Lys 
405 410 415 

Thr Asn Trp Asn Ala Asn Ala Phe Pro lie Thr Glu Ala Met Ala Asn 
420 425 430 

Thr Ala Thr Pro Ser lie His Val Tyr Glu Lys Ser Ala Thr Leu Met 
435 440 445 

Leu He val Arg Thr Trp Asp Gin lie Gly Thr Val Val His Ala Lys 
450 455 460 

Lys Ala Thr val Gly Met Ala Lys Cys Ala Cys Leu Trp Thr Pro Ala 
465 470 475 480 

Lys Leu Thr Leu Glu Thr Ala Leu Gin Ser Leu Gin Cys Ala Asn Met 
485 490 495 

Met Gly Leu Asp Arg cys lie Cys Gin Lys Gly Tyr Val Gly Asp Gly 
500 505 510 

Leu Thr Cys Tyr Gly Asn lie Met Glu Arg Leu Arg Glu Leu Asn Thr 
515 520 525 

Glu Pro Arg Gly Lys Trp Gin Gly Arg Leu Thr Ser Phe lie Ser Leu 
530 535 540 

Leu Glu ser lie Gin lie Val Ser Val Gin Leu Ser Glu Phe Ser Gin 
545 550 555 560 

Arg Glu Pro Thr Cys val Asn Thr Lys ser lie Ala Ser Asn Leu Glu 
565 570 575 

Gly Pro Leu val Pro Leu Ser Asn His Tyr Pro Leu Gin Val Asn Glu 
580 585 590 

Leu Leu Val Asp Asn Lys Ala Ala Gin Tyr Phe val Lys Leu His lie 
595 600 605 

lie Ala Gly Gin Met Asn lie Glu Tyr Met Asn Asn Thr Asp Met Phe 
610 615 620 

Tyr Thr Leu Thr Gly Lys ser Gly Glu lie Phe Asn Ser Asp Lys Asp 
625 630 635 640 

Asn Gin lie Lys Leu Lys Leu His Gly Gly Lys Lys Lys val Lys lie 
645 650 655 

lie Gin Gly Asp lie lie Ala Ser Asn Gly Leu Leu His lie Leu Asp 
660 665 670 

Arg Ala Met Asp Lys Leu Glu Pro Thr Phe Glu Ser Asn Asn Glu Glu 
675 680 685 
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Thr Asn Leu Gly His Ala Leu Asp Glu Asp Gly val Gly Gly Pro Tyr 
690 695 700 

Thr lie Phe val Pro Asn Asn Glu Ala Leu Asn Asn Met Lys Asp Gly 
705 710 715 720 

Thr Leu Asp Tyr Leu Leu Ser Pro Glu Leu Glu val Ala Thr Leu lie 
725 730 735 

Ser Thr Pro His lie Arg Ser Met Ala Asn Gin Leu lie Gin Phe Asn 
740 745 750 

Thr Thr Asp Asn Gly Gin lie Leu Ala Asn Asp Val Ala Met Glu Glu 
755 760 765 

lie Glu lie Thr Ala Lys Asn Gly Arg lie Tyr Thr Leu Thr Gly Val 
770 775 780 

Leu lie Pro Pro Ser lie Val Pro lie Leu Pro His Arg Cys Asp Glu 
785 790 795 800 

Thr Lys Arg Glu Met Lys Leu Gly Thr Cys val Ser Cys Ser Leu val 
805 810 815 

Tyr Trp ser Arg Cys Pro Ala Asn Ser Glu Pro Thr Ala Leu Phe Thr 
820 825 830 

His Arg Cys val Tyr ser Gly Arg Phe Gly Ser Leu Lys Ser Gly Cys 
835 840 845 

Ala Arg Tyr Cys Asn Ala Thr val Lys Cys Ala Asp Ser Leu Gly Gly 
850 855 860 

Asn Gly Thr Cys lie Cys Glu Glu Gly Phe Gin Gly Ser Gin Cys Gin 
865 870 875 880 

Phe Cys Ser Asp Pro Asn Lys Tyr Gly Pro Arg Cys Asn Lys Lys Cys 
885 890 895 

Leu Cys val His Gly Thr Cys Asn Asn Arg He Asp Ser Asp Gly Ala 
900 905 910 

Cys Leu Thr Gly Thr Cys Arg Asp Gly Ser Ala Gly Arg Leu Cys Asp 
915 920 925 

Lys Gin Thr Ser Ala Cys Gly Pro Tyr val Gin Phe Cys His lie His 
930 935 940 

Ala Thr Cys Glu Tyr Ser Asn Gly Thr Ala Ser Cys lie Cys Lys Ala 
945 950 955 960 

Gly Tyr Glu Gly Asp Gly Thr Leu Cys Ser Glu Met Asp Pro Cys Thr 
965 970 975 

Gly Leu Thr Pro Gly Gly Cys Ser Arg Asn Ala Glu Cys lie Lys Thr 
980 985 990 

Gly Thr Gly Thr His Thr Cys val Cys Gin Gin Gly Trp Thr Gly Asn 
995 1000 1005 

Gly Arg Asp Cys Ser Glu lie Asn Asn Cys Leu Leu Pro Ser Ala Gly 
1010 1015 1020 
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Gly Cys His Asp Asn Ala Ser Cys Leu Tyr Val Gly Pro Gly Gin Asn 
1025 1030 1035 1040 

Glu Cys Glu Cys Lys Lys Gly Phe Arg Gly Asn Gly lie Asp Cys Glu 
1045 1050 1055 

Pro lie Thr Ser Cys Leu Glu Gin Thr Gly Lys Cys His Pro Leu Ala 
1060 1065 1070 

Ser Cys Gin Ser Thr Ser Ser Gly Val Trp Ser Cys val Cys Gin Glu 
1075 1080 1085 

Gly Tyr Glu Gly Asp Gly Phe Leu Cys Tyr Gly Asn Ala Ala val Glu 
1090 1095 1100 

Leu Ser Phe Leu Ser Glu Ala Ala lie Phe Asn Arg Trp lie Asn Asn 
1105 1110 1115 1120 

Ala Ser Leu Gin Pro Thr Leu Ser Ala Thr Ser Asn Leu Thr Val Leu 
1125 1130 1135 

Val Pro Ser Gin Gin Ala Thr Glu Asp Met Asp Gin Asp Glu Lys Ser 
1140 1145 1150 

Phe Trp Leu Ser Gin Ser Asn lie Pro Ala Leu lie Lys Tyr His Met 
1155 1160 1165 

Leu Leu Gly Thr Tyr Arg Val Ala Asp Leu Gin Thr Leu Ser Ser Ser 
1170 1175 1180 

Asp Met Leu Ala Thr Ser Leu Gin Gly Asn Phe Leu His Leu Ala Lys 
1185 1190 1195 1200 

val Asp Gly Asn lie Thr lie Glu Gly Ala Ser lie val Asp Gly Asp 
1205 1210 1215 

Asn Ala Ala Thr Asn Gly val lie His He lie Asn Lys val Leu Val 
1220 1225 1230 

Pro Gin Arg Arg Leu Thr Gly Ser Leu Pro Asn Leu Leu Met Arg Leu 
1235 1240 1245 

Glu Gin Met Pro Asp Tyr Ser lie Phe Arg Gly Tyr lie lie Gin Tyr 
1250 1255 1260 

Asn Leu Ala Asn Ala lie Glu Ala Ala Asp Ala Tyr Thr Val Phe Ala 
1265 1270 1275 1280 

Pro Asn Asn Asn Ala lie Glu Asn Tyr lie Arg Glu Lys Lys Val Leu 
1285 1290 1295 

Ser Leu Glu Glu Asp val Leu Arg Tyr His val val Leu Glu Glu Lys 
1300 1305 1310 

Leu Leu Lys Asn Asp Leu His Asn Gly Met His Arg Glu Thr Met Leu 
1315 1320 1325 

Gly Phe Ser Tyr Phe Leu Ser Phe Phe Leu His Asn Asp Gin Leu Tyr 
1330 1335 1340 

Val Asn Glu Ala Pro lie Asn Tyr Thr Asn val Ala Thr Asp Lys Gly 
1345 1350 1355 1360 
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Val lie His Gly Leu Gly Lys Val Leu Glu lie Gin Lys Asn Arg Cys 
1365 1370 1375 

Asp Asn Asn Asp Thr Thr lie lie Arg Gly Arg Cys Arg Thr Cys Ser 
1380 1385 1390 

Ser Glu Leu Thr Cys Pro Phe Gly Thr Lys Ser Leu Gly Asn Glu Lys 
1395 1400 1405 

Arg Arg Cys lie Tyr Thr Ser Tyr Phe Met Gly Arg Arg Thr Leu Phe 
1410 1415 1420 

lie Gly Cys Gin Pro Lys Cys Val Arg Thr Val lie Thr Arg Glu Cys 
1425 1430 1435 1440 

Cys Ala Gly Phe Phe Gly Pro Gin Cys Gin Pro Cys Pro Gly Asn Ala 
1445 1450 1455 

Gin Asn Val Cys Phe Gly Asn Gly lie Cys Leu Asp Gly Val Asn Gly 
1460 1465 1470 

Thr Gly Val Cys Glu Cys Gly Glu Gly Phe Ser Gly Thr Ala Cys Glu 
1475 1480 1485 

Thr Cys Thr Glu Gly Lys Tyr Gly lie His Cys Asp Gin Ala Cys Ser 
1490 1495 1500 

Cys Val His Gly Arg cys Asn Gin Gly Pro Leu Gly Asp Gly Ser Cys 
1505 1510 1515 1520 

Asp Cys Asp val Gly Trp Arg Gly val His Cys Asp Asn Ala Thr Thr 
1525 1530 1535 

Glu Asp Asn Cys Asn Gly Thr Cys His Thr Ser Ala Asn Cys Leu Thr 
1540 1545 1550 

Asn Ser Asp Gly Thr Ala Ser Cys Lys Cys Ala Ala Gly Phe Gin Gly 
1555 1560 1565 

Asn Gly Thr lie Cys Thr Ala lie Asn Ala Cys Glu lie Ser Asn Gly 
1570 1575 1580 

Gly Cys Ser Ala Lys Ala Asp Cys Lys Arg Thr Thr Pro Gly Arg Arg 
1585 1590 1595 1600 

Val Cys Thr Cys Lys Ala Gly Tyr Thr Gly Asp Gly lie Val Cys Leu 
1605 1610 1615 

Glu He Asn Pro Cys Leu Glu Asn His Gly Gly Cys Asp Lys Asn Ala 
1620 1625 1630 

Glu Cys Thr Gin Thr Gly Pro Asn Gin Ala Ala Cys Asn Cys Leu Pro 
1635 1640 1645 

Ala Tyr Thr Gly Asp Gly Lys Val Cys Thr Leu lie Asn Val Cys Leu 
1650 1655 1660 

Thr Lys Asn Gly Gly Cys Ser Glu Phe Ala He cys Asn His Thr Gly 
1665 1670 1675 1680 

Gin Val Glu Arg Thr Cys Thr cys Lys Pro Asn Tyr lie Gly Asp Gly 
1685 1690 1695 
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Phe Thr Cys Arg Gly Ser lie Tyr Gin Glu Leu Pro Lys Asn Pro Lys 
1700 1705 1710 

Thr Ser Gin Tyr Phe Phe Gin Leu Gin Glu His Phe val Lys Asp Leu 
1715 1720 1725 

val Gly Pro Gly Pro Phe Thr val Phe Ala Pro Leu ser Ala Ala Phe 
1730 1735 1740 

Asp Glu Glu Ala Arg val Lys Asp Trp Asp Lys Tyr Gly Leu Met Pro 
1745 1750 1755 1760 

Gin Val Leu Arg Tyr His val val Ala Cys His Gin Leu Leu Leu Glu 
1765 1770 1775 

Asn Leu Lys Leu lie Ser Asn Ala Thr Ser Leu Gin Gly Glu Pro lie 
1780 1785 1790 

val lie Ser val Ser Gin Ser Thr Val Tyr lie Asn Asn Lys Ala Lys 
1795 1800 1805 

lie lie Ser Ser Asp lie He Ser Thr Asn Gly lie val His lie lie 
1810 1815 1820 

Asp Lys Leu Leu Ser Pro Lys Asn Leu Leu lie Thr Pro Lys Asp Asn 
1825 1830 1835 1840 

Ser Gly Arg lie Leu Gin Asn Leu Thr Thr Leu Ala Thr Asn Asn Gly 
1845 1850 1855 

Tyr lie Lys Phe Ser Asn Leu lie Gin Asp Ser Gly Leu Leu Ser Val 
1860 1865 1870 

lie Thr Asp Pro lie His Thr Pro Val Thr Leu Phe Trp Pro Thr Asp 
1875 1880 1885 

Gin Ala Leu His Ala Leu His Ala Leu Pro Ala Glu Gin Gin Asp Phe 
1890 1895 1900 

Leu Phe Asn Gin Asp Asn Lys Asp Lys Leu Lys Glu Tyr Leu Lys Phe 
1905 1910 1915 1920 

His val lie Arg Asp Ala Lys val Leu Ala Val Asp Leu Pro Thr Ser 
1925 1930 1935 

Thr Ala Trp Lys Thr Leu Gin Gly Ser Glu Leu Ser val Lys Cys Gly 
1940 1945 1950 

Ala Gly Arg Asp lie Gly Asp Leu Phe Leu Asn Gly Gin Thr Tyr Arg 
1955 1960 1965 

lie val Gin Arg Glu Leu Leu Phe Asp Leu Gly val Ala Tyr Gly lie 
1970 1975 1980 

Asp Cys Leu Leu lie Asp Pro Thr Leu Gly Gly Arg Cys Asp Thr Phe 
1985 1990 1995 2000 

Thr Thr Phe Asp Ala ser Gly Glu Cys Gly Ser cys val Asn Thr Pro 
2005 2010 2015 

Ser Cys Pro Arg Trp Ser Lys Pro Lys Gly val Lys Gin Lys Cys Leu 
2020 2025 2030 
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Tyr Asn Leu Pro Phe Lys Arg Asn Leu Glu Gly Cys Arg Glu Arg cys 
2035 2040 2045 

Ser Leu val lie Gin lie Pro Arg cys cys Lys Gly Tyr phe Gly Arg 
2050 2055 2060 

Asp Cys Gin Ala Cys Pro Gly Gly Pro Asp Ala Pro Cys Asn Asn Arg 
2065 2070 2075 2080 

Gly val Cys Leu Asp Gin Tyr Ser Ala Thr Gly Glu Cys Lys Cys Asn 
2085 2090 2095 

Thr Gly Phe Asn Gly Thr Ala Cys Glu Met Cys Trp Pro Gly Arg Phe 
2100 2105 2110 

Gly Pro Asp Cys Leu Pro Cys Gly Cys Ser Asp His Gly Gin Cys Asp 
2115 2120 2125 

Asp Gly lie Thr Gly Ser Gly Gin Cys Leu Cys Glu Thr Gly Trp Thr 
2130 2135 2140 

Gly Pro Ser Cys Asp Thr Gin Ala Val Leu Pro Ala val Cys Thr Pro 
2145 2150 2155 2160 

Pro Cys Ser Ala His Ala Thr Cys Lys Glu Asn Asn Thr Cys Glu Cys 
2165 2170 2175 

Asn Leu Asp Tyr Glu Gly Asp Gly lie Thr Cys Thr val val Asp Phe 
2180 2185 2190 

Cys Lys Gin Asp Asn Gly Gly Cys Ala Lys val Ala Arg Cys Ser Gin 
2195 2200 2205 

Lys Gly Thr Lys Val Ser cys Ser Cys Gin Lys Gly Tyr Lys Gly Asp 
2210 2215 2220 

Gly His Ser Cys Thr Glu lie Asp Pro Cys Ala Asp Gly Leu Asn Gly 
2225 2230 2235 2240 

Gly Cys His Glu His Ala Thr Cys Lys Met Thr Gly Pro Gly Lys His 
2245 2250 2255 

Lys Cys Glu Cys Lys Ser His Tyr val Gly Asp Gly Leu Asn Cys Glu 
2260 2265 2270 

Pro Glu Gin Leu Pro lie Asp Arg Cys Leu Gin Asp Asn Gly Gin cys 
2275 2280 2285 

His Ala Asp Ala Lys Cys val Asp Leu His Phe Gin Asp Thr Thr val 
2290 2295 2300 

Gly val Phe His Leu Arg Ser Pro Leu Gly Gin Tyr Lys Leu Thr Phe 
2305 2310 2315 2320 

Asp Lys Ala Arg Glu Ala cys Ala Asn Glu Ala Ala Thr Met Ala Thr 
2325 2330 2335 

Tyr Asn Gin Leu Ser Tyr Ala Gin Lys Ala Lys Tyr His Leu Cys Ser 
2340 * 2345 2350 

Ala Gly Trp Leu Glu Thr Gly Arg Val Ala Tyr Pro Thr Ala Phe Ala 
2355 2360 2365 
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ser Gin Asn cys Gly ser Gly val val Gly lie val Asp Tyr Gly Pro 

2370 2375 2380 

Arg Pro Asn Lys Ser Glu Met Trp Asp val Phe Cys Tyr Arg Met Lys 

2385 2390 2395 2400 

Gly Ser Ala Gly Leu Phe Gin Gin Leu Ser ser Arg Pro cys lie Ser 

2405 2410 2415 

Arg Thr Pro Asp 
2420 



<210> 5 

<211> 11158 

<212> DNA 

<213> Homo sapiens 

<400> 5 

caattggtct agggtctccc ccattggaat atccatcagt gatgagaaat acaacgtttg 60 
ttgagttttc tctagcatga gaagaatttg cgcggcttgc tggggtctgg cgctcgtttc 120 
gggctgggcg acctttcagc agatgtcccc gtcgcgcaat ttcagcttcc gcctcttccc 180 
cgagaccgcg cccggggccc ccgggagtat ccccgcgccg cccgctcctg gcgacgaagc 240 
ggcggggagc agagtggagc ggctgggcca ggcgttccgc gtgcggctgc tgcgggagct 300 
cagcgagcgc ctggagcttg tcttcctggt ggatgattcg tccagcgtgg gcgaagtcaa 360 
cttccgcagc gagctcatgt tcgtccgcaa gctgctgtcc gacttccccg tggtgcccac 420 
ggccacgcgc gtggccatcg tgaccttctc gtccaagaac tacgtggtgc cgcgcgtcga 480 
ttacatctcc acccgccgcg cgcgccagca caagtgcgcg ctgctcctcc aagagatccc 540 
tgccatctcc taccgaggtg gcggcaccta caccaagggc gccttccagc aagccgcgca 600 
aattcttctt catgctagag aaaactcaac aaaagttgta tttctcatca ctgatggata 660 
ttccaatggg ggagacccta gaccaattgc agcgtcactg cgagattcag gagtggagat 720 
cttcactttt ggcatatggc aagggaacat tcgagagctg aatgacatgg cttccacccc 780 
aaaggaggag cactgttacc tgctacacag ttttgaagaa tttgaggctt tagtcgccct 840 
ctgtcatatg ttatttgtag atctaccttc tgggagtttt attcaagatg atatggtcca 900 
ctgctcatat ctttgtgatg aaggcaagga ctgctgtgac cgaatgggaa gctgcaaatg 960 
tgggaaacac acaggccatt ttgagtgcat ctgtgaaaag gggtataacg ggaaaggtct 1020 
gcagtatgac tgcacagttt gcccatcggg gacatacaaa cctgaaggct caccaggagg 1080 
aatcagcagt tgcattccat gtcctgatga aaatcacacc tctccacctg gaagcacatc 1140 
ccctgaagac tgtgtctgca gagagggata cagggcatct ggccagacct gtgaagttgt 1200 
ccactgccct gccctgaagc ctcccgaaaa tggttacttt atccaaaaca cttgcaacaa 1260 
ccacttcaat gcagcctgtg gggtccgatg tcaccctgga tttgatcttg tgggaagcag 1320 
catcatctta tgtctaccca atggtttgtg gtccggttca gagagctact gcagagtaag 1380 
aacatgtcct catctccgcc agccgaaaca tggccacatc agctgttcta caagggaaat 1440 
gttatataag acaacatgtt tggttgcctg tgatgaaggg tacaggctag aaggcagtga 1500 
taagcttact tgtcaaggaa acagccagtg ggatgggcca gaaccccggt gtgtggagcg 1560 
ccactgttcc acctttcaga tgcccaaaga tgtcatcata tccccccaca actgtggcaa 1620 
gcagccagcc aaatttggga cgatctgcta tgtaagttgc cgccaagggt tcattttatc 1680 
tggagtcaaa gaaatgctga gatgtaccac ttctggaaaa tggaatgtcg gagttcaggc 1740 
agctgtgtgt aaagacgtgg aggctcctca aatcaactgt cctaaggaca tagaggctaa 1800 
gactctggaa cagcaagatt ctgccaatgt tacctggcag attccaacag ctaaagacaa 1860 
ctctggtgaa aaggtgtcag tccacgttca tccagctttc accccacctt accttttccc 1920 
aattggagat gttgctatcg tatacacggc aactgaccta tccggcaacc aggccagctg 1980 
cattttccat atcaaggtta ttgatgcaga accacctgtc atagactggt gcagatctcc 2040 
acctcccgtc caggtctcgg agaaggtaca tgccgcaagc tgggatgagc ctcagttctc 2100 
agacaactca ggtgctgaat tggtcattac cagaagtcat acacaaggag accttttccc 2160 
tcaaggggag actatagtac agtatacagc cactgacccc tcaggcaata acaggacatg 2220 
tgatatccat attgtcataa aaggttctcc ctgtgaaatt ccattcacac ctgtaaatgg 2280 
ggattttata tgcactccag ataatactgg agtcaactgt acattaactt gcttggaggg 2340 
ctatgatttc acagaagggt ctactgacaa gtattattgt gcttatgaag atggcgtctg 2400 
gaaaccaaca tataccactg aatggccaga ctgtgccagt aagcgttttg caaaccacgg 2460 
gttcaagtcc tttgagatgt tctacaaagc agctcgttgt gatgacacag atctgatgaa 2520 
gaagttttct gaagcatttg agacgaccct gggaaaaatg gtcccatcat tttgtagtga 2580 
tgcagaggac attgactgca gactggagga gaacctgacc aaaaaatatt gcctagaata 2640 
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taattatgac tatgaaaatg gctttgcaat 
gctggattac tcttacgatg acttcctgga 
caatgccaag tcctcacgga ttaaaagaag 
aatttttaac atcacagcta gtgtgccatt 
ggaaaatcag caacgactcc ttcagacatt 
tctcaacaaa gaccccatgt attcctttca 
caattcatta gaaacaaaaa aggcttcccc 
gcgtatgtgt gtcaattgcc ctttgggaac 
aagctgccgg atcggatcct atcaagatga 
ctctgggatg tacacggaat atatccattc 
taaacaaggc acctactcat acagtggact 
ttatcagcca aaatttggtt cccggagctg 
gaaaagagga gccgtgaaca tttctgcatg 
gcgttctggg ttaatgccct gtcacccatg 
gaaggccttc tgcctggcct gtccctttta 
catcacagaa tgttcaagtt ttagttcaac 
ccctgcctct cttggacata ttaaaaagag 
atgcttcttt aacccttgcc acaatagtgg 
ttgtctctgt ccacttggat atacaggttt 
cccactgcct tgcctcaaca atggagtttg 
gtgcccatca ggttacacag gtaagcactg 
tccatgtaga aatcaggcca cctgtgtgga 
gccaggattt tcaggcaaaa ggtgtgaaac 
ccttaataat gcagtctgtg aagaccaggt 
atttttgggt acccgatgtg gaaagaacgt 
tggagctacc tgtaaagacg gtgccaatag 
aggatcacac tgtgaattga acatcaatga 
cacctgtgtg gatgaattaa attcatacag 
aaggtgtgaa acagaacagt ctacaggctt 
tggatatgtc atgctagatg gcatgctccc 
gatgaaatcc tctgacgaca tgaactatgg 
cagcgacaat accttgctcc tgactgatta 
ggaaaagata acaaactgtc cctcggtgaa 
ttggacaagt actggtggag cctggagggt 
tactggcctc tccattggca aagccatacc 
gcaagacaaa aaaggagagg ggttcaaccc 
gctcaacctc tgggactatg tcctgtctcc 
cccagaggaa ctcagtaaag gaaacgtgtt 
ggggaaagtg aagatcgatt ctaagagcat 
gtcagtgcct catctgagaa ctgcatctga 
gttctgtgaa ccaggcttcc agctggtcgg 
acagtggaca caaccactcc cccactgtga 
ggagaatggc ttccattcag ccgatgactt 
caacaatggc tactatctat tgggtgactc 
gaacggcgtt tcaccatcct gcttagatgt 
tgagcatgct tcttgcctga acgtagatgg 
cacaggagat gggaaaaact gtgcagaacc 
aaatggccac tcctcaggtg agatttatac 
ggaaggatac cagttgatgg gagtaaccaa 
tcatctaata ccatattgta aagctgtttc 
ttgcattgag gagttagcat ttacttttgg 
atatactctg gccggtgata aagaatcatc 
ccctcctgtg tgtgaaccag tgaagtgttc 
tattttgagt gggcttacct acctttctac 
cttacagggc ccttccatta ttgaatgcac 
tgcctgtcac ctcgtcttct gtggagaacc 
gaataacttc actttcagga acaccgtcac 
tggtcttgac accattgaat gcctggccga 
cctggctgtc tcctgtgatg agccacccat 
tcggctcttt ggagacattg cattctacta 
ttcccagctt ctctgcaatg cccagggcaa 
ccgttgtata gctcatttct gtgaaaaacc 
tgtgagcaaa gcaaaatttg cagctggctc 
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tggtccaggt ggctggggtg cagctaatag 2700 
cactgtgcaa gaaacagcca caagcatcgg 2760 
tgccccatta tctgactata aaattaagtt 2820 
acccgatgaa agaaatgata cccttgaatg 2880 
ggaaactatc acaaataaac tgaaaaggac 2940 
gcttgcatca gaaatactta tagccgacag 3000 
cttctgcaga ccaggctcag tgctgagagg 3060 
ctattataat ctggaacatt tcacctgtga 3120 
agaagggcaa cttgagtgca agctttgccc 3180 
aagaaacatc tctgattgta aagctcagtg 3240 
tgagacttgt gaatcgtgtc cactgggcac 3300 
cctctcgtgt ccagaaaaca cctcaactgt 3360 
tggagttcct tgtccagaag gaaaattctc 3420 
tcctcgtgac tattaccaac ctaatgcagg 3480 
tggaactacc ccattcgctg gttccagatc 3540 
tttctcagcg gcagaggaaa gtgtggtgcc 3600 
gcatgaaatc agcagtcagg caagtcatga 3660 
aacctgccag caacttgggc gtggttatgt 3720 
aaagtgtgaa acagacatcg atgagtgcag 3780 
taaagaccta gttggggaat tcatttgtga 3840 
tgaattgaac atcaatgaat gtcagtctaa 3900 
tgaattaaat tcatacagtt gtaaatgtca 3960 
aggtatgtat caactcagtg ttattaataa 4020 
tgggggattc ttgtgcaaat gcccacctgg 4080 
cgatgagtgt ctcagtcagc catgcaaaaa 4140 
cttcaggtgc ctgtgtgcag ctggcttcac 4200 
atgtcagtct aatccatgta gaaatcaggc 4260 
ttgtaaatgt cagccaggat tttcaggcaa 4320 
taacctggat tttgaagttt ctggcatcta 4380 
atctctccat gctctaacct gtaccttctg 4440 
aacaccaatc tcctatgcag ttgataacgg 4500 
taacgggtgg gttctttatg tgaatggcag 4560 
tgatggcaga tggcatcata ttgcaatcac 4620 
ctatataaat ggggaattat ctgacggtgg 4680 
tggtggcggt gcattagttc ttgggcaaga 4740 
ggctgagtct tttgtgggct ccataagcca 4800 
acagcaggtg aagtcactgg ctacctcctg 4860 
agcatggcct gatttcttgt caggaattgt 4920 
attttgttct gattgcccac gcttgggagg 4980 
agatttaaaa ccaggttcca aagtcaatct 5040 
gaaccctgtg cagtactgtc tgaatcaagg 5100 
acgcattcgc tgtggggtgc cacctccttt 5160 
ctatgctggc agcacagtaa cctaccagtg 5220 
aaggatgttc tgtacagata atgggagctg 5280 
cgatgagtgt gcagttggat cagattgtag 5340 
atcctacata tgttcatgtg tcccaccgta 5400 
tataaaatgt aaggctccag gaaatccgga 5460 
agtaggtgcc gaagtcacat tttcgtgtca 5520 
aatcacatgt ttggagtctg gagaatggaa 5580 
atgtggtaaa ccggctattc cagaaaatgg 5640 
cagcaaagtg acatataggt gtaataaagg 5700 
ctgtcttgct aacagttctt ggagtcattc 5760 
tagtccggaa aatataaata atggaaaata 5820 
tgcatcatat tcatgcgata caggatacag 5880 
ggcttctggc atctgggaca gagcgccacc 5940 
acctgccatc aaagatgctg tcattacggg 6000 
ttacacttgc aaagaaggct atactcttgc 6060 
cggcaagtgg agtagaagtg accagcagtg 6120 
tgtggaccac gcctctccag agactgccca 6180 
ctgctctgat ggttacagcc tagcagacaa 6240 
gtgggtaccc ccagaaggtc aagacatgcc 6300 
tccatcggtt tcctatagca tcttggaatc 6360 
agttgtgagc tttaaatgca tggaaggctt 6420 
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tgtactgaac acctcagcaa agattgaatg 
catgtccatc cagtgcatcc ctgtgcggtg 
tgcaagtgga tcaaactaca gttttggagc 
ctacatcaaa ggggaaaaga agagcacctg 
accgacgtgc cacccggtat cttgtggtga 
gcatacaact ggcaggatct ttgagagtga 
gtcagtcgga agtcctgtat ttgtctgcca 
tctgatgtgt gttcctctcg actgtggaaa 
aggagaaaac tttgaagtag ggtccaaggt 
tgttggtgac agttcttgga catgtcagaa 
aaagtgcatg cctgccaagt gcccagagcc 
ggagttgacc accgaggtag gagttgtgac 
aggcccctct gtcctgaaat gcttgccatc 
taagattgtt ctttgtaccc cacctcccct 
tgctcttcat tttggaagta ctgtcaagta 
aaattctacc accctctgcc aacctgatgg 
tccagtagaa tgtccccaac ctgaggaaat 
tgcctatctc agcacagctc tctatacctg 
taccaccctt tgtggagaaa atggtcactg 
tgagtgcctg aaacccaagg agattttgaa 
tggacagacc gttacctact cttgcaaccg 
gacctgttta gagacaggtg attgggatgt 
tgattcccca caacccattg aaaatggttt 
cataatcatc tacagttgct tccctgggtt 
tgaagagtca ggatggtcaa gttccatccc 
tcctcatata gattttggag actgtactaa 
agaagacgac atgatggaag ttccatatgt 
agtggctaaa acctgggaaa atacaaagga 
gtatggtacc atggtttcat acacctgtaa 
gctgatctgc caggaagatg gaacttggaa 
atgtgacttg cctactgctc ctgaaaatgg 
aagtgctgtg cagtatagct gtaaacctgg 
ttgtctagag aatagaaagt ggagtggtgc 
aaagccaaat ccagtcatga atggatccat 
gttgtactat gagtgtgacc ccggatatgt 
ggatgacaaa aactgggatg aggatgagcc 
cccagtctca gccaatggcc aggtgagagg 
atacacttgc aatgaagggt tcttgcttga 
tggaagttgg agtggagcca ctcccgactg 
actggccaat ggggtgacgg aaggcctgga 
ctgtcacgag ggctacatct tgcacggtgc 
ctgggatgca gagattcctc tctgtaaacc 
ccatggtttc cctaatggtt tttcctttat 
tcctggttat aagctccatg gaaattcatc 
tggcagctca ccttcctgcc tgccttgcag 
tgtcaatggg acagattttg actgtggaaa 
caagctccta ggactttctg aaatcacctg 
cccccactgt gaacacactt cttgtggttc 
tgagaccagc tcttggaagg aaaatgtgat 
acaaggcagt tcagatctga tttgtacaga 
ctgtgagccc ttgtcctgtg ggtccccacc 
ggcacacacc tatgaaagtg aagtgaaact 
agatacagat acattcacct gtcagaaaga 
cagtcctaaa aaatgtcctc tcccggaaaa 
tttcagtgtg aataggcaag tttctgtgtc 
taacatatca gtatgtcagc ttgatggaac 
cagtccagtt tcttgtggga aacctgaaag 
atacaccttt gaaagcacaa ttatttatca 
cagggaacgt gtctgccagg agaacagaca 
gaccaggtgt gaaactccac ttgaatttct 
gactggaccc aacgtggtat attcctgcaa 
ggcacactgc acagaaaatg gaacctggag 
atgccctgtt ccttttgtga ttcccgagaa 
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tatgagaggt gggcagtgga acccttcccc 6480 
tggagagcca ccaagcatca tgaatggcta 6540 
catggtggct tacagctgca acaaggggtt 6600 
cgaagccaca gggcagtgga gtagtcctat 6660 
accacctaag gttgagaatg gctttctgga 6720 
agtgaggtat cagtgtaacc cgggctataa 6780 
agccaatcgc cactggcaca gtgaatcccc 6840 
acctcccccg atccagaatg gcttcatgaa 6900 
tcagtttttc tgtaatgagg gttatgagct 6960 
atctggcaaa tggaataaga agtcaaatcc 7020 
gcccctcttg gaaaaccagc tagtattaaa 7080 
attttcctgt aaagaagggc atgtcctgca 7140 
ccagcaatgg aatgactctt tccctgtttg 7200 
aatttccttt ggtgtcccca ttccttcttc 7260 
ttcttgtgta ggtgggtttt tcctaagagg 7320 
cacctggagc tctccactgc cagaatgtgt 7380 
ccccaatgga atcattgatg tgcaaggcct 7440 
caagccaggc tttgaattgg tgggaaatac 7500 
gcttggagga aaaccaacat gtaaagccat 7560 
tggcaaattc tcttacacgg acctacacta 7620 
aggctttcgg ctcgaaggtc ccagtgcctt 7680 
agatgcccca tcttgcaatg ccatccactg 7740 
tgtagaaggt gcagattaca gctatggtgc 7800 
tcaggtggct ggtcatgcca tgcagacctg 7860 
aacatgtatg ccaatagact gtggcctccc 7920 
actcaaagat gaccagggat attttgagca 7980 
gactcctcac cctccttatc atttgggagc 8040 
gtctcctgct acacattcat caaactttct 8100 
tccaggatat gaacttctgg ggaaccctgt 8160 
tggcagtgca ccatcctgca tttcaattga 8220 
ctttttgcgt tttacagaga ctagcatggg 8280 
acacattcta gcaggctctg acttaaggct 8340 
ctccccacgc tgtgaagcca tttcatgcaa 8400 
caaaggaagc aactacacat acctgagcac 8460 
gctgaatggc actgagagga gaacatgcca 8520 
catttgcatt cctgtggact gcagttcacc 8580 
agacgagtac acattccaaa aagagattga 8640 
gggagccagg agccgggttt gtcttgccaa 8700 
tgtgcctgtc agatgtgcca ccccgccaca 8760 
ctatggcttc atgaaggaag taacattcca 8820 
tccaaaactc acctgtcagt cagatggcaa 8880 
agtcaactgt ggacctcctg aagatcttgc 8940 
tcatgggggc catatacagt atcagtgctt 9000 
aagaaggtgc ctctccaatg gctcctggag 9060 
atgttccaca ccagtaattg aatatggaac 9120 
ggcagcccgg attcagtgct tcaaaggctt 9180 
tgaagccgat ggccagtgga gctctgggtt 9240 
tcttccaatg ataccaaatg cgttcatcag 9300 
aacttacagc tgcaggtctg gatatgtcat 9360 
gaaaggggta tggagccagc cttatccagt 9420 
gtctgtcgcc aatgcagtgg caactggaga 9480 
cagatgtctg gaaggttata cgatggatac 9540 
tggtcgctgg ttccctgaga gaatctcctg 9600 
cataacacat atacttgtac atggggacga 9660 
atgtgcagaa gggtatacct ttgagggagt 9720 
ctgggagcca ccattctccg atgaatcttg 9780 
tccagaacat ggatttgtgg ttggcagtaa 9840 
gtgtgagcct ggctatgaac tagaggggaa 9900 
gtggagtgga ggggtggcaa tatgcaaaga 9960 
caatgggaaa gctgacattg aaaacaggac 10020 
cagaggctac agtcttgaag ggccatctga 10080 
ccacccagtc cctctctgca aaccaaatcc 10140 
tgctctgctg tctgaaaagg agttttatgt 10200 
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tgatcagaat gtgtccatca aatgtaggga aggttttctg ctgcagggcc acggcatcat 10260 
tacctgcaac cccgacgaga cgtggacaca gacaagcgcc aaatgtgaaa aaatctcatg 10320 
tggtccacca gctcacgtag aaaatgcaat tgctcgaggc gtacattatc aatatggaga 10380 
catgatcacc tactcatgtt acagtggata catgttggag ggtttcctga ggagtgtttg 10440 
tttagaaaat ggaacatgga catcacctcc tatttgcaga gctgtctgtc gatttccatg 10500 
tcagaatggg ggcatctgcc aacgcccaaa tgcttgttcc tgtccagagg gctggatggg 10560 
gcgcctctgt gaagaaccaa tctgcattct tccctgtctg aacggaggtc gctgtgtggc 10620 
cccttaccag tgtgactgcc cgcctggctg gacggggtct cgctgtcata cagctgtttg 10680 
ccagtctccc tgcttaaatg gtggaaaatg tgtaagacca aaccgatgtc actgtctttc 10740 
ttcttggacg ggacataact gttccaggaa aaggaggact gggttttaac cactgcacga 10800 
ccatctggct ctcccaaaag caggatcatc tctcctcggt agtgcctggg catcctggaa 10860 
cttatgcaaa gaaagtccaa catggtgctg ggtcttgttt agtaaacttg ttacttgggg 10920 
ttactttttt tattttgtga tatattttgt tattccttgt gacatacttt cttacatgtt 10980 
tccattttta aatatgcctg tattttctat ataaaaatta tattaaatag atgctgctct 11040 
accctcacaa aatgtacata ttctgctgtc tattgggaaa gttcctggta cacattttta 11100 
ttcagttact taaaatgatt tttccattaa agtatatttt gctactaaat aaaaaaaa 11158 



<210> 6 

<211> 3570 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Arg Arg lie Cys Ala Ala Cys Trp Gly Leu Ala Leu val Ser Gly 
15 10 15 

Trp Ala Thr Phe Gin Gin Met Ser Pro Ser Arg Asn Phe Ser Phe Arg 
20 25 30 

Leu Phe Pro Glu Thr Ala Pro Gly Ala Pro Gly Ser lie Pro Ala Pro 
35 40 45 

Pro Ala Pro Gly Asp Glu Ala Ala Gly Ser Arg val Glu Arg Leu Gly 
50 55 60 " 

Gin Ala Phe Arg val Arg Leu Leu Arg Glu Leu Ser Glu Arg Leu Glu 

65 70 75 80 

Leu val Phe Leu Val Asp Asp Ser Ser Ser Val Gly Glu Val Asn Phe 
85 90 95 

Arg Ser Glu Leu Met Phe Val Arg Lys Leu Leu Ser Asp Phe Pro val 
100 105 110 

Val Pro Thr Ala Thr Arg Val Ala lie val Thr Phe ser ser Lys Asn 
115 120 12 5 

Tyr Val val Pro Arg val Asp Tyr lie Ser Thr Arg Arg Ala Arg Gin 
130 135 140 

His Lys Cys Ala Leu Leu Leu Gin Glu lie Pro Ala lie Ser Tyr Arg 
145 150 155 160 

Gly Gly Gly Thr Tyr Thr Lys Gly Ala Phe Gin Gin Ala Ala Gin He 
165 170 175 

Leu Leu His Ala Arg Glu Asn Ser Thr Lys val val Phe Leu lie Thr 
180 185 190 

Asp Gly Tyr Ser Asn Gly Gly Asp Pro Arg Pro lie Ala Ala Ser Leu 
195 200 205 
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Arg Asp Ser Gly Val Glu lie Phe Thr Phe Gly He Trp Gin Gly Asn 
210 215 220 

lie Arg Glu Leu Asn Asp Met Ala Ser Thr Pro Lys Glu Glu His Cys 
225 230 235 240 

Tyr Leu Leu His ser Phe Glu Glu Phe Glu Ala Leu val Ala Leu Cys 
245 250 255 

His Met Leu Phe val Asp Leu Pro Ser Gly Ser Phe lie Gin Asp Asp 
260 265 270 

Met Val His Cys Ser Tyr Leu Cys Asp Glu Gly Lys Asp Cys Cys Asp 
275 280 285 

Arg Met Gly Ser Cys Lys Cys Gly Lys His Thr Gly His Phe Glu Cys 
290 295 300 

lie Cys Glu Lys Gly Tyr Asn Gly Lys Gly Leu Gin Tyr Asp Cys Thr 
305 310 315 320 

val Cys Pro Ser Gly Thr Tyr Lys Pro Glu Gly Ser Pro Gly Gly lie 
325 330 335 

Ser Ser cys lie Pro Cys Pro Asp Glu Asn His Thr ser Pro Pro Gly 
340 345 350 

Ser Thr ser Pro Glu Asp Cys val Cys Arg Glu Gly Tyr Arq Ala Ser 
355 360 365 

Gly Gin Thr Cys Glu Val val His Cys Pro Ala Leu Lys Pro Pro Glu 
370 375 380 

Asn Gly Tyr Phe lie Gin Asn Thr Cys Asn Asn His Phe Asn Ala Ala 
385 390 395 400 

Cys Gly val Arg Cys His Pro Gly Phe Asp Leu val Gly ser Ser He 
405 410 415 

lie Leu Cys Leu Pro Asn Gly Leu Trp Ser Gly Ser Glu ser Tyr Cys 
420 425 430 

Arg Val Arg Thr cys Pro His Leu Arg Gin Pro Lys His Gly His lie 
435 440 445 

Ser Cys Ser Thr Arg Glu Met Leu Tyr Lys Thr Thr Cys Leu val Ala 
450 455 460 

Cys Asp Glu Gly Tyr Arg Leu Glu Gly Ser Asp Lys Leu Thr Cys Gin 
465 470 475 480 

Gly Asn ser Gin Trp Asp Gly Pro Glu Pro Arg Cys val Glu Arg His 
485 490 495 

Cys Ser Thr Phe Gin Met Pro Lys Asp Val lie lie Ser Pro His Asn 
500 505 510 

Cys Gly Lys Gin Pro Ala Lys Phe Gly Thr lie Cys Tyr val Ser Cys 
515 520 525 

Arg Gin Gly Phe lie Leu Ser Gly Val Lys Glu Met Leu Arg cys Thr 
530 535 540 
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Thr Ser Gly Lys Trp Asn val Gly val Gin Ala Ala Val Cys Lys Asp 
545 550 555 560 

val Glu Ala Pro Gin lie Asn cys Pro Lys Asp lie Glu Ala Lys Thr 
565 570 575 

Leu Glu Gin Gin Asp Ser Ala Asn Val Thr Trp Gin lie Pro Thr Ala 
580 585 590 

Lys Asp Asn ser Gly Glu Lys Val Ser Val His val His Pro Ala Phe 
595 600 605 

Thr Pro Pro Tyr Leu Phe Pro lie Gly Asp Val Ala lie Val Tyr Thr 
610 615 620 

Ala Thr Asp Leu Ser Gly Asn Gin Ala Ser Cys lie Phe His lie Lys 
625 630 635 640 

Val lie Asp Ala Glu Pro Pro val lie Asp Trp cys Arg Ser Pro Pro 
645 650 655 

Pro Val Gin val Ser Glu Lys val His Ala Ala ser Trp Asp Glu Pro 
660 665 670 

Gin Phe Ser Asp Asn Ser Gly Ala Glu Leu val lie Thr Arg Ser His 
675 680 685 

Thr Gin Gly Asp Leu Phe Pro Gin Gly Glu Thr lie val Gin Tyr Thr 
690 695 700 

Ala Thr Asp Pro Ser Gly Asn Asn Arg Thr Cys Asp lie His lie val 
705 710 715 720 

He Lys Gly Ser Pro Cys Glu lie Pro Phe Thr Pro val Asn Gly Asp 
725 730 735 

Phe lie Cys Thr Pro Asp Asn Thr Gly Val Asn cys Thr Leu Thr Cys 
740 745 750 

Leu Glu Gly Tyr Asp Phe Thr Glu Gly Ser Thr Asp Lys Tyr Tyr Cys 
755 760 765 

Ala Tyr Glu Asp Gly val Trp Lys pro Thr Tyr Thr Thr Glu Trp Pro 
770 775 780 

Asp Cys Ala Ser Lys Arg Phe Ala Asn His Gly Phe Lys Ser Phe Glu 
785 790 795 800 

Met Phe Tyr Lys Ala Ala Arg Cys Asp Asp Thr Asp Leu Met Lys Lys 
805 810 815 

Phe Ser Glu Ala Phe Glu Thr Thr Leu Gly Lys Met val Pro Ser Phe 
820 825 830 

Cys Ser Asp Ala Glu Asp lie Asp Cys Arg Leu Glu Glu Asn Leu Thr 
835 840 845 

Lys Lys Tyr Cys Leu Glu Tyr Asn Tyr Asp Tyr Glu Asn Gly Phe Ala 
850 855 860 

lie Gly Pro Gly Gly Trp Gly Ala Ala Asn Arg Leu Asp Tyr Ser Tyr 
865 870 875 880 
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Asp Asp Phe Leu Asp Thr Val Gin Glu Thr Ala Thr Ser He Gly Asn 
885 890 895 

Ala Lys Ser Ser Arg lie Lys Arg Ser Ala Pro Leu ser Asp Tyr Lys 
900 905 910 

He Lys Leu lie Phe Asn lie Thr Ala ser Val Pro Leu Pro Asp Glu 
915 920 925 

Arg Asn Asp Thr Leu Glu Trp Glu Asn Gin Gin Arg Leu Leu Gin Thr 
930 935 940 

Leu Glu Thr lie Thr Asn Lys Leu Lys Arg Thr Leu Asn Lys Asp Pro 
945 950 955 960 

Met Tyr Ser Phe Gin Leu Ala Ser Glu He Leu lie Ala Asp Ser Asn 
965 970 975 

Ser Leu Glu Thr Lys Lys Ala Ser Pro Phe Cys Arg Pro Gly Ser val 
980 985 990 

Leu Arg Gly Arg Met Cys val Asn cys Pro Leu Gly Thr Tyr Tyr Asn 
995 1000 1005 

Leu Glu His Phe Thr Cys Glu Ser Cys Arg He Gly Ser Tyr Gin Asp 
1010 1015 1020 

Glu Glu Gly Gin Leu Glu Cys Lys Leu Cys Pro Ser Gly Met Tyr Thr 
1025 1030 1035 1040 

Glu Tyr He His ser Arg Asn He Ser Asp cys Lys Ala Gin Cys Lys 
1045 1050 1055 

Gin Gly Thr Tyr Ser Tyr ser Gly Leu Glu Thr cys Glu Ser Cys Pro 
1060 1065 1070 

Leu Gly Thr Tyr Gin Pro Lys Phe Gly Ser Arg ser cys Leu Ser cys 
1075 1080 1085 

Pro Glu Asn Thr Ser Thr val Lys Arg Gly Ala val Asn He Ser Ala 
1090 1095 1100 

Cys Gly Val Pro Cys Pro Glu Gly Lys Phe Ser Arg ser Gly Leu Met 
1105 1110 1115 1120 

Pro Cys His Pro cys Pro Arg Asp Tyr Tyr Gin Pro Asn Ala Gly Lys 
1125 1130 1135 

Ala Phe Cys Leu Ala Cys Pro Phe Tyr Gly Thr Thr Pro Phe Ala Gly 
1140 1145 1150 

ser Arg ser He Thr Glu Cys Ser ser Phe Ser Ser Thr Phe Ser Ala 
1155 1160 1165 

Ala Glu Glu Ser val val Pro Pro Ala Ser Leu Gly His lie Lys Lys 
1170 1175 1180 

Arg His Glu He Ser ser Gin Ala Ser His Glu Cys Phe Phe Asn Pro 
1185 1190 1195 1200 

Cys His Asn Ser Gly Thr Cys Gin Gin Leu Gly Arg Gly Tyr Val Cys 
1205 1210 1215 
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Leu Cys Pro Leu Gly Tyr Thr Gly Leu Lys Cys Glu Thr Asp He Asp 
1220 1225 1230 

Glu Cys Ser Pro Leu Pro Cys Leu Asn Asn Gly Val cys Lys Asp Leu 
1235 1240 1245 

val Gly Glu Phe lie Cys Glu Cys Pro Ser Gly Tyr Thr Gly Lys His 
1250 1255 1260 

Cys Glu Leu Asn lie Asn Glu Cys Gin Ser Asn Pro Cys Arg Asn Gin 
1265 1270 1275 1280 

Ala Thr Cys Val Asp Glu Leu Asn Ser Tyr Ser Cys Lys Cys Gin Pro 
1285 1290 1295 

Gly Phe Ser Gly Lys Arg Cys Glu Thr Gly Met Tyr Gin Leu Ser Val 
1300 1305 1310 

lie Asn Asn Leu Asn Asn Ala Val Cys Glu Asp Gin Val Gly Gly Phe 
1315 1320 1325 

Leu Cys Lys Cys Pro Pro Gly Phe Leu Gly Thr Arg Cys Gly Lys Asn 
1330 1335 1340 

val Asp Glu Cys Leu Ser Gin Pro Cys Lys Asn Gly Ala Thr Cys Lys 
1345 1350 1355 1360 

Asp Gly Ala Asn Ser Phe Arg Cys Leu Cys Ala Ala Gly Phe Thr Gly 
1365 1370 1375 

Ser His Cys Glu Leu Asn lie Asn Glu Cys Gin Ser Asn Pro Cys Arq 
1380 1385 1390 

Asn Gin Ala Thr Cys Val Asp Glu Leu Asn ser Tyr Ser cys Lys Cys 
1395 1400 1405 

Gin Pro Gly Phe Ser Gly Lys Arg Cys Glu Thr Glu Gin ser Thr Gly 
1410 1415 1420 

Phe Asn Leu Asp Phe Glu val Ser Gly He Tyr Gly Tyr val Met Leu 
1425 1430 1435 1440 

Asp Gly Met Leu Pro Ser Leu His Ala Leu Thr cys Thr Phe Trp Met 
1445 1450 1455 

Lys Ser Ser Asp Asp Met Asn Tyr Gly Thr Pro lie Ser Tyr Ala val 
1460 1465 1470 

Asp Asn Gly ser Asp Asn Thr Leu Leu Leu Thr Asp Tyr Asn Gly Trp 
1475 1480 1485 

val Leu Tyr val Asn Gly Arg Glu Lys lie Thr Asn Cys Pro Ser val 
1490 1495 1500 

Asn Asp Gly Arg Trp His His He Ala lie Thr Trp Thr Ser Thr Gly 
1505 1510 1515 1520 

Gly Ala Trp Arg val Tyr lie Asn Gly Glu Leu Ser Asp Gly Gly Thr 
1525 1530 1535 

Gly Leu Ser lie Gly Lys Ala lie Pro Gly Gly Gly Ala Leu val Leu 
1540 1545 1550 
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Gly Gin Glu Gin Asp Lys Lys Gly Glu Gly Phe Asn Pro Ala Glu ser 
1555 1560 1565 

Phe val Gly ser He Ser Gin Leu Asn Leu Trp Asp Tyr val Leu ser 
1570 1575 1580 

Pro Gin Gin val Lys Ser Leu Ala Thr Ser Cys Pro Glu Glu Leu Ser 
1585 1590 1595 1600 

Lys Gly Asn val Leu Ala Trp Pro Asp Phe Leu ser Gly lie val Gly 
1605 1610 1615 

Lys val Lys lie Asp Ser Lys Ser lie Phe Cys Ser Asp Cys Pro Arq 
1620 1625 1630 

Leu Gly Gly Ser Val Pro His Leu Arq Thr Ala Ser Glu Asp Leu Lys 
1635 1640 1645 

Pro Gly Ser Lys Val Asn Leu Phe Cys Glu Pro Gly Phe Gin Leu Val 
1650 1655 1660 

Gly Asn Pro Val Gin Tyr Cys Leu Asn Gin Gly Gin Trp Thr Gin Pro 
1665 1670 1675 1680 

Leu Pro His Cys Glu Arg lie Arg cys Gly val Pro Pro Pro Leu Glu 
1685 1690 1695 

Asn Gly Phe His Ser Ala Asp Asp Phe Tyr Ala Gly Ser Thr val Thr 
1700 1705 1710 

Tyr Gin Cys Asn Asn Gly Tyr Tyr Leu Leu Gly Asp Ser Arg Met Phe 
1715 1720 1725 

Cys Thr Asp Asn Gly ser Trp Asn Gly Val Ser Pro Ser Cys Leu Asp 
1730 1735 1740 

Val Asp Glu Cys Ala Val Gly Ser Asp Cys Ser Glu His Ala Ser Cys 
1745 1750 1755 1760 

Leu Asn Val Asp Gly Ser Tyr lie Cys Ser Cys Val Pro Pro Tyr Thr 
1765 1770 1775 

Gly Asp Gly Lys Asn Cys Ala Glu Pro lie Lys Cys Lys Ala Pro Gly 
1780 1785 1790 

Asn Pro Glu Asn Gly His Ser Ser Gly Glu lie Tyr Thr val Gly Ala 
1795 1800 1805 

Glu val Thr Phe ser cys Gin Glu Gly Tyr Gin Leu Met Gly val Thr 
1810 1815 1820 

Lys lie Thr Cys Leu Glu Ser Gly Glu Trp Asn His Leu lie Pro Tyr 
1825 1830 1835 1840 

Cys Lys Ala Val Ser Cys Gly Lys Pro Ala He Pro Glu Asn Gly Cys 
1845 1850 1855 

lie Glu Glu Leu Ala Phe Thr Phe Gly Ser Lys val Thr Tyr Arq cys 
1860 1865 1870 

Asn Lys Gly Tyr Thr Leu Ala Gly Asp Lys Glu Ser Ser Cys Leu Ala 
1875 1880 1885 
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Asn Ser Ser Trp ser His Ser Pro Pro val cys Glu Pro val Lys Cys 
1890 1895 1900 

Ser ser Pro Glu Asn lie Asn Asn Gly Lys Tyr lie Leu Ser Gly Leu 
1905 1910 1915 1920 

Thr Tyr Leu Ser Thr Ala Ser Tyr ser cys Asp Thr Gly Tyr Ser Leu 
1925 1930 1935 

Gin Gly Pro Ser lie lie Glu Cys Thr Ala Ser Gly lie Trp Asp Arq 
1940 1945 1950 

Ala Pro Pro Ala Cys His Leu val Phe Cys Gly Glu Pro Pro Ala lie 
1955 1960 1965 

Lys Asp Ala val lie Thr Gly Asn Asn Phe Thr Phe Arq Asn Thr val 
1970 1975 1980 

Thr Tyr Thr Cys Lys Glu Gly Tyr Thr Leu Ala Gly Leu Asp Thr lie 
1985 1990 1995 2000 

Glu Cys Leu Ala Asp Gly Lys Trp Ser Arg Ser Asp Gin Gin Cys Leu 
2005 2010 2015 

Ala val ser Cys Asp Glu Pro Pro lie Val Asp His Ala Ser Pro Glu 
2020 2025 2030 

Thr Ala His Arg Leu Phe Gly Asp lie Ala Phe Tyr Tyr Cys ser Asp 
2035 2040 2045 

Gly Tyr Ser Leu Ala Asp Asn Ser Gin Leu Leu Cys Asn Ala Gin Gly 
2050 2055 2060 

Lys Trp Val Pro Pro Glu Gly Gin Asp Met Pro Arg Cys He Ala His 
2065 2070 2075 2080 

Phe Cys Glu Lys Pro Pro Ser val Ser Tyr ser lie Leu Glu Ser Val 
2085 2090 2095 

Ser Lys Ala Lys Phe Ala Ala Gly ser val Val Ser Phe Lys cys Met 
2100 2105 2110 

Glu Gly Phe val Leu Asn Thr ser Ala Lys lie Glu Cys Met Arq Gly 
2115 2120 2125 

Gly Gin Trp Asn Pro Ser Pro Met Ser lie Gin Cys lie Pro Val Arq 
2130 2135 2140 

Cys Gly Glu Pro Pro Ser lie Met Asn Gly Tyr Ala Ser Gly Ser Asn 
2145 2150 2155 2160 

Tyr Ser Phe Gly Ala Met val Ala Tyr ser Cys Asn Lys Gly Phe Tyr 
2165 2170 2175 

lie Lys Gly Glu Lys Lys Ser Thr Cys Glu Ala Thr Gly Gin Trp Ser 
2180 2185 2190 

Ser Pro lie Pro Thr Cys His Pro Val Ser Cys Gly Glu Pro Pro Lys 
2195 2200 2205 

Val Glu Asn Gly Phe Leu Glu His Thr Thr Gly Arg lie Phe Glu Ser 
2210 2215 2220 
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Glu Val Arg Tyr Gin Cys Asn Pro Gly Tyr Lys Ser Val Gly Ser Pro 
2225 2230 2235 2240 

Val Phe val Cys Gin Ala Asn Arg His Trp His Ser Glu ser Pro Leu 
2245 2250 2255 

Met Cys val Pro Leu Asp Cys Gly Lys Pro Pro Pro lie Gin Asn Gly 
2260 2265 2270 

Phe Met Lys Gly Glu Asn Phe Glu val Gly Ser Lys val Gin Phe Phe 
2275 2280 2285 

Cys Asn Glu Gly Tyr Glu Leu val Gly Asp Ser Ser Trp Thr Cys Gin 
2290 2295 2300 

Lys Ser Gly Lys Trp Asn Lys Lys Ser Asn Pro Lys Cys Met Pro Ala 
2305 2310 2315 2320 

Lys Cys Pro Glu Pro Pro Leu Leu Glu Asn Gin Leu val Leu Lys Glu 
2325 2330 2335 

Leu Thr Thr Glu Val Gly val val Thr Phe Ser Cys Lys Glu Gly His 
2340 2345 2350 

val Leu Gin Gly Pro Ser val Leu Lys Cys Leu Pro Ser Gin Gin Trp 
2355 2360 2365 

Asn Asp Ser Phe Pro val Cys Lys lie Val Leu Cys Thr Pro Pro Pro 
2370 2375 2380 

Leu lie Ser Phe Gly Val Pro lie Pro Ser Ser Ala Leu His Phe Gly 
2385 2390 2395 2400 

Ser Thr val Lys Tyr Ser Cys Val Gly Gly Phe Phe Leu Arg Gly Asn 
2405 2410 2415 

ser Thr Thr Leu Cys Gin Pro Asp Gly Thr Trp Ser Ser Pro Leu Pro 
2420 2425 2430 

Glu Cys val Pro Val Glu Cys Pro Gin Pro Glu Glu lie Pro Asn Gly 
2435 2440 2445 

lie lie Asp val Gin Gly Leu Ala Tyr Leu Ser Thr Ala Leu Tyr Thr 
2450 2455 2460 

Cys Lys Pro Gly Phe Glu Leu Val Gly Asn Thr Thr Thr Leu Cys Gly 
2465 2470 2475 2480 

Glu Asn Gly His Trp Leu Gly Gly Lys Pro Thr Cys Lys Ala lie Glu 
2485 2490 2495 

Cys Leu Lys Pro Lys Glu lie Leu Asn Gly Lys Phe Ser Tyr Thr Asp 
2500 2505 2510 

Leu His Tyr Gly Gin Thr Val Thr Tyr Ser Cys Asn Arg Gly Phe Arg 
2515 2520 2525 

Leu Glu Gly Pro Ser Ala Leu Thr Cys Leu Glu Thr Gly Asp Trp Asp 
2530 2535 2540 

val Asp Ala Pro Ser Cys Asn Ala lie His Cys Asp ser Pro Gin Pro 
2545 2550 2555 2560 
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lie Glu Asn Gly Phe val Glu Gly Ala Asp Tyr Ser Tyr Gly Ala lie 
2565 2570 2575 

He He Tyr ser Cys Phe Pro Gly Phe Gin val Ala Gly His Ala Met 
2580 2585 2590 

Gin Thr Cys Glu Glu Ser Gly Trp Ser Ser Ser lie Pro Thr Cys Met 
2595 2600 2605 

Pro lie Asp cys Gly Leu Pro Pro His lie Asp Phe Gly Asp cys Thr 
2610 2615 2620 

Lys Leu Lys Asp Asp Gin Gly Tyr Phe Glu Gin Glu Asp Asp Met Met 
2625 2630 2635 2640 

Glu Val Pro Tyr Val Thr Pro His Pro Pro Tyr His Leu Gly Ala val 
2645 2650 2655 

Ala Lys Thr Trp Glu Asn Thr Lys Glu Ser Pro Ala Thr His Ser Ser 
2660 2665 2670 

Asn Phe Leu Tyr Gly Thr Met val Ser Tyr Thr Cys Asn Pro Gly Tyr 
2675 2680 2685 

Glu Leu Leu Gly Asn Pro val Leu lie Cys Gin Glu Asp Gly Thr Trp 
2690 2695 2700 

Asn Gly Ser Ala Pro Ser Cys lie Ser lie Glu Cys Asp Leu Pro Thr 
2705 2710 2715 2720 

Ala Pro Glu Asn Gly Phe Leu Arg Phe Thr Glu Thr Ser Met Gly Ser 
2725 2730 2735 

Ala val Gin Tyr Ser Cys Lys Pro Gly His lie Leu Ala Gly Ser Asp 
2740 2745 2750 

Leu Arg Leu Cys Leu Glu Asn Arg Lys Trp Ser Gly Ala Ser Pro Arg 
2755 2760 2765 

Cys Glu Ala lie Ser Cys Lys Lys Pro Asn Pro Val Met Asn Gly Ser 
2770 2775 2780 

lie Lys Gly Ser Asn Tyr Thr Tyr Leu Ser Thr Leu Tyr Tyr Glu Cys 
2785 2790 2795 2800 

Asp Pro Gly Tyr val Leu Asn Gly Thr Glu Arg Arg Thr Cys Gin Asp 
2805 2810 2815 

Asp Lys Asn Trp Asp Glu Asp Glu Pro lie Cys lie Pro val Asp Cys 
2820 2825 2830 

Ser Ser Pro Pro val Ser Ala Asn Gly Gin Val Arg Gly Asp Glu Tyr 
2835 2840 2845 

Thr Phe Gin Lys Glu lie Glu Tyr Thr Cys Asn Glu Gly Phe Leu Leu 
2850 2855 2860 

Glu Gly Ala Arg Ser Arg val Cys Leu Ala Asn Gly Ser Trp Ser Gly 
2865 2870 2875 2880 

Ala Thr Pro Asp Cys val Pro val Arg cys Ala Thr Pro Pro Gin Leu 
2885 2890 2895 
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Ala Asn Gly val Thr Glu Gly Leu Asp Tyr Gly Phe Met Lys G"lu val 
2900 2905 2910 

Thr Phe His Cys His Glu Gly Tyr lie Leu His Gly Ala Pro Lys Leu 
2915 2920 2925 

Thr Cys Gin Ser Asp Gly Asn Trp Asp Ala Glu lie Pro Leu Cys Lys 
2930 2935 2940 

Pro val Asn cys Gly Pro Pro Glu Asp Leu Ala His Gly Phe Pro Asn 
2945 2950 2955 2960 

Gly Phe Ser Phe lie His Gly Gly His lie Gin Tyr Gin Cys Phe Pro 
2965 2970 2975 

Gly Tyr Lys Leu His Gly Asn Ser Ser Arg Arg Cys Leu Ser Asn Gly 
2980 2985 2990 

Ser Trp ser Gly Ser Ser Pro Ser Cys Leu Pro Cys Arg Cys Ser Thr 
2995 3000 3005 

Pro val lie Glu Tyr Gly Thr val Asn Gly Thr Asp Phe Asp Cys Gly 
3010 3015 3020 

Lys Ala Ala Arg lie Gin Cys Phe Lys Gly Phe Lys Leu Leu Gly Leu 
3025 3030 3035 3040 

Ser Glu lie Thr Cys Glu Ala Asp Gly Gin Trp Ser Ser Gly Phe Pro 
3045 3050 3055 

His Cys Glu His Thr Ser Cys Gly Ser Leu Pro Met lie Pro Asn Ala 
3060 3065 3070 

Phe lie Ser Glu Thr Ser Ser Trp Lys Glu Asn val lie Thr Tyr Ser 
3075 3080 3085 

Cys Arg Ser Gly Tyr Val lie Gin Gly Ser Ser Asp Leu lie Cys Thr 
3090 3095 3100 

Glu Lys Gly Val Trp Ser Gin Pro Tyr Pro val Cys Glu Pro Leu Ser 
3105 3110 • 3115 3120 

Cys Gly Ser Pro Pro Ser val Ala Asn Ala val Ala Thr Gly Glu Ala 
3125 3130 3135 

His Thr Tyr Glu Ser Glu val Lys Leu Arg Cys Leu Glu Gly Tyr Thr 
3140 3145 3150 

Met Asp Thr Asp Thr Asp Thr Phe Thr Cys Gin Lys Asp Gly Arg Trp 
3155 3160 3165 

Phe Pro Glu Arg lie Ser Cys Ser Pro Lys Lys Cys Pro Leu Pro Glu 
3170 3175 3180 

Asn lie Thr His lie Leu val His Gly Asp Asp Phe Ser Val Asn Arg 
3185 3190 3195 3200 

Gin Val Ser Val Ser Cys Ala Glu Gly Tyr Thr Phe Glu Gly val Asn 
3205 3210 3215 

lie Ser val Cys Gin Leu Asp Gly Thr Trp Glu Pro Pro Phe Ser Asp 
3220 3225 3230 
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Glu Ser cys ser Pro val Ser Cys Gly Lys Pro Glu Ser Pro Glu His 
3235 3240 3245 

Gly Phe val val Gly ser Lys Tyr Thr Phe Glu Ser Thr lie lie Tyr 
3250 3255 3260 

Gin Cys Glu Pro Gly Tyr Glu Leu Glu Gly Asn Arg Glu Arg Val Cys 
3265 3270 3275 3280 

Gin Glu Asn Arg Gin Trp Ser Gly Gly val Ala He Cys Lys Glu Thr 
3285 3290 3295 

Arg Cys Glu Thr Pro Leu Glu Phe Leu Asn Gly Lys Ala Asp lie Glu 
3300 3305 3310 

Asn Arg Thr Thr Gly Pro Asn val val Tyr Ser Cys Asn Arg Gly Tyr 
3315 3320 3325 

Ser Leu Glu Gly Pro Ser Glu Ala His Cys Thr Glu Asn Gly Thr Trp 
3330 3335 3340 

Ser His Pro Val Pro Leu cys Lys Pro Asn Pro Cys Pro Val Pro Phe 
3345 3350 3355 3360 

Val lie Pro Glu Asn Ala Leu Leu Ser Glu Lys Glu Phe Tyr Val Asp 
3365 3370 3375 

Gin Asn val ser lie Lys Cys Arg Glu Gly Phe Leu Leu Gin Gly His 
3380 3385 3390 

Gly lie lie Thr Cys Asn Pro Asp Glu Thr Trp Thr Gin Thr Ser Ala 
3395 3400 3405 

Lys Cys Glu Lys lie Ser cys Gly Pro Pro Ala His val Glu Asn Ala 
3410 3415 3420 

lie Ala Arg Gly Val His Tyr Gin Tyr Gly Asp Met lie Thr Tyr Ser 
3425 3430 3435 3440 

Cys Tyr Ser Gly Tyr Met Leu Glu Gly Phe Leu Arg Ser Val Cys Leu 
3445 3450 3455 

Glu Asn Gly Thr Trp Thr ser Pro Pro lie Cys Arg Ala val Cys Arg 
3460 3465 3470 

Phe Pro Cys Gin Asn Gly Gly lie Cys Gin Arg Pro Asn Ala Cys Ser 
3475 3480 3485 

Cys Pro Glu Gly Trp Met Gly Arg Leu Cys Glu Glu Pro lie Cys lie 
3490 3495 3500 

Leu Pro Cys Leu Asn Gly Gly Arg Cys Val Ala Pro Tyr Gin Cys Asp 
3505 3510 3515 3520 

Cys Pro Pro Gly Trp Thr Gly ser Arg cys His Thr Ala val Cys Gin 
3525 3530 3535 

Ser Pro Cys Leu Asn Gly Gly Lys Cys val Arg Pro Asn Arg cys His 
3540 3545 3550 

Cys Leu Ser Ser Trp Thr Gly His Asn cys Ser Arg Lys Arg Arg Thr 
3555 3560 3565 
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<210> 7 

<211> 11152 

<212> DNA 

<213> Homo sapiens 

<400> 7 

caattggtct agggtctccc ccattggaat 
ttgagttttc tctagcatga gaagaatttg 
gggctgggcg acctttcagc agatgtcccc 
cgagaccgcg cccggggccc ccgggagtat 
ggcggggagc agagtggagc ggctgggcca 
cagcgagcgc ctggagcttg tcttcctggt 
cttccgcagc gagctcatgt tcgtccgcaa 
ggccacgcgc gtggccatcg tgaccttctc 
ttacatctcc acccgccgcg cgcgccagca 
tgccatctcc taccgaggtg gcggcaccta 
aattcttctt catgctagag aaaactcaac 
ttccaatggg ggagacccta gaccaattgc 
cttcactttt ggcatatggc aagggaacat 
aaaggaggag cactgttacc tgctacacag 
ggcattgcat gaagatctac cttctgggag 
atatctttgt gatgagggca aggactgctg 
acacacaggc cattttgagt gcatctgtga 
tgaatgcaca gcttgcccat cggggacata 
cagttgcatt ccatgtcccg atgaaaatca 
agactgtgtc tgcagagagg gatacagggc 
ccctgccctg aagcctcccg aaaatggtta 
caatgcagcc tgtggggtcc gatgtcaccc 
cttatgtcta cccaatggtt tgtggtccgg 
tcctcatctc cgccagccga aacatggcca 
taagacaaca tgtttggttg cctgtgatga 
tacttgtcaa ggaaacagcc agtgggatgg 
ttccaccttt cagatgccca aagatgtcat 
agccaaattt gggacgatct gctatgtaag 
caaagaaatg ctgagatgta ccacttctgg 
gtgtaaagac gtggaggctc ctcaaatcaa 
ggaacagcaa gattctgcca atgttacctg 
tgaaaaggtg tcagtccgcg ttcatccagc 
agatgttgct atcgtataca cggcaactga 
ccatatcaag gttattgatg cagaaccacc 
cgtccaggtc tcggagaagg tacatgccgc 
ctcaggggct gaattggtca ttaccagaag 
ggagactata gtacagtata cagccactga 
ccatattgtc atgaaaggtt ctccctgtga 
tatatgcact ccagataata ctggagtcaa 
tttcacagaa gggtctactg acaagtatta 
aacatatacc actgaatggc cagactgtgc 
gtcctttgag atgttctaca aagcagctcg 
ttctgaagca tttgagacga ccctgggaaa 
ggacattgac tgcagactgg aggagaacct 
tgactatgaa aatggctttg caattggtcc 
ttactcttac gatgacttcc tggacactgt 
caagtcctca cggattaaaa gaagtgcccc 
taacatcaca gctagtgtgc cattacccga 
tcagcaacga ctccttcaga cattggaaac 
caaagacccc atgtattcct ttcagcttgc 
attagaaaca aaaaaggctt cccccttctg 
gtgtgtcaat tgccctttgg gaacctatta 
ccggatcgga tcctatcaag atgaagaagg 
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atccatcagt gatgagaaat acaacgtttg 60 
cgcggcttgc tggggtctgg cgctcgtttc 120 
gtcgcgcaat ttcagcttcc gcctcttccc 180 
ccccgcgccg cccgctcctg gcgacgaagc 240 
ggcgttccgc gtgcggctgc tgcgggagct 300 
ggatgattcg tccagcgtgg gcgaagtcaa 360 
gctgctgtcc gacttccccg tggtgcccac 420 
gtccaagaac tacgtggtgc cgcgcgtcga 480 
caagtgcgcg ctgctcctcc aagagatccc 540 
caccaagggc gccttccagc aagccgcgca 600 
aaaagttgta tttctcatca ctgatggata 660 
agcgtcactg cgagattcag gagtggagat 720 
tcgagagctg aatgacatgg cttccacccc 780 
ttttgaagaa tttgaggctt tagctcgccg 840 
ttttattcaa gatgatatgg tccactgctc 900 
tgaccgaatg ggaagctgca aatgtgggac 960 
aaaggggtat tacgggaaag gtctgcagta 1020 
caaacctgaa gcctcaccag gaggaatcag 1080 
cacctctcca cctggaagca catcccctga 1140 
atctggccag acctgtgaac ttgtccactg 1200 
ctttatccaa aacacttgca acaaccactt 1260 
tggatttgat cttgtgggaa gcagcatcat 1320 
ttcagagagc tactgcagag taagaacatg 1380 
catcagctgt tctacaaggg aaatgttata 1440 
agggtacaga ctagaaggca gtgataagct 1500 
gccagaaccc cggtgtgtgg agcgccactg 1560 
catatccccc cacaactgtg gcaagcagcc 1620 
ttgccgccaa gggttcattt tatctggagt 1680 
aaaatggaat gtcggagttc aggcagctgt 1740 
ctgtcctaag gacatagagg ctaagactct 1800 
gcagattcca acagctaaag acaactctgg 1860 
tttcacccca ccttaccttt tcccaattgg 1920 
cctatccggc aaccaggcca gctgcatttt 1980 
tgtcatagac tggtgcagat ctccacctcc 2040 
aagctgggat gagcctcagf tctcagacaa 2100 
tcatacacaa ggagaccttt tccctcaagg 2160 
cccctcaggt aataacagga tatgtgatat 2220 
aattccattc acacctgtaa atggggattt 2280 
ctgtacatta acttgcttgg agggctacga 2340 
ttgtgcttat gaagatggcg tctggaaacc 2400 
caaaaaacgt tttgcaaacc acgggttcaa 2460 
ttgtgatgac tcagatctga tgaagaagtt 2520 
aatggtccca tcattttgta gtgatgcaga 2580 
gaccaaaaaa tattgcctag aatataatta 2640 
aggtggctgg ggtgcagcta ataggctgga 2700 
gcaagaaaca gccacaagca tcggcaatgc 2760 
attatctgac tataaaatta agttaatttt 2820 
tgaaagaaat gatacccttg aatgggaaaa 2880 
tatcacaaat aaactgaaaa ggactctcaa 2940 
atcagaaata cttatagccg acagcaattc 3000 
cagaccaggc tcagtgctga gagggcgtat 3060 
taatctggaa catttcacct gtgaaagctg 3120 
gcaacttgag tgcaagcttt gcccctctgg 3180 
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gatgtacacg gaatatatcc attcaagaaa 
aggcacctac tcatacagtg gacttgagac 
gccaaaattt ggttcccgga gctgcctctc 
aggagccgtg aacatttctg catgtggagt 
tgggttaatg ccctgtcacc catgtcctcg 
cttctgcctg gcctgtccct tttatggaac 
agaatgttca agttttagtt caactttctc 
ctctcttgga catattaaaa agaggcatga 
ctttaaccct tgccacaata gtggaacctg 
ctgtccactt ggatatacag gtttaaagtg 
gccttgcctc aacaatggag tttgtaaaga 
atcaggttac acaggtaagc actgtgaatt 
tagaaatcag gccacctgtg tggatgaatt 
attttcaggc aaaaggtgtg aaacaggtat 
taatgcagtc tgtgaagacc aggttggggg 
gggtacccga tgtggaaaga acgtcgatga 
tacctgtaaa gacggtgcca atagcttcag 
acactgtgaa ttgaacatca atgaatgtca 
tgtggatgaa ttaaattcat acagttgtaa 
tgaaacagaa cagtctacag gctttaacct 
tgtcatgcta gatggcatgc tcccatctct 
atcctctgac gacatgaact atggaacacc 
caataccttg ctcctgactg attataacgg 
gataacaaac tgtccctcgg tgaatgatgg 
aagtactggt ggagcctgga gggtctatat 
cctctccatt ggcaaagcca tacctggtgg 
caaaaaagga gaggggttca acccggctga 
cctctgggac tatgtcctgt ctccacagca 
ggaactcagt aaaggaaacg tgttagcatg 
agtgaagatc gattctaaga gcatattttg 
gcctcatctg agaactgcat ctgaagattt 
tgaaccaggc ttccagctgg tcgggaaccc 
gacacaacca ctcccccact gtgaacgcat 
tggcttccat tcagccgatg acttctatgc 
tggctactat ctattgggtg actcaaggat 
cgtttcacca tcctgcttag atgtcgatga 
tgcttcttgc ctgaacgtag atggatccta 
agatgggaaa aactgtgcag aacctataaa 
ccactcctca ggtgagattt atacagtagg 
ataccagttg atgggagtaa ccaaaatcac 
aataccatat tgtaaagctg tttcatgtgg 
tgaggagtta gcatttactt ttggcagcaa 
tctggccggt gataaagaat catcctgtct 
tgtgtgtgaa ccagtgaagt gttctagtcc 
gagtgggctt acctaccttt ctactgcatc 
gggcccttcc attattgaat gcacggcttc 
tcacctcgtc ttctgtggag aaccacctgc 
cttcactttc aggaacaccg tcacttacac 
tgacaccatt gaatgcctgg ccgacggcaa 
tgtctcctgt gatgagccac ccattgtgga 
ctttggagac attgcattct actactgctc 
gcttctctgc aatgcccagg gcaagtgggt 
tatagctcat ttctgtgaaa aacctccatc 
caaagcaaaa tttgcagctg gctcagttgt 
gaacacctca gcaaagattg aatgtatgag 
catccagtgc atccctgtgc ggtgtggaga 
tggatcaaac tacagttttg gagccatggt 
caaaggggaa aagaagagca cctgcgaagc 
gtgccacccg gtatcttgtg gtgaaccacc 
aactggcagg atctttgaga gtgaagtgag 
cggaagtcct gtatttgtct gccaagccaa 
gtgtgttcct ctcgactgtg gaaaacctcc 
aaactttgaa gtagggtcca aggttcagtt 
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catctctgat tgtaaagctc agtgtaaaca 3240 
ttgtgaatcg tgtccactgg gcacttatca 3300 
gtgtccagaa aacacctcaa ctgtgaaaag 3360 
tccttgtcca gaaggaaaat tctcgcgttc 3420 
tgactattac caacctaatg cagggaaggc 3480 
taccccattc gctggttcca gatccatcac 3540 
agcggcagag gaaagtgtgg tgccccctgc 3600 
aatcagcagt caggcaagtc atgaatgctt 3660 
ccagcaactt gggcgtggtt atgtttgtct 3720 
tgaaacagac atcgatgagt gcagcccact 3780 
cctagttggg gaattcattt gtgagtgccc 3840 
gaacatcaat gaatgtcagt ctaatccatg 3900 
aaattcatac agttgtaaat gtcagccagg 3960 
gtatcaactc agtgttatta ataaccttaa 4020 
attcttgtgc aaatgcccac ctggattttt 4080 
gtgtctcagt cagccatgca aaaatggagc 4140 
gtgcctgtgt gcagctggct tcacaggatc 4200 
gtctaatcca tgtagaaatc aggccacctg 4260 
atgtcagcca ggattttcag gcaaaaggtg 4320 
ggattttgaa gtttctggca tctatggata 4380 
ccatgctcta acctgtacct tctggatgaa 4440 
aatctcctat gcagttgata acggcagcga 4500 
gtgggttctt tatgtgaatg gcagggaaaa 4560 
cagatggcat catattgcaa tcacttggac 4620 
aaatggggaa ttatctgacg gtggtactgg 4680 
cggtgcatta gttcttgggc aagagcaaga 4740 
gtcttttgtg ggctccataa gccagctcaa 4800 
ggtgaagtca ctggctacct cctgcccaga 4860 
gcctgatttc ttgtcaggaa ttgtggggaa 4920 
ttctgattgc ccacgcttgg gagggtcagt 4980 
aaaaccaggt tccaaagtca atctgttctg 5040 
tgtgcagtac tgtctgaatc aaggacagtg 5100 
tcgctgtggg gtgccacctc ctttggagaa 5160 
tggcagcaca gtaacctacc agtgcaacaa 5220 
gttctgtaca gataatggga gctggaacgg 5280 
gtgtgcagtt ggatcagatt gtagtgagca 5340 
catatgttca tgtgtcccac cgtacacagg 5400 
atgtaaggct ccaggaaatc cggaaaatgg 5460 
tgccgaagtc acattttcgt gtcaggaagg 5520 
atgtttggag tctggagaat ggaatcatct 5580 
taaaccggct attccagaaa atggttgcat 5640 
agtgacatat aggtgtaata aaggatatac 5700 
tgctaacagt tcttggagtc attcccctcc 5760 
ggaaaatata aataatggaa aatatatttt 5820 
atattcatgc gatacaggat acagcttaca 5880 
tggcatctgg gacagagcgc cacctgcctg 5940 
catcaaagat gctgtcatta cggggaataa 6000 
ttgcaaagaa ggctatactc ttgctggtct 6060 
gtggagtaga agtgaccagc agtgcctggc 6120 
ccacgcctct ccagagactg cccatcggct 6180 
tgatggttac agcctagcag acaattccca 6240 
acccccagaa ggtcaagaca tgccccgttg 6300 
ggtttcctat agcatcttgg aatctgtgag 6360 
gagctttaaa tgcatggaag gctttgtact 6420 
aggtgggcag tggaaccctt cccccatgtc 6480 
gccaccaagc atcatgaatg gctatgcaag 6540 
ggcttacagc tgcaacaagg ggttctacat 6600 
cacagggcag tggagtagtc ctataccgac 6660 
taaggttgag aatggctttc tggagcatac 6720 
gtatcagtgt aacccgggct ataagtcagt 6780 
tcgccactgg cacagtgaat cccctctgat 6840 
cccgatccag aatggcttca tgaaaggaga 6900 
tttctgtaat gagggttatg agcttgttgg 6960 
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tgacagttct tggacatgtc agaaatctgg 
catgcctgcc aagtgcccag agccgcccct 
gaccaccgag gtaggagttg tgacattttc 
ctctgtcctg aaatgcttgc catcccagca 
tgttctttgt accccacctc ccctaatttc 
tcattttgga agtactgtca agtattcttg 
taccaccctc tgccaacctg atggcacctg 
agaatgtccc caacctgagg aaatccccaa 
tctcagcaca gctctctata cctgcaagcc 
cctttgtgga gaaaatggtc actggcttgg 
cctgaaaccc aaggagattt tgaatggcaa 
gaccgttacc tactcttgca accgaggctt 
tttagagaca ggtgattggg atgtagatgc 
cccacaaccc attgaaaatg gttttgtaga 
catctacagt tgcttccctg ggtttcaggt 
gtcaggatgg tcaagttcca tcccaacatg 
tatagatttt ggagactgta ctaaactcaa 
cgacatgatg gaagttccat atgtgactcc 
taaaacctgg gaaaatacaa aggagtctcc 
taccatggtt tcatacacct gtaatccagg 
ctgccaggaa gatggaactt ggaatggcag 
cttgcctact gctcctgaaa atggcttttt 
tgtgcagtat agctgtaaac ctggacacat 
agagaataga aagtggagtg gtgcctcccc 
aaatccagtc atgaatggat ccatcaaagg 
ctatgagtgt gaccccggat atgtgctgaa 
caaaaactgg gatgaggatg agcccatttg 
ctcagccaat ggccaggtga gaggagacga 
ttgcaatgaa gggttcttgc ttgagggagc 
ttggagtgga gccactcccg actgtgtgcc 
caatggggtg acggaaggcc tggactatgg 
cgagggctac atcttgcacg gtgctccaaa 
tgcagagatt cctctctgta aaccagtcaa 
tttccctaat ggtttttcct ttattcatgg 
ttataagctc catggaaatt catcaagaag 
ctcaccttcc tgcctgcctt gcagatgttc 
tgggacagat tttgactgtg gaaaggcagc 
cctaggactt tctgaaatca cctgtgaagc 
ctgtgaacac acttcttgtg gttctcttcc 
cagctcttgg aaggaaaatg tgataactta 
cagttcagat ctgatttgta cagagaaagg 
gcccttgtcc tgtgggtccc caccgtctgt 
cacctatgaa agtgaagtga aactcagatg 
agatacattc acctgtcaga aagatggtcg 
taaaaaatgt cctctcccgg aaaacataac 
tgtgaatagg caagtttctg tgtcatgtgc 
atcagtatgt cagcttgatg gaacctggga 
agtttcttgt gggaaacctg aaagtccaga 
ctttgaaagc acaattattt atcagtgtga 
acgtgtctgc caggagaaca gacagtggag 
gtgtgaaact ccacttgaat ttctcaatgg 
acccaacgtg gtatattcct gcaacagagg 
ctgcacagaa aatggaacct ggagccaccc 
tgttcctttt gtgattcccg agaatgctct 
gaatgtgtcc atcaaatgta gggaaggttt 
caaccccgac gagacgtgga cacagacaag 
accagctcac gtagaaaatg caattgctcg 
cacctactca tgttacagtg gatacatgtt 
aaatggaaca tggacatcac ctcctatttg 
tgggggcatc tgccaacgcc caaatgcttg 
ctgtgaagaa ccaatctgca ttcttccctg 
ccagtgtgac tgcccgcctg gctggacggg 
tccctgctta aatggtggaa aatgtgtaag 
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caaatggaat aagaagtcaa atccaaagtg 7020 
cttggaaaac cagctagtat taaaggagtt 7080 
ctgtaaagaa gggcatgtcc tgcaaggccc 7140 
atggaatgac tctttccctg tttgtaagat 7200 
ctttggtgtc cccattcctt cttctgctct 7260 
tgtaggtggg tttttcctaa gaggaaattc 7320 
gagctctcca ctgccagaat gtgttccagt 7380 
tggaatcatt gatgtgcaag gccttgccta 7440 
aggctttgaa ttggtgggaa atactaccac 7500 
aggaaaacca acatgtaaag ccattgagtg 7560 
attctcttac acggacctac actatggaca 7620 
tcggctcgaa ggtcccagtg ccttgacctg 7680 
cccatcttgc aatgccatcc actgtgattc 7740 
aggtgcagat tacagctatg gtgccataat 7800 
ggctggtcat gccatgcaga cctgtgaaga 7860 
tatgccaata gactgtggcc tccctcctca 7920 
agatgaccag ggatattttg agcaagaaga 7980 
tcaccctcct tatcatttgg gagcagtggc 8040 
tgctacacat tcatcaaact ttctgtatgg 8100 
atatgaactt ctggggaacc ctgtgctgat 8160 
tgcaccatcc tgcatttcaa ttgaatgtga 8220 
gcgttttaca gagactagca tgggaagtgc 8280 
tctagcaggc tctgacttaa ggctttgtct 8340 
acgctgtgaa gccatttcat gcaaaaagcc 8400 
aagcaactac acatacctga gcacgttgta 8460 
tggcactgag aggagaacat gccaggatga 8520 
cattcctgtg gactgcagtt cacccccagt 8580 
gtacacattc caaaaagaga ttgaatacac 8640 
caggagtcgg gtttgtcttg ccaatggaag 8700 
tgtcagatgt gccaccccgc cacaactggc 8760 
cttcatgaag gaagtaacat tccactgtca 8820 
actcacctgt cagtcagatg gcaactggga 8880 
ctgtggacct cctgaagatc ttgcccatgg 8940 
gggccatata cagtatcagt gctttcctgg 9000 
gtgcctctcc aatggctcct ggagtggcag 9060 
cacaccagta attgaatatg gaactgtcaa 9120 
ccggattcag tgcttcaaag gcttcaagct 9180 
cgatggccag tggagctctg ggttccccca 9240 
aatgatacca aatgcgttca tcagtgagac 9300 
cagctgcagg tctggatatg tcatacaagg 9360 
ggtatggagc cagccttatc cagtctgtga 9420 
cgccaatgca gtggcaactg gagaggcaca 9480 
tctggaaggt tatacgatgg atacagatac 9540 
ctggttccct gagagaatct cctgcagtcc 9600 
acatatactt gtacatgggg acgatttcag 9660 
agaagggtat acctttgagg gagttaacat 9720 
gccaccattc tccgatgaat cttgcagtcc 9780 
acatggattt gtggttggca gtaaatacac 9840 
gcctggctat gaactagagg ggaacaggga 9900 
tggaggggtg gcaatatgca aagagaccag 9960 
gaaagctgac attgaaaaca ggacgactgg 10020 
ctacagtctt gaagggccat ctgaggcaca 10080 
agtccctctc tgcaaaccaa atccatgccc 10140 
gctgtctgaa aaggagtttt atgttgatca 10200 
tctgctgcag ggccacggca tcattacctg 10260 
cgccaaatgt gaaaaaatct catgtggtcc 10320 
aggcgtacat tatcaatatg gagacatgat 10380 
ggagggtttc ctgaggagtg tttgtttaga 10440 
cagagctgtc tgtcgatttc catgtcagaa 10500 
ttcctgtcca gagggctgga tggggcgcct 10560 
tctgaacgga ggtcgctgtg tggcccctta 10620 
gtctcgctgt catacagctg tttgccagtc 10680 
accaaaccga tgtcactgtc tttcttcttg 10740 
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gacgggacat aactgttcca ggaaaaggag gactgggttt taaccactgc acgaccatct 10800 
ggctctccca aaagcaggat catctctcct cggtagtgcc tgggcatcct ggaacttatg 10860 
caaagaaagt ccaacatggt gctgggtctt gtttagtaaa cttgttactt ggggttactt 10920 
tttttatttt gtgatatatt ttgttattcc ttgtgacata ctttcttaca tgtttccatt 10980 
tttaaatatg cctgtatttt ctatataaaa attatattaa atagatgctg ctctaccctc 11040 
acaaaatgta catattctgc tgtctattgg gaaagttcct ggtacacatt tttattcagt 11100 
tacttaaaat gatttttcca ttaaagtata ttttgctact aaataaaaaa aa 11152 

<210> 8 

<211> 3568 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Arg Arg lie Cys Ala Ala cys Trp Gly Leu Ala Leu val Ser Gly 
15 10 15 

Trp Ala Thr Phe Gin Gin Met Ser Pro Ser Arg Asn Phe Ser Phe Arg 
20 25 30 

Leu Phe Pro Glu Thr Ala Pro Gly Ala Pro Gly Ser lie Pro Ala Pro 
35 40 45 

Pro Ala Pro Gly Asp Glu Ala Ala Gly Ser Arg Val Glu Arg Leu Gly 
50 55 60 

Gin Ala Phe Arg Val Arg Leu Leu Arg Glu Leu Ser Glu Arg Leu Glu 
65 '70 75 " 80 

Leu val Phe Leu val Asp Asp Ser ser ser val Gly Glu val Asn Phe 
85 90 95 

Arg Ser Glu Leu Met Phe val Arg Lys Leu Leu Ser Asp Phe Pro Val 
100 105 110 

Val Pro Thr Ala Thr Arg Val Ala lie val Thr Phe Ser Ser Lys Asn 
115 120 125 

Tyr val val Pro Arg val Asp Tyr lie Ser Thr Arg Arg Ala Arg Gin 
130 135 140 

His Lys Cys Ala Leu Leu Leu Gin Glu lie Pro Ala lie Ser Tyr Arg 
145 ' 150 155 160 

Gly Gly Gly Thr Tyr Thr Lys Gly Ala Phe Gin Gin Ala Ala Gin lie 
165 170 175 

Leu Leu His Ala Arg Glu Asn Ser Thr Lys Val val Phe Leu lie Thr 
180 185 190 

Asp Gly Tyr Ser Asn Gly Gly Asp Pro Arg Pro He Ala Ala Ser Leu 
195 200 205 

Arg Asp Ser Gly val Glu lie Phe Thr Phe Gly lie Trp Gin Gly Asn 
210 215 220 

lie Arg Glu Leu Asn Asp Met Ala Ser Thr Pro Lys Glu Glu His Cys 
225 230 235 240 

Tyr Leu Leu His Ser Phe Glu Glu Phe Glu Ala Leu Ala Arg Arg Ala 
245 250 255 
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Leu His Glu Asp Leu Pro Ser Gly Ser Phe lie Gin Asp Asp Met val 
260 265 270 

His Cys Ser Tyr Leu Cys Asp Glu Gly Lys Asp cys Cys Asp Arg Met 
275 280 285 

Gly Ser Cys Lys Cys Gly Thr His Thr Gly His Phe Glu Cys lie Cys 
290 295 300 

Glu Lys Gly Tyr Tyr Gly Lys Gly Leu Gin Tyr Glu Cys Thr Ala Cys 
305 310 315 320 

Pro ser Gly Thr Tyr Lys Pro Glu Ala Ser Pro Gly Gly lie Ser Ser 
325 330 335 

Cys lie Pro cys Pro Asp Glu Asn His Thr Ser Pro Pro Gly Ser Thr 
340 345 350 

Ser Pro Glu Asp Cys Val Cys Arg Glu Gly Tyr Arg Ala Ser Gly Gin 
355 360 365 

Thr Cys Glu Leu Val His Cys Pro Ala Leu Lys Pro Pro Glu Asn Gly 
370 375 380 

Tyr Phe lie Gin Asn Thr Cys Asn Asn His Phe Asn Ala Ala Cys Gly 
385 390 395 400 

val Arg cys His Pro Gly Phe Asp Leu Val Gly Ser ser Tie lie Leu 
405 410 415 

Cys Leu Pro Asn Gly Leu Trp Ser Gly Ser Glu Ser Tyr Cys Arg Val 
420 425 430 

Arg Thr Cys Pro His Leu Arg Gin Pro Lys His Gly His lie Ser Cys 
435 440 445 

Ser Thr Arg Glu Met Leu Tyr Lys Thr Thr Cys Leu val Ala Cys Asp 
450 455 460 

Glu Gly Tyr Arg Leu Glu Gly Ser Asp Lys Leu Thr cys Gin Gly Asn 
465 470 475 480 

Ser Gin Trp Asp Gly Pro Glu Pro Arg Cys Val Glu Arg His Cys Ser 
485 490 495 

Thr Phe Gin Met Pro Lys Asp Val lie lie Ser Pro His Asn Cys Gly 
500 505 510 

Lys Gin Pro Ala Lys Phe Gly Thr lie Cys Tyr val Ser Cys Arg Gin 
515 520 525 

Gly Phe lie Leu Ser Gly Val Lys Glu Met Leu Arg Cys Thr Thr Ser 
530 535 540 

Gly Lys Trp Asn val Gly val Gin Ala Ala val Cys Lys Asp val Glu 
545 550 555 560 

Ala Pro Gin lie Asn Cys Pro Lys Asp lie Glu Ala Lys Thr Leu Glu 
565 570 575 

Gin Gin Asp Ser Ala Asn val Thr Trp Gin He Pro Thr Ala Lys Asp 
580 585 590 
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Asn Ser Gly Glu Lys Val Ser val Arg val His Pro Ala Phe Thr Pro 
595 600 605 

Pro Tyr Leu Phe Pro lie Gly Asp val Ala lie val Tyr Thr Ala Thr 
610 615 620 

Asp Leu Ser Gly Asn Gin Ala Ser Cys lie Phe His lie Lys val lie 
625 630 635 640 

Asp Ala Glu Pro Pro Val lie Asp Trp Cys Arg Ser Pro Pro Pro Val 
645 650 655 

Gin val Ser Glu Lys Val His Ala Ala Ser Trp Asp Glu Pro Gin Phe 
660 665 670 

Ser Asp Asn Ser Gly Ala Glu Leu Val lie Thr Arg Ser His Thr Gin 
675 680 685 

Gly Asp Leu Phe Pro Gin Gly Glu Thr lie Val Gin Tyr Thr Ala Thr 
690 695 700 

Asp Pro Ser Gly Asn Asn Arg He Cys Asp lie His lie val Met Lys 
705 710 715 720 

Gly Ser Pro Cys Glu lie Pro Phe Thr Pro val Asn Gly Asp Phe lie 
725 730 735 

Cys Thr Pro Asp Asn Thr Gly val Asn Cys Thr Leu Thr cys Leu Glu 
740 745 750 

Gly Tyr Asp Phe Thr Glu Gly Ser Thr Asp Lys Tyr Tyr Cys Ala Tyr 
755 760 765 

Glu Asp Gly Val Trp Lys Pro Thr Tyr Thr Thr Glu Trp Pro Asp Cys 
770 775 780 

Ala Lys Lys Arg Phe Ala Asn His Gly Phe Lys Ser Phe Glu Met Phe 
785 790 795 800 

Tyr Lys Ala Ala Arg Cys Asp Asp Ser Asp Leu Met Lys Lys Phe Ser 
805 810 815 

Glu Ala Phe Glu Thr Thr Leu Gly Lys Met val Pro Ser Phe Cys Ser 
820 825 830 

Asp Ala Glu Asp lie Asp Cys Arg Leu Glu Glu Asn Leu Thr Lys Lys 
835 840 845 

Tyr Cys Leu Glu Tyr Asn Tyr Asp Tyr Glu Asn Gly Phe Ala lie Gly 
850 855 860 

Pro Gly Gly Trp Gly Ala Ala Asn Arg Leu Asp Tyr Ser Tyr Asp Asp 
865 870 875 880 

Phe Leu Asp Thr val Gin Glu Thr Ala Thr ser lie Gly Asn Ala Lys 
885 890 895 

Ser Ser Arg lie Lys Arg ser Ala Pro Leu Ser Asp Tyr Lys lie Lys 
900 905 910 

Leu lie Phe Asn lie Thr Ala Ser val Pro Leu Pro Asp Glu Arg Asn 
915 920 925 
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Asp Thr Leu Glu Trp Glu Asn Gin Gin Arg Leu Leu Gin Thr Leu Glu 
930 935 940 

Thr lie Thr Asn Lys Leu Lys Arg Thr Leu Asn Lys Asp Pro Met Tyr 
945 950 955 960 

Ser Phe Gin Leu Ala Ser Glu lie Leu lie Ala Asp Ser Asn Ser Leu 
965 970 975 

Glu Thr Lys Lys Ala Ser Pro Phe Cys Arg Pro Gly Ser Val Leu Arg 
980 985 990 

Gly Arg Met Cys val Asn cys Pro Leu Gly Thr Tyr Tyr Asn Leu Glu 
995 1000 1005 

His Phe Thr Cys Glu Ser Cys Arg lie Gly Ser Tyr Gin Asp Glu Glu 
1010 1015 1020 

Gly Gin Leu Glu Cys Lys Leu Cys Pro Ser Gly Met Tyr Thr Glu Tyr 
1025 1030 1035 1040 

lie His Ser Arg Asn lie Ser Asp Cys Lys Ala Gin Cys Lys Gin Gly 
1045 1050 1055 

Thr Tyr ser Tyr Ser Gly Leu Glu Thr Cys Glu ser cys Pro Leu Gly 
1060 1065 1070 

Thr Tyr Gin Pro Lys Phe Gly Ser Arg ser cys Leu ser Cys Pro Glu 
1075 1080 1085 

Asn Thr Ser Thr Val Lys Arg Gly Ala val Asn lie ser Ala Cys Gly 
1090 1095 1100 

val Pro Cys Pro Glu Gly Lys Phe Ser Arg Ser Gly Leu Met Pro Cys 
1105 1110 1115 1120 

His Pro Cys Pro Arg Asp Tyr Tyr Gin Pro Asn Ala Gly Lys Ala Phe 
1125 1130 1135 

Cys Leu Ala Cys Pro Phe Tyr Gly Thr Thr Pro Phe Ala Gly Ser Arg 
1140 1145 1150 

Ser He Thr Glu Cys Ser Ser Phe Ser ser Thr Phe Ser Ala Ala Glu 
1155 1160 1165 

Glu Ser val Val Pro Pro Ala Ser Leu Gly His He Lys Lys Arg His 
1170 1175 1180 

Glu lie Ser Ser Gin Ala Ser His Glu Cys Phe Phe Asn Pro Cys His 
1185 1190 1195 1200 

Asn Ser Gly Thr Cys Gin Gin Leu Gly Arg Gly Tyr val Cys Leu Cys 
1205 1210 1215 

Pro Leu Gly Tyr Thr Gly Leu Lys Cys Glu Thr Asp lie Asp Glu Cys 
1220 1225 1230 

Ser Pro Leu Pro Cys Leu Asn Asn Gly val Cys Lys Asp Leu val Gly 
1235 1240 1245 

Glu Phe lie Cys Glu Cys Pro Ser Gly Tyr Thr Gly Lys His Cys Glu 
1250 1255 1260 
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Leu Asn lie Asn Glu Cys Gin Ser Asn Pro Cys Arg Asn Gin Ala Thr 
1265 1270 1275 1280 

Cys val Asp Glu Leu Asn ser Tyr Ser cys Lys Cys Gin Pro Gly Phe 
1285 1290 1295 

Ser Gly Lys Arg cys Glu Thr Gly Met Tyr Gin Leu Ser val lie Asn 
1300 1305 1310 

Asn Leu Asn Asn Ala Val Cys Glu Asp Gin val Gly Gly Phe Leu Cys 
1315 1320 1325 

Lys Cys Pro Pro Gly Phe Leu Gly Thr Arg Cys Gly Lys Asn val Asp 
1330 1335 1340 

Glu Cys Leu Ser Gin Pro Cys Lys Asn Gly Ala Thr Cys Lys Asp Gly 
1345 1350 1355 1360 

Ala Asn Ser Phe Arg Cys Leu Cys Ala Ala Gly Phe Thr Gly Ser His 
1365 1370 1375 

Cys Glu Leu Asn lie Asn Glu Cys Gin ser Asn Pro Cys Arg Asn Gin 
1380 1385 1390 

Ala Thr Cys Val Asp Glu Leu Asn Ser Tyr Ser Cys Lys Cys Gin Pro 
1395 1400 1405 

Gly Phe ser Gly Lys Arg Cys Glu Thr Glu Gin Ser Thr Gly Phe Asn 
1410 1415 1420 

Leu Asp Phe Glu val Ser Gly lie Tyr Gly Tyr val Met Leu Asp Gly 
1425 1430 1435 1440 

Met Leu Pro Ser Leu His Ala Leu Thr Cys Thr Phe Trp Met Lys Ser 
1445 1450 1455 

Ser Asp Asp Met Asn Tyr Gly Thr Pro He Ser Tyr Ala Val Asp Asn 
1460 1465 1470 

Gly Ser Asp Asn Thr Leu Leu Leu Thr Asp Tyr Asn Gly Trp Val Leu 
1475 1480 1485 

Tyr Val Asn Gly Arg Glu Lys lie Thr Asn Cys Pro Ser val Asn Asp 
1490 1495 1500 

Gly Arg Trp His His lie Ala lie Thr Trp Thr Ser Thr Gly Gly Ala 
1505 1510 1515 1520 

Trp Arg val Tyr lie Asn Gly Glu Leu Ser Asp Gly Gly Thr Gly Leu 
1525 1530 1535 

Ser lie Gly Lys Ala lie Pro Gly Gly Gly Ala Leu val Leu Gly Gin 
1540 1545 1550 

Glu Gin Asp Lys Lys Gly Glu Gly Phe Asn Pro Ala Glu Ser Phe val 
1555 1560 1565 

Gly Ser lie Ser Gin Leu Asn Leu Trp Asp Tyr val Leu Ser Pro Gin 
1570 1575 1580 

Gin val Lys Ser Leu Ala Thr Ser Cys Pro Glu Glu Leu ser Lys Gly 
1585 1590 1595 1600 
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Asn val Leu Ala Trp Pro Asp Phe Leu ser Gly lie val Gly Lys val 
1605 1610 1615 

Lys lie Asp Ser Lys Ser lie Phe Cys ser Asp Cys Pro Arg Leu Gly 
1620 1625 1630 

Gly ser val Pro His Leu Arg Thr Ala ser Glu Asp Leu Lys Pro Gly 
1635 1640 1645 

Ser Lys Val Asn Leu Phe Cys Glu Pro Gly Phe Gin Leu Val Gly Asn 
1650 1655 1660 

Pro val Gin Tyr cys Leu Asn Gin Gly Gin Trp Thr Gin Pro Leu Pro 
1665 1670 1675 1680 

His Cys Glu Arg lie Arg Cys Gly Val Pro Pro Pro Leu Glu Asn Gly 
1685 1690 1695 

Phe His Ser Ala Asp Asp Phe Tyr Ala Gly ser Thr val Thr Tyr Gin 
1700 1705 1710 

Cys Asn Asn Gly Tyr Tyr Leu Leu Gly Asp Ser Arg Met Phe cys Thr 
1715 1720 1725 

Asp Asn Gly Ser Trp Asn Gly Val Ser Pro Ser Cys Leu Asp val Asp 
1730 1735 1740 

Glu Cys Ala val Gly Ser Asp Cys Ser Glu His Ala ser Cys Leu Asn 
1745 1750 1755 1760 

Val Asp Gly Ser Tyr lie Cys Ser Cys val Pro Pro Tyr Thr Gly Asp 
1765 " 1770 1775 

Gly Lys Asn Cys Ala Glu Pro lie Lys cys Lys Ala Pro Gly Asn Pro 
1780 1785 1790 

Glu Asn Gly His Ser Ser Gly Glu lie Tyr Thr val Gly Ala Glu val 
1795 1800 1805 

Thr Phe ser Cys Gin Glu Gly Tyr Gin Leu Met Gly val Thr Lys lie 
1810 1815 1820 

Thr Cys Leu Glu Ser Gly Glu Trp Asn His Leu lie Pro Tyr Cys Lys 
1825 1830 1835 1840 

Ala val Ser Cys Gly Lys Pro Ala He Pro Glu Asn Gly Cys lie Glu 
1845 1850 1855 

Glu Leu Ala Phe Thr phe Gly Ser Lys val Thr Tyr Arg Cys Asn Lys 
1860 1865 1870 

Gly Tyr Thr Leu Ala Gly Asp Lys Glu Ser Ser Cys Leu Ala Asn ser 
1875 1880 1885 

Ser Trp Ser His Ser pro Pro val Cys Glu pro val Lys Cys Ser Ser 
1890 1895 1900 

pro Glu Asn He Asn Asn Gly Lys Tyr lie Leu Ser Gly Leu Thr Tyr 
1905 1910 1915 1920 

Leu Ser Thr Ala Ser Tyr ser cys Asp Thr Gly Tyr ser Leu Gin Gly 
1925 1930 1935 
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Pro ser lie He Glu cys Thr Ala Ser Gly lie Trp Asp Arg Ala Pro 
1940 1945 1950 

Pro Ala Cys His Leu Val Phe Cys Gly Glu Pro Pro Ala lie Lys Asp 
1955 1960 1965 

Ala Val lie Thr Gly Asn Asn Phe Thr Phe Arg Asn Thr Val Thr Tyr 
1970 1975 1980 

Thr Cys Lys Glu Gly Tyr Thr Leu Ala Gly Leu Asp Thr lie Glu Cys 
1985 1990 1995 2000 

Leu Ala Asp Gly Lys Trp Ser Arg Ser Asp Gin Gin Cys Leu Ala val 
2005 2010 2015 

Ser Cys Asp Glu Pro Pro lie Val Asp His Ala Ser Pro Glu Thr Ala 
2020 2025 2030 

His Arg Leu Phe Gly Asp lie Ala Phe Tyr Tyr Cys Ser Asp Gly Tyr 
2035 2040 2045 

Ser Leu Ala Asp Asn Ser Gin Leu Leu Cys Asn Ala Gin Gly Lys Trp 
2050 2055 2060 

Val Pro Pro Glu Gly Gin Asp Met Pro Arg Cys lie Ala His Phe Cys 
2065 2070 2075 2080 

Glu Lys Pro Pro ser val Ser Tyr Ser lie Leu Glu Ser val Ser Lys 
2085 2090 2095 

Ala Lys Phe Ala Ala Gly Ser val val Ser Phe Lys Cys Met Glu Gly 
2100 2105 2110 

Phe val Leu Asn Thr ser Ala Lys lie Glu Cys Met Arg Gly Gly Gin 
2115 2120 2125 

Trp Asn Pro Ser Pro Met Ser lie Gin Cys lie Pro Val Arg Cys Gly 
2130 2135 2140 

Glu Pro Pro Ser lie Met Asn Gly Tyr Ala Ser Gly Ser Asn Tyr ser 
2145 2150 2155 2160 

Phe Gly Ala Met val Ala Tyr Ser Cys Asn Lys Gly Phe Tyr lie Lys 
2165 2170 2175 

Gly Glu Lys Lys Ser Thr Cys Glu Ala Thr Gly Gin Trp Ser Ser Pro 
2180 2185 2190 

lie Pro Thr Cys His Pro val Ser Cys Gly Glu Pro Pro Lys val Glu 
2195 2200 2205 

Asn Gly Phe Leu Glu His Thr Thr Gly Arg lie Phe Glu Ser Glu Val 
2210 2215 2220 

Arg Tyr Gin Cys Asn Pro Gly Tyr Lys Ser Val Gly Ser Pro Val Phe 
2225 2230 2235 2240 

Val Cys Gin Ala Asn Arg His Trp His Ser Glu Ser Pro Leu Met Cys 
2245 2250 2255 

Val Pro Leu Asp Cys Gly Lys Pro Pro Pro lie Gin Asn Gly Phe Met 
2260 2265 2270 
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Lys Gly Glu Asn Phe Glu val Gly Ser Lys val Gin Phe Phe Cys Asn 
2275 2280 2285 

Glu Gly Tyr Glu Leu Val Gly Asp Ser Ser Trp Thr Cys Gin Lys Ser 
2290 2295 2300 

Gly Lys Trp Asn Lys Lys Ser Asn Pro Lys cys Met Pro Ala Lys Cys 
2305 2310 2315 2320 

Pro Glu Pro Pro Leu Leu Glu Asn Gin Leu val Leu Lys Glu Leu Thr 
2325 2330 2335 

Thr Glu Val Gly Val val Thr Phe Ser Cys Lys Glu Gly His Val Leu 
2340 2345 2350 

Gin Gly Pro Ser val Leu Lys Cys Leu Pro Ser Gin Gin Trp Asn Asp 
2355 2360 2365 

Ser Phe Pro Val Cys Lys lie Val Leu Cys Thr Pro Pro Pro Leu lie 
2370 2375 2380 

Ser Phe Gly val Pro lie Pro Ser Ser Ala Leu His Phe Gly Ser Thr 
2385 2390 2395 2400 

Val Lys Tyr Ser cys val Gly Gly Phe Phe Leu Arg Gly Asn Ser Thr 
2405 2410 2415 

Thr Leu Cys Gin Pro Asp Gly Thr Trp Ser Ser Pro Leu Pro Glu Cys 
2420 2425 2430 

Val Pro Val Glu Cys Pro Gin Pro Glu Glu lie Pro Asn Gly lie lie 
2435 ' 2440 2445 

Asp Val Gin Gly Leu Ala Tyr Leu Ser Thr Ala Leu Tyr Thr Cys Lys 
2450 2455 2460 

Pro Gly Phe Glu Leu Val Gly Asn Thr Thr Thr Leu Cys Gly Glu Asn 
2465 2470 2475 2480 

Gly His Trp Leu Gly Gly Lys Pro Thr Cys Lys Ala lie Glu Cys Leu 
2485 2490 2495 

Lys Pro Lys Glu lie Leu Asn Gly Lys Phe ser Tyr Thr Asp Leu His 
2500 2505 2510 

Tyr Gly Gin Thr val Thr Tyr Ser Cys Asn Arg Gly Phe Arg Leu Glu 
2515 2520 2525 

Gly Pro Ser Ala Leu Thr Cys Leu Glu Thr Gly Asp Trp Asp val Asp 
2530 2535 2540 

Ala Pro Ser Cys Asn Ala lie His Cys Asp Ser Pro Gin Pro lie Glu 
2545 2550 2555 2560 

Asn Gly Phe Val Glu Gly Ala Asp Tyr Ser Tyr Gly Ala lie lie He 
2565 2570 2575 

Tyr Ser Cys Phe Pro Gly Phe Gin Val Ala Gly His Ala Met Gin Thr 
2580 2585 2590 

Cys Glu Glu Ser Gly Trp Ser Ser Ser lie Pro Thr Cys Met Pro lie 
2595 2600 2605 
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Asp Cys Gly Leu Pro Pro His lie Asp Phe Gly Asp Cys Thr Lys Leu 
2610 2615 2620 

Lys Asp Asp Gin Gly Tyr Phe Glu Gin Glu Asp Asp Met Met Glu val 
2625 2630 2635 2640 

Pro Tyr val Thr Pro His Pro Pro Tyr His Leu Gly Ala val Ala Lys 
2645 2650 2655 

Thr Trp Glu Asn Thr Lys Glu ser Pro Ala Thr His Ser Ser Asn Phe 
2660 2665 2670 

Leu Tyr Gly Thr Met val Ser Tyr Thr cys Asn Pro Gly Tyr Glu Leu 
2675 2680 2685 

Leu Gly Asn Pro val Leu lie Cys Gin Glu Asp Gly Thr Trp Asn Gly 
2690 2695 2700 

ser Ala Pro Ser Cys lie Ser lie Glu Cys Asp Leu Pro Thr Ala Pro 
2705 2710 2715 2720 

Glu Asn Gly Phe Leu Arg Phe Thr Glu Thr ser Met Gly Ser Ala val 
2725 2730 2735 

Gin Tyr Ser Cys Lys Pro Gly His lie Leu Ala Gly Ser Asp Leu Arg 
2740 2745 2750 

Leu Cys Leu Glu Asn Arg Lys Trp Ser Gly Ala Ser Pro Arg Cys Glu 
2755 2760 2765 

Ala lie Ser Cys Lys Lys Pro Asn Pro val Met Asn Gly Ser lie Lys 
2770 2775 2780 

Gly ser Asn Tyr Thr Tyr Leu Ser Thr Leu Tyr Tyr Glu Cys Asp Pro 
2785 2790 2795 2800 

Gly Tyr Val Leu Asn Gly Thr Glu Arg Arg Thr Cys Gin Asp Asp Lys 

2805 2810 2815 

Asn Trp Asp Glu Asp Glu Pro lie Cys lie Pro val Asp Cys Ser Ser 
2820 2825 2830 

Pro Pro val Ser Ala Asn Gly Gin val Arg Gly Asp Glu Tyr Thr Phe 
2835 2840 2845 

Gin Lys Glu He Glu Tyr Thr Cys Asn Glu Gly Phe Leu Leu Glu Gly 
2850 2855 2860 

Ala Arg Ser Arg val Cys Leu Ala Asn Gly Ser Trp Ser Gly Ala Thr 
2865 2870 2875 2880 

Pro Asp Cys Val Pro Val Arg Cys Ala Thr Pro Pro Gin Leu Ala Asn 
2885 2890 2895 

Gly Val Thr Glu Gly Leu Asp Tyr Gly Phe Met Lys Glu val Thr Phe 
2900 2905 2910 

His Cys His Glu Gly Tyr lie Leu His Gly Ala Pro Lys Leu Thr cys 
2915 2920 2925 

Gin Ser Asp Gly Asn Trp Asp Ala Glu lie Pro Leu Cys Lys Pro val 
2930 2935 2940 
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Asn Cys Gly Pro Pro G"lu Asp Leu Ala His Gly Phe Pro Asn Gly Phe 
2945 2950 2955 2960 

Ser Phe lie His Gly Gly His lie Gin Tyr Gin cys Phe Pro Gly Tyr 
2965 2970 2975 

Lys Leu His Gly Asn Ser Ser Arg Arg Cys Leu Ser Asn Gly Ser Trp 
2980 2985 2990 

ser Gly ser ser Pro Ser Cys Leu Pro Cys Arg cys Ser Thr Pro val 
2995 3000 3005 

lie Glu Tyr Gly Thr val Asn Gly Thr Asp Phe Asp Cys Gly Lys Ala 
3010 3015 3020 

Ala Arg lie Gin Cys Phe Lys Gly Phe Lys Leu Leu Gly Leu Ser Glu 
3025 3030 3035 3040 

lie Thr cys Glu Ala Asp Gly Gin Trp Ser ser Gly Phe Pro His Cys 
3045 3050 3055 

Glu His Thr ser cys Gly Ser Leu Pro Met lie Pro Asn Ala Phe lie 
3060 3065 3070 

Ser Glu Thr Ser Ser Trp Lys Glu Asn val lie Thr Tyr ser cys Arg 
3075 3080 3085 

Ser Gly Tyr val lie Gin Gly Ser ser Asp Leu lie Cys Thr Glu Lys 
3090 3095 3100 

Gly val Trp ser Gin Pro Tyr Pro val Cys Glu Pro Leu Ser Cys Gly 
3105 3110 3115 3120 

Ser Pro Pro Ser Val Ala Asn Ala val Ala Thr Gly Glu Ala His Thr 
3125 3130 3135 

Tyr Glu Ser Glu Val Lys Leu Arg Cys Leu Glu Gly Tyr Thr Met Asp 
3140 3145 3150 

Thr Asp Thr Asp Thr Phe Thr Cys Gin Lys Asp Gly Arg Trp Phe Pro 
3155 3160 3165 

Glu Arg lie Ser Cys Ser Pro Lys Lys Cys Pro Leu Pro Glu Asn lie 
3170 3175 3180 

Thr His lie Leu val His Gly Asp Asp Phe Ser val Asn Arg Gin Val 
3185 3190 3195 3200 

ser val Ser Cys Ala Glu Gly Tyr Thr Phe Glu Gly val Asn lie Ser 
3205 3210 3215 

val Cys Gin Leu Asp Gly Thr Trp Glu Pro Pro Phe Ser Asp Glu Ser 
3220 3225 3230 

Cys Ser Pro Val Ser Cys Gly Lys Pro Glu Ser Pro Glu His Gly Phe 
3235 3240 3245 

val Val Gly Ser Lys Tyr Thr Phe Glu Ser Thr He lie Tyr Gin Cys 
3250 3255 3260 

Glu Pro Gly Tyr Glu Leu Glu Gly Asn Arg Glu Arg val Cys Gin Glu 
3265 3270 3275 3280 
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Asn Arg Gin Trp ser Gly Gly Val Ala lie Cys Lys Glu Thr Arg cys 
3285 3290 3295 

Glu Thr Pro Leu Glu Phe Leu Asn Gly Lys Ala Asp He Glu Asn Arg 
3300 3305 3310 

Thr Thr Gly Pro Asn Val Val Tyr Ser Cys Asn Arg Gly Tyr Ser Leu 
3315 3320 3325 

Glu Gly Pro Ser Glu Ala His Cys Thr Glu Asn Gly Thr Trp Ser His 
3330 3335 3340 

Pro val Pro Leu Cys Lys Pro Asn Pro Cys Pro Val Pro Phe Val lie 
3345 3350 3355 3360 

Pro Glu Asn Ala Leu Leu Ser Glu Lys Glu Phe Tyr Val Asp Gin Asn 
3365 3370 3375 

Val Ser lie Lys Cys Arg Glu Gly Phe Leu Leu Gin Gly His Gly lie 
3380 ~ 3385 3390 

lie Thr Cys Asn Pro Asp Glu Thr Trp Thr Gin Thr Ser Ala Lys cys 
3395 3400 3405 

Glu Lys lie Ser cys Gly Pro Pro Ala His val Glu Asn Ala lie Ala 
3410 3415 3420 

Arg Gly val His Tyr Gin Tyr Gly Asp Met lie Thr Tyr ser Cys Tyr 
3425 3430 3435 3440 

Ser Gly Tyr Met Leu Glu Gly Phe Leu Arg Ser val Cys Leu Glu Asn 
3445 3450 ' 3455 

Gly Thr Trp Thr Ser Pro Pro lie Cys Arg Ala Val Cys Arg Phe Pro 
3460 3465 3470 

Cys Gin Asn Gly Gly lie Cys Gin Arg Pro Asn Ala Cys Ser Cys Pro 
3475 3480 3485 

Glu Gly Trp Met Gly Arg Leu Cys Glu Glu Pro lie Cys lie Leu Pro 
3490 3495 3500 

Cys Leu Asn Gly Gly Arg Cys Val Ala Pro Tyr Gin Cys Asp Cys Pro 
3505 3510 3515 3520 

Pro Gly Trp Thr Gly ser Arg Cys His Thr Ala val Cys Gin ser Pro 
3525 3530 3535 

Cys Leu Asn Gly Gly Lys Cys Val Arg Pro Asn Arg Cys His Cys Leu 
3540 3545 3550 

Ser Ser Trp Thr Gly His Asn Cys Ser Arg Lys Arg Arg Thr Gly Phe 
3555 3560 3565 



<210> 9 

<211> 870 

<212> DNA 

<213> Homo sapiens 
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<400> 9 

atgggctcct gctccggccg ctgcgcgctc gtcgtcctct gcgcttttca gctggtggtc 60 

gccgccctgg agaggcaggt gtttgacttc ctgggctacc agtgggcgcc catcctggcc 120 

aactttgtcc acatcatcat cgtcatcctg ggactcttcg gcaccatcca gtaccggctg 180 

cgctatgtca tggtgtacac gctgtgggca gccgtctggg tcacctggaa cgtcttcatc 240 

atctgcttct acctggaagt cggtggcctc ttaaaggaca gcgagctact gaccttcagc 300 

ctctcccggc atcgctcctg gtggcgtgag cgctggccag gctgtctgca tgaggaggtg 360 

ccagcagtgg gcctcggggc cccccatggc caggccctgg tgtcaggtgc tggctgtgcc 420 

ctggagccca gctatgtgga ggccctacac agttgcctgc agatcctgat cgcgcttctg 480 

ggctttgtct gtggctgcca ggtggtcagc gtgtttacgg aggaagagga cagctttgat 540 

ttcattggtg gatttgatcc atttcctctc taccatgtca atgaaaagcc atccagtctc 600 

ttgtccaagc aggtgtactt gcctgcgtaa gtgaggaaac agctgatcct gctcctgtgg 660 

cctccagcct tcagcgaccg accagtgaca atgacaggag ctcccaggcc ttgggacgcg 720 

cccccaccca gcacccccca ggcggccggc agcacctgcc ctgggtttta agtactggac 780 

accagccagg gcggcagggc agtgccacgg ctggctgcag cgtcaagaga gtttgtaatt 840 

tcctttctct taaaaaaaaa aaaaaaaaaa 870 

<210> 10 

<211> 209 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Gly Ser cys Ser Gly Arg Cys Ala Leu val val Leu Cys Ala Phe 
15 10 15 

Gin Leu val val Ala Ala Leu Glu Arg Gin val Phe Asp Phe Leu Gly 
20 25 30 

Tyr Gin Trp Ala Pro lie Leu Ala Asn Phe val His lie lie lie val 
35 40 45 

lie Leu Gly Leu Phe Gly Thr lie Gin Tyr Arg Leu Arg Tyr val Met 
50 55 60 

Val Tyr Thr Leu Trp Ala Ala val Trp val Thr Trp Asn Val Phe lie 

65 70 75 80 

lie Cys Phe Tyr Leu Glu Val Gly Gly Leu Leu Lys Asp Ser Glu Leu 
85 90 95 

Leu Thr Phe Ser Leu ser Arg His Arg Ser Trp Trp Arg Glu Arg Trp 
100 105 110 

Pro Gly Cys Leu His Glu Glu Val Pro Ala Val Gly Leu Gly Ala Pro 
115 120 125 

His Gly Gin Ala Leu val ser Gly Ala Gly Cys Ala Leu Glu Pro Ser 
130 135 140 

Tyr Val Glu Ala Leu His Ser Cys Leu Gin lie Leu lie Ala Leu Leu 
145 150 155 160 

Gly Phe val cys Gly cys Gin val val Ser val Phe Thr Glu Glu Glu 
165 170 175 

Asp Ser Phe Asp Phe lie Gly Gly Phe Asp Pro Phe Pro Leu Tyr His 
180 185 190 

val Asn Glu Lys Pro Ser Ser Leu Leu Ser Lys Gin val Tyr Leu Pro 
195 200 205 
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<210> 11 

<211> 632 

<212> DNA 

<213> Homo sapiens 

<400> 11 

cgtcctctgc gcttttcagc tggtcgccgc cctggagagg caggtgtttg acttcctggg 60 
ctaccagtgg gcgcccatcc tggccaactt tgtccacatc atcatcgtca tcctgggact 120 
cttcggcacc atccagtacc ggctgcgcta tgtcatggtg tacacgctgt gggcagccgt 180 
ctgggtcacc tggaacgtct tcatcatctg cttctacctg gaagtcggtg gcctcttaaa 240 
ggacagcgag ctactgacct tcagcctctc ccggcatcgc tcctggtggc gtgagcgctg 300 
gccaggctgt ctgcatgagg aggtgccagc agtgggcctc ggggcccccc atggccaggc 360 
cctggtgtca ggtgctggct gtgccctgga gcccagctat gtggaggccc tacacagttg 420 
cctgcagatc ctgatcgcgc ttctgggctt tgtctgtggc tgccaggtgg tcagcgtgtt 480 
tacggaggaa gaggacagct ttgatttcat tggtggattt gatccatttc ctctctacca 540 
tgtcaatgaa aagccatcca gtctcttgtc caagcaggtg tacttgcctg cgtaagtgag 600 
gaaacagctg atcctgctcc tgtggcctcc ac 632 

<210> 12 

<211> 197 

<212> PRT 

<213> Homo sapiens 

<400> 12 

val Leu Cys Ala Phe Gin Leu val Ala Ala Leu Glu Arg Gin Val Phe 
15 10 15 

Asp Phe Leu Gly Tyr Gin Trp Ala Pro lie Leu Ala Asn Phe val His 
20 25 30 

lie lie lie val lie Leu Gly Leu Phe Gly Thr lie Gin Tyr Arg Leu 
35 40 45 

Arg Tyr Val Met val Tyr Thr Leu Trp Ala Ala Val Trp val Thr Trp 
50 55 60 

Asn val Phe lie lie Cys Phe Tyr Leu Glu val Gly Gly Leu Leu Lys 
65 70 75 80 

Asp Ser Glu Leu Leu Thr Phe Ser Leu Ser Arg His Arg ser Trp Trp 
85 90 ~ 95 

Arg Glu Arg Trp Pro Gly Cys Leu His Glu Glu Val Pro Ala Val Gly 
100 105 110 

Leu Gly Ala Pro His Gly Gin Ala Leu val Ser Gly Ala Gly Cys Ala 
115 120 125 

Leu Glu Pro Ser Tyr Val Glu Ala Leu His Ser cys Leu Gin lie Leu 
130 135 140 

lie Ala Leu Leu Gly Phe Val Cys Gly Cys Gin Val val Ser Val Phe 
145 150 155 160 

Thr Glu Glu Glu Asp Ser Phe Asp Phe lie Gly Gly Phe Asp Pro Phe 
165 170 175 

Pro Leu Tyr His val Asn Glu Lys Pro Ser Ser Leu Leu Ser Lys Gin 
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180 185 190 

val Tyr Leu Pro Ala 
195 

<210> 13 

<211> 909 

<212> DNA 

<213> Homo sapiens 

<400> 13 

ggccaccggc ctgatgaggg aagcaggggc agagcgctca ggccagccgg cgggggcact 60 
gcgcactggc cgcctccctc ctctggccaa tcctcctgcc gctgcgcgtc tagtccacct 120 
cgtccctctc tgcaggtcca ctaacccatc tgattaccgg atcctgcttg ggtatgacca 180 
gcaaagccat cccacagagc acagcaagca gatgacagtg aataagatca tggtgcacgc 240 
tgactataac gagttgcacc gcatggggag tgacatcacc ctgctgcagc tgcaccgtca 300 
tgtggaattc agctcccaca tcctccccgc ctgccttccg gaaccaacca cgtggctggc 360 
ccctgacagc tcctgctgga tatctggttg gggaatggtc accgaggatg tcttcctgcc 420 
tgagcccttc caacttcagg aggcagaggt cggtgtcatg gacaacactg tctgcggatc 480 
ctttttccag ccccagtacc ccggccagcc aagcagcagt gactacacca tccacgagga 540 
catgctgtgc gctggggacc tcataacagg aaaggccatt tgccgacgag actccagggg 600 
tcccctcgtc tgcccattaa atggcacctg gttcctgatg gggctgtcta gttggagcct 660 
cgactgctgc tcacccgtcg gtcccagggt cttcaccagg ctcccctact tcaccaactg 720 
gatcagccag aagaagaggg agagcacccc tccagatccc gccttggctc ctcctcagga 780 
aacaccccca gccctggaca gcatgacctc tcagggcatc gtccacaagc ccgggctctg 840 
cgcagccctt ctggctgctc acatgttcct cctgctgctg attctcctgg ggagcctgtg 900 
aagggccag 909 

<210> 14 

<211> 295 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Arg Glu Ala Gly Ala Glu Arg Ser Gly Gin Pro Ala Gly Ala Leu 
1 5 10 15 

Arg Thr Gly Arg Leu Pro Pro Leu Ala Asn Pro Pro Ala Ala Ala Arg 
20 25 30 

Leu Val His Leu Val Pro Leu Cys Arg Ser Thr Asn Pro Ser Asp Tyr 
35 40 45 

Arg lie Leu Leu Gly Tyr Asp Gin Gin ser His Pro Thr Glu His Ser 
50 55 60 

Lys Gin Met Thr val Asn Lys He Met val His Ala Asp Tyr Asn Glu 
65 70 75 80 

Leu His Arg Met Gly Ser Asp lie Thr Leu Leu Gin Leu His Arg His 
85 90 95 

val Glu Phe Ser ser His lie Leu Pro Ala Cys Leu Pro Glu Pro Thr 
100 105 110 

Thr Trp Leu Ala Pro Asp Ser Ser Cys Trp lie Ser Gly Trp Gly Met 
115 120 125 

Val Thr Glu Asp Val Phe Leu Pro Glu Pro Phe Gin Leu Gin Glu Ala 
130 135 140 
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Glu val Gly val Met Asp Asn Thr val Cys Gly ser Phe Phe Gin Pro 
145 150 155 160 

Gin Tyr Pro Gly Gin Pro Ser ser ser Asp Tyr Thr lie His Glu Asp 
165 170 175 

Met Leu Cys Ala Gly Asp Leu lie Thr Gly Lys Ala lie Cys Arg Arg 
180 185 190 

Asp Ser Arg Gly Pro Leu val Cys Pro Leu Asn Gly Thr Trp Phe Leu 
195 200 205 

Met Gly Leu Ser Ser Trp Ser Leu Asp Cys Cys Ser Pro Val Gly Pro 
210 215 220 

Arg val Phe Thr Arg Leu Pro Tyr Phe Thr Asn Trp lie Ser Gin Lys 

225 230 235 240 

Lys Arg Glu Ser Thr Pro Pro Asp Pro Ala Leu Ala Pro Pro Gin Glu 
245 250 255 

Thr Pro Pro Ala Leu Asp Ser Met Thr Ser Gin Gly lie Val His Lys 
260 265 270 

Pro Gly Leu Cys Ala Ala Leu Leu Ala Ala His Met Phe Leu Leu Leu 
275 280 285 

Leu lie Leu Leu Gly Ser Leu 
290 295 



<210> 15 

<211> 1628 

<212> DNA 

<213> Homo sapiens 

<400> 15 

atgaaccgga aagcgcggcg ctgcctgggc cacctctttc tcagcctggg catggtctgt 60 

ctcctagcat gtggcttcLc ctcagtggta gctctgggcg caacggtcat ctgtaacaag 120 

atcccaggcc tggctcccag acagcgggcg atctgccaga gccggcccga cgccatcatc 180 

gtcataggag aaggctcaca aatgggcctg gacgagtgtc agtttcagtt ccgcaatggc 240 

cgctggaact gctctgcact gggagagcgc accgtcttcg ggaaggagct caaagtgggg 300 

agccgggacg gtgcgttcac ctacgccatc attgccgccg gcgtggccca cgccatcaca 360 

gctgcctgta cccatggcaa cctgagcgac tgtggctgcg acaaagagaa gcaaggccag 420 

taccaccggg acgagggctg gaagtggggt ggctgctctg ccgacatccg ctacggcatc 480 

ggcttcgcca aggtcttcgt ggacgctcgg gagatcatga agaacgcgcg gcgcctcatg 540 

aacctgcata acaatgaggc cggcaggaag gttctagagg accggatgca gctggagtgc 600 

aagtgccacg gcgtgtctgg ctcctgcacc accaaaacct gctggaccac gctgcccaag 660 

ttccgagagg tgggccacct gctgaaggag aagtacaacg cggccgtgca ggtggaggtg 720 

gtgcgggcca gccgtctgcg gcagcccacc ttcctgcgca tcaaacagct gcgcagctat 780 

cgcaagccca tgaagacgga cctggtgtac atcgagaagt cgcccaacta ctgcgaggag 840 

gacccggtga ccggcagtgt gggcacgcag ggccgcgcct gcaacaagac ggctccccag 900 

gccagcggct gtgacctcat gtgctgtggg cgtggctaca acacccacca gtacgcccgc 960 

gtgtggcagt gcaactgtaa gttccactgg tgctgctatg tcaagtgcaa cacgtgcagc 1020 

gagcgcacgg agatgtacac gtgcaagtga gccccgtgtg cacaccaccc tcccgctgca 1080 

agtcagattg ctgggaggac tggaccgttt ccaagctgcg ggctccctgg caggatgctg 1140 

agcttgtctt ttctgctgag gagggtactt ttcctgggtt tcctgcaggc atccgtgggg 1200 

gaaaaaaaat ctctcagagc cctcaactat tctgttccac acccaatgct gctccaccct 1260 

cccccagaca cagcccaggt ccctccgcgg ctggagcgaa gccttctgca gcaggaactc 1320 

tggacccctg ggcctcatca cagcaatatt taacaattta ttctgataaa aataatatta 1380 

atttatttaa ttaaaaagaa ttcttccacc tcgtcgggat ccgttttctg caatcaaagt 1440 

ggactgcttg ctttcctagc aggatgattt tgttgctagg acaaggagcc gtgtagaagt 1500 

gtacataact attctttatg cagatatttc tactagctga ttttgcaggt acccaccttg 1560 
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cagcactaga tgtttaagta caagaggaga catcttttat gcatatatag atatacacac 1620 
acgaaaaa 1628 

<210> 16 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Asn Arg Lys Ala Arg Arg Cys Leu Gly His Leu Phe Leu Ser Leu 
15 10 15 

Gly Met val Cys Leu Leu Ala cys Gly Phe ser Ser val val Ala Leu 
20 25 30 

Gly Ala Thr val lie Cys Asn Lys lie Pro Gly Leu Ala Pro Arg Gin 
35 40 45 

Arg Ala lie Cys Gin Ser Arg Pro Asp Ala lie lie val lie Gly Glu 
50 ' 55 60 

Gly Ser Gin Met Gly Leu Asp Glu Cys Gin Phe Gin Phe Arg Asn Gly 
65 70 75 80 

Arg Trp Asn Cys Ser Ala Leu Gly Glu Arg Thr val Phe Gly Lys Glu 
85 90 95 

Leu Lys val Gly Ser Arg Asp Gly Ala Phe Thr Tyr Ala lie lie Ala 
100 105 110 

Ala Gly val Ala His Ala lie Thr Ala Ala Cys Thr His Gly Asn Leu 
115 120 125 

ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr His Arg Asp 
130 135 * 140 

Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg Tyr Gly lie 
145 150 155 160 

Gly Phe Ala Lys val Phe Val Asp Ala Arg Glu lie Met Lys Asn Ala 
165 170 175 

Arg Arg Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg Lys val Leu 
180 185 190 

Glu Asp Arg Met Gin Leu Glu Cys Lys Cys His Gly val Ser Gly Ser 
195 200 205 

Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Lys Phe Arg Glu Val 
210 215 220 

Gly His Leu Leu Lys Glu Lys Tyr Asn Ala Ala Val Gin val Glu val 
225 230 235 240 

Val Arg Ala Ser Arg Leu Arg Gin Pro Thr Phe Leu Arg lie Lys Gin 
245 250 255 

Leu Arg Ser Tyr Arg Lys Pro Met Lys Thr Asp Leu val Tyr lie Glu 
260 265 270 

Lys Ser Pro Asn Tyr cys Glu Glu Asp Pro val Thr Gly ser val Gly 
275 280 285 
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Thr Gin Gly Arg Ala Cys Asn Lys Thr Ala Pro Gin Ala Ser Gly Cys 
290 295 300 

Asp Leu Met Cys cys Gly Arg Gly Tyr Asn Thr His Gin Tyr Ala Arg 
305 310 315 320 

Val Trp Gin Cys Asn Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys 
325 330 335 

Asn Thr Cys Ser Glu Arg Thr Glu Met Tyr Thr Cys Lys 
340 345 

<210> 17 
<211> 966 
<212> DNA 

<213> Homo sapiens 
<400> 17 

agatctctgg gcgcaacggt catctgtaac aagatcccag gcctggctcc cagacagcgg 60 
gcgatctgcc agagccggcc cgacgccatc atcgtcatag gagaaggctc acaaatgggc 120 
ctggacgagt gtcagtttca gttccgcaat ggccgctgga actgctctgc actgggagag 180 
cgcaccgtct tcgggaagga gctcaaagtg gggagccggg aggctgcgtt cacctacgcc 240 
atcattgccg ccggcgtggc ccacgccatc acagctgcct gtacccaggg caacctgagc 300 
gactgtggct gcgacaaaga gaagcaaggc cagtaccacc gggacgaggg ctggaagtgg 360 
ggtggctgct ctgccgacat ccgctacggc atcggcttcg ccaaggtctt tgtggatgcc 420 
cgggagatca agcagaatgc ccggactctc atgaacttgc acaacaacga ggcaggccga 480 
aagatcctgg aggagaacat gaagctggaa tgtaagtgcc acggcgtgtc aggctcgtgc 540 
accaccaaga cgtgctggac cacactgcca cagtttcggg agctgggcta cgtgctcaag 600 
gacaagtaca acgaggccgt tcacgtggag cctgtgcgtg ccagccgcaa caagcggccc 660 
accttcctga agatcaagaa gccactgtcg taccgcaagc ccatggacac ggacctggtg 720 
tacatcgaga agtcgcccaa ctactgcgag gaggacccgg tgaccggcag tgtgggcacc 780 
cagggccgcg cctgcaacaa gacggctccc caggccagcg gctgtgacct catgtgctgt 840 
gggcgtggct acaacaccca ccagtacgcc cgcgtgtggc agtgcaactg taagttccac 900 
tggtgctgct atgtcaagtg caacacgtgc agcgagcgca cggagatgta cacgtgcaag 960 
ctcgag 966 

<210> 18 

<211> 322 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Arg ser Leu Gly Ala Thr val lie Cys Asn Lys lie Pro Gly Leu Ala 
15 10 15 

Pro Arg Gin Arg Ala lie Cys Gin Ser Arg Pro Asp Ala lie lie Val 
20 25 30 

lie Gly Glu Gly Ser Gin Met Gly Leu Asp Glu Cys Gin Phe Gin Phe 
35 40 45 

Arg Asn Gly Arg Trp Asn Cys Ser Ala Leu Gly Glu Arg Thr val Phe 
50 55 60 

Gly Lys Glu Leu Lys val Gly ser Arg Glu Ala Ala Phe Thr Tyr Ala 
65 70 ~ 75 80 

lie lie Ala Ala Gly val Ala His Ala lie Thr Ala Ala cys Thr Gin 
85 90 95 
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Gly Asn Leu Ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr 
100 105 110 

His Arg Asp Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg 
115 120 125 

Tyr Gly lie Gly Phe Ala Lys Val Phe val Asp Ala Arg Glu lie Lys 
130 135 140 

Gin Asn Ala Arg Thr Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg 
145 150 155 160 

Lys lie Leu Glu Glu Asn Met Lys Leu Glu Cys Lys Cys His Gly val 
165 170 175 

Ser Gly Ser Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Gin Phe 
180 185 190 

Arg Glu Leu Gly Tyr val Leu Lys Asp Lys Tyr Asn Glu Ala val His 
195 200 205 

Val Glu Pro val Arg Ala Ser Arg Asn Lys Arg Pro Thr Phe Leu Lys 
210 215 220 

lie Lys Lys Pro Leu Ser Tyr Arg Lys Pro Met Asp Thr Asp Leu Val 
225 230 235 240 

Tyr lie Glu Lys ser Pro Asn Tyr cys Glu Glu Asp Pro val Thr Gly 
245 250 255 

Ser val Gly Thr Gin Gly Arg Ala Cys Asn Lys Thr Ala Pro Gin Ala 
260 265 270 

Ser Gly Cys Asp Leu Met Cys Cys Gly Arg Gly Tyr Asn Thr His Gin 
275 280 285 

Tyr Ala Arg val Trp Gin Cys Asn Cys Lys Phe His Trp cys Cys Tyr 
290 295 300 

Val Lys Cys Asn Thr Cys Ser Glu Arg Thr Glu Met Tyr Thr Cys Lys 
305 310 315 320 



<210> 19 

<211> 3731 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gcaccctgtg tggccgcact gctccctctg gcccaaccat gcctctgtcc agccacctgc 60 
tgcccgcctt ggtcctgttc ctggcagcag ggtcctcagg ctgggcctgg gtccccaacc 120 
actgcaggag ccctggccag gccgtgtgca acttcgtgtg tgactgcagg gactgctcag 180 
atgaggccca gtgtggttac cacggggcct cgcccaccct gggcgccccc ttcgcctgtg 240 
acttcgagca ggacccctgc ggctggcggg acattagtac ctcaggctac agctggctcc 300 
gagacagggc aggggccgca ctggagggtc ctgggcctca ctcagaccac acactgggca 360 
ccgacttggg ctggtacatg gccgttggaa cccaccgagg gaaagaggca tccaccgcag 420 
ccctgcgctc gccaaccctg cgagaggcag cctcctcttg caagctgagg ctctggtacc 480 
acgcggcctc tggagatgtg gctgaactgc gggtggagct gacccatggc gcagagaccc 540 
tgaccctgtg gcagagcaca gggccctggg gccctggctg gcaggagttg gcagtgacca 600 
caggccgcat ccggggtgac ttccgagtga ccttctctgc cacccgaaat gccacccaca 660 
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ggggcgctgt ggctctagat gacctagagt 
ccaactgtcc cccgggacac caccactgcc 
tgtgcgacgg ggaagacaac tgcggggacc 
gccacatagc caccgacttt gagacaggcc 
cccggaacca ccgcgctggt ggtcctgagc 
ggaacagtgc acagggctcc ttcctggtct 
tctccagccc cgaattccaa gcctcaggca 
tctatcagta cctgagtggg tctgaggctg 
ggcccggcgc cccccgggcc cccgtcctgc 
cctgggtccg agaccgtgtt gacatccaga 
ggcagacagg cccggggggc gtcgtgggtc 
gaccagtctc ggaggtgtcc accctgcagc 
cccagcccct gccgcccagc tcgcggctcc 
gcggggacct gtgtgtgccc ccggaacaac 
gcgaggacga gcaggcctgt ggcaccacag 
aggacgccag cgtggggcgg ctgcagtggc 
ccagtgcagc tgctgctggg cacttcctgt 
ctgaggcccg ggtcctcaca cccctccttg 
tggcttatta tttacagagc cagccccgag 
gctcccggga gctggcatgg caggccctga 
aggtccttct aggggcccgc cgccggccct 
tggatggccc tgaccagcag ggagctgggg 
ccacagtgac caccgagaga gacagagagg 
gctggtaccc aggccacctc tcagacacac 
accacgacca caccacaggc caaggccact 
cctggggcca cagtgcccac ctgctctcca 
gtctcagctt ctggtaccac ctccatgggc 
gacgggaagg ggaggagaca cacctgtggt 
acgaggcctg ggccaccctt tcccaccagc 
tcgagggcct ccgggacgga taccacggca 
cgggcccctg ctgggcccct aattactgct 
ctggaggcca aggtctctgg aggcggcagg 
ccccaacaga ccataccact gagacagccc 
cagacgcact accccggggc cagacggcct 
cccagcctgc ttgtctgacc ttctggtacc 
gggtctacct ggaggagcgc gggaggcacc 
ttgcctggcg cctgggcagc atggacgtgc 
aggcagtggc cgcaggcgtg gcacactcct 
acgggccctg ccctcagcca ggttcctgtg 
acctggcctg gcccggcctg ggcggataca 
ctcgttaccc ccagccccct gtggaccaca 
tctttgaaac tggcgtgctg ggccccgggg 
tgccggccac cccagcctcc tgcctccgct 
tctacaaggg ggagctgaag gtactgctgc 
gcgcaggcgg gcatcggcgg caccagtggc 
aggagttcca gatcgtgttt gaagccactc 
ccctggatga cgtggagtat ctggctgggc 
ggaacacagc cgcacccggg tctgtgccag 
tgctcctggt gctgctggga cttgggggac 
ccttccagag caacacagag gccacagccc 
atggtgtcac cctcccggca tctgtcacca 
cgcttcctca c 



<210> 20 

<211> 1220 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Pro Leu Ser Ser His Leu Leu 
1 5 
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tctgggactg tggtctgccc accccccagg 720 
agaacaaggt ctgcgtggag ccccagcagc 780 
tgtctgatga gaacccactc acctgtggcc 840 
tgggcccatg gaaccgctcg gaaggctggt 900 
gcccctcctg gccacgccgt gaccacagcc 960 
ccgtggccga gcctggcacc cctgctatac 1020 
cctccaactg ctcggtgaga tggctggtct 1080 
gctgcctcca gctgttcctg cagactctgg 1140 
tgcggaggcg ccgaggggag ctggggaccg 1200 
gcgcctaccc cttccagatc ctcctggccg 1260 
tggacgacct catcctgtct gaccactgca 1320 
cgctgcctcc tgggccccgg gccccagccc 1380 
aggattcctg caagcagggg catcttgcct 1440 
tgtgtgactt cgaggagcag tgcgcagggg 1500 
actttgagtc ccccgaggct gggggctggg 1560 
ggcgtgtctc agcccaggag agccaggggt 1620 
ctctgcagcg ggcctggggg cagctaggcg 1680 
gcccttctgg ccccagctgt gaactccacc 1740 
gcttcctggc actagttgtg gtggacaacg 1800 
gcagcagtgc aggcatctgg aaggtggaca 1860 
tccggctgga gtttgtcggt ttggtggact 1920 
tggacaacgt gaccctgagg gactgtagcc 1980 
tctcctgtaa ctttgagcgg gacacatgca 2040 
actggcgctg ggtggagagc cgcggccctg 2100 
ttgtgctcct ggaccccaca gaccccctgg 2160 
ggccccaggt gccagcagca cccacggagt 2220 
cccagattgg gactctgcgc ctagccatga 2280 
cgcggtcagg cacccagggc aaccgctggc 2340 
ctggctccca tgcccagtac cagctgctgt 2400 
ccatggcgct ggacgatgtg gccgtgcggc 2460 
cctttgagga ctcagactgc ggcttctccc 2520 
ccaatgcctc gggccatgct gcctggggcc 2580 
aagggcacta catggtggtg gacacaagcc 2640 
ccctgacctc caaggagcac aggcccctgg 2700 
acgggagcct ccgcagccca ggcaccctgc 2760 
aggtgctcag cctcagtgcc cacggcgggc 2820 
aggccgagcg agcctggagg gtggtgtttg 2880 
acgtggctct ggatgatctg ctcctccagg 2940 
attttgagtc tggcctgtgt ggctggagcc 3000 
gctgggactg gggcggggga gccaccccct 3060 
ccctgggcac agaggcaggc cactttgcct 3120 
gccgggccgc ctggctgcgc agcgagcctc 3180 
tctggtacca catgggtttt cctgagcact 3240 
acagtgctca gggccagctg gctgtgtggg 3300 
tggaggccca ggtggaggta gccagtgcca 3360 
tgggcggcca gccagccctg gggcccattg 3420 
agcattgcca gcagcctgcc cccagcccgg 3480 
ctgtggttgg cagtgccctc ctattgctca 3540 
ggcgctggct gcagaagaag gggagctgcc 3600 
ctggctttga caacatcctt ttcaatgcgg 3660 
gtgatccgta gaccacccca gacaaggccc 3720 



Ala Leu val Leu Phe Leu Ala 
10 15 
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Ala Gly ser Ser Gly Trp Ala Trp val Pro Asn His Cys Arg Ser Pro 
20 25 30 

Gly Gin Ala val cys Asn Phe val cys Asp Cys Arg Asp cys Ser Asp 
35 40 45 

Glu Ala Gin cys Gly Tyr His Gly Ala Ser Pro Thr Leu Gly Ala Pro 
50 55 60 

Phe Ala cys Asp Phe Glu Gin Asp Pro cys Gly Trp Arg Asp lie Ser 
65 70 75 80 

Thr Ser Gly Tyr Ser Trp Leu Arg Asp Arg Ala Gly Ala Ala Leu Glu 
85 90 95 

Gly Pro Gly Pro His Ser Asp His Thr Leu Gly Thr Asp Leu Gly Trp 
100 105 110 

Tyr Met Ala Val Gly Thr His Arg Gly Lys Glu Ala Ser Thr Ala Ala 
115 120 125 

Leu Arg Ser Pro Thr Leu Arg Glu Ala Ala Ser Ser Cys Lys Leu Arg 
130 135 140 

Leu Trp Tyr His Ala Ala Ser Gly Asp val Ala Glu Leu Arg val Glu 
145 150 155 160 

Leu Thr His Gly Ala Glu Thr Leu Thr Leu Trp Gin Ser Thr Gly Pro 
165 170 175 

Trp Gly Pro Gly Trp Gin Glu Leu Ala Val Thr Thr Gly Arg lie Arg 
180 185 190 

Gly Asp Phe Arg val Thr Phe Ser Ala Thr Arg Asn Ala Thr His Arg 
195 200 205 

Gly Ala val Ala Leu Asp Asp Leu Glu Phe Trp Asp Cys Gly Leu Pro 
210 215 220 

Thr Pro Gin Ala Asn Cys Pro Pro Gly His His His Cys Gin Asn Lys 
225 230 235 240 

val Cys Val Glu Pro Gin Gin Leu Cys Asp Gly Glu Asp Asn Cys Gly 
245 250 255 

Asp Leu Ser Asp Glu Asn Pro Leu Thr Cys Gly Arg His lie Ala Thr 
260 265 270 

Asp Phe Glu Thr Gly Leu Gly Pro Trp Asn Arg Ser Glu Gly Trp Ser 
275 ' 280 285 

Arg Asn His Arg Ala Gly Gly Pro Glu Arg Pro Ser Trp Pro Arg Arg 
290 295 300 

Asp His Ser Arg Asn Ser Ala Gin Gly Ser Phe Leu Val Ser Val Ala 
305 310 315 320 

Glu Pro Gly Thr Pro Ala lie Leu Ser ser Pro Glu Phe Gin Ala Ser 
325 330 335 

Gly Thr Ser Asn Cys Ser Val Arg Trp Leu val Phe Tyr Gin Tyr Leu 
340 345 350 
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ser Gly Ser Glu Ala Gly cys Leu Gin Leu Phe Leu Gin Thr Leu Gly 
355 360 365 

Pro Gly Ala Pro Arg Ala Pro Val Leu Leu Arg Arg Arg Arg Gly Glu 
370 375 380 

Leu Gly Thr Ala Trp val Arg Asp Arg val Asp lie Gin Ser Ala Tyr 
385 390 395 400 

Pro Phe Gin lie Leu Leu Ala Gly Gin Thr Gly Pro Gly Gly Val Val 
405 410 415 

Gly Leu Asp Asp Leu lie Leu Ser Asp His Cys Arg Pro val Ser Glu 
420 425 430 

Val Ser Thr Leu Gin Pro Leu Pro Pro Gly Pro Arg Ala Pro Ala Pro 
435 440 445 

Gin Pro Leu Pro Pro Ser Ser Arg Leu Gin Asp Ser cys Lys Gin Gly 
450 455 460 

His Leu Ala Cys Gly Asp Leu Cys val Pro Pro Glu Gin Leu Cys Asp 
465 470 475 480 

Phe Glu Glu Gin Cys Ala Gly Gly Glu Asp Glu Gin Ala Cys Gly Thr 
485 490 495 

Thr Asp Phe Glu Ser Pro Glu Ala Gly Gly Trp Glu Asp Ala Ser val 
500 505 510 

Gly Arg Leu Gin Trp Arg Arg val Ser Ala Gin Glu ser Gin Gly Ser 
515 520 525 

Ser Ala Ala Ala Ala Gly His Phe Leu Ser Leu Gin Arg Ala Trp Gly 
530 535 540 

Gin Leu Gly Ala Glu Ala Arg val Leu Thr Pro Leu Leu Gly Pro Ser 

545 550 555 560 

Gly Pro Ser cys Glu Leu His Leu Ala Tyr Tyr Leu Gin Ser Gin Pro 
565 570 575 

Arg Gly Phe Leu Ala Leu val val val Asp Asn Gly Ser Arg Glu Leu 
580 585 590 

Ala Trp Gin Ala Leu Ser Ser Ser Ala Gly lie Trp Lys Val Asp Lys 
595 600 605 

val Leu Leu Gly Ala Arg Arg Arg Pro Phe Arg Leu Glu Phe val Gly 
610 " 615 620 

Leu Val Asp Leu Asp Gly Pro Asp Gin Gin Gly Ala Gly Val Asp Asn 
625 630 635 640 

Val Thr Leu Arg Asp Cys ser Pro Thr val Thr Thr Glu Arg Asp Arg 
645 650 655 

Glu val Ser cys Asn Phe Glu Arg Asp Thr Cys Ser Trp Tyr Pro Gly 
660 665 670 

His Leu Ser Asp Thr His Trp Arg Trp val Glu Ser Arg Gly Pro Asp 
675 680 685 
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His Asp His Thr Thr Gly Gin Gly His Phe val Leu Leu Asp Pro Thr 
690 695 700 

Asp Pro Leu Ala Trp Gly His Ser Ala His Leu Leu Ser Arg Pro Gin 
705 710 715 720 

val Pro Ala Ala Pro Thr Glu Cys Leu ser Phe Trp Tyr His Leu His 
725 730 735 

Gly Pro Gin lie Gly Thr Leu Arg Leu Ala Met Arg Arg Glu Gly Glu 
740 745 750 

Glu Thr His Leu Trp Ser Arg Ser Gly Thr Gin Gly Asn Arg Trp His 
755 760 765 

Glu Ala Trp Ala Thr Leu Ser His Gin Pro Gly Ser His Ala Gin Tyr 
770 775 780 

Gin Leu Leu Phe Glu Gly Leu Arg Asp Gly Tyr His Gly Thr Met Ala 
785 790 795 800 

Leu Asp Asp val Ala Val Arg Pro Gly Pro Cys Trp Ala Pro Asn Tyr 
805 810 815 

Cys Ser Phe Glu Asp Ser Asp Cys Gly Phe Ser Pro Gly Gly Gin Gly 
820 825 830 

Leu Trp Arg Arg Gin Ala Asn Ala Ser Gly His Ala Ala Trp Gly Pro 
835 840 845 

Pro Thr Asp His Thr Thr Glu Thr Ala Gin Gly His Tyr Met val val 
850 855 860 

Asp Thr Ser Pro Asp Ala Leu Pro Arg Gly Gin Thr Ala Ser Leu Thr 
865 870 875 880 

Ser Lys Glu His Arg Pro Leu Ala Gin Pro Ala Cys Leu Thr Phe Trp 

885 890 895 

Tyr His Gly Ser Leu Arg Ser Pro Gly Thr Leu Arg val Tyr Leu Glu 
900 905 910 

Glu Arg Gly Arg His Gin Val Leu Ser Leu Ser Ala His Gly Gly Leu 
915 920 925 

Ala Trp Arg Leu Gly Ser Met Asp val Gin Ala Glu Arg Ala Trp Arg 
930 935 940 

Val val Phe Glu Ala Val Ala Ala Gly val Ala His Ser Tyr val Ala 
945 950 955 960 

Leu Asp Asp Leu Leu Leu Gin Asp Gly Pro Cys Pro Gin Pro Gly Ser 
965 970 975 

Cys Asp Phe Glu Ser Gly Leu Cys Gly Trp Ser His Leu Ala Trp Pro 
980 ' 985 990 

Gly Leu Gly Gly Tyr ser Trp Asp Trp Gly Gly Gly Ala Thr Pro Ser 
995 1000 1005 

Arg Tyr Pro Gin Pro Pro val Asp His Thr Leu Gly Thr Glu Ala Gly 
1010 1015 1020 
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His Phe Ala Phe Phe Glu Thr Gly val Leu Gly Pro Gly Gly Arg Ala 
1025 1030 ' 1035 1040 

Ala Trp Leu Arg Ser Glu Pro Leu Pro Ala Thr Pro Ala Ser Cys Leu 
1045 1050 1055 

Arg Phe Trp Tyr His Met Gly Phe Pro Glu His Phe Tyr Lys Gly Glu 
1060 1065 1070 

Leu Lys val Leu Leu His Ser Ala Gin Gly Gin Leu Ala val Trp Gly 
1075 1080 1085 

Ala Gly Gly His Arg Arg His Gin Trp Leu Glu Ala Gin val Glu val 
1090 1095 1100 

Ala Ser Ala Lys Glu Phe Gin lie val Phe Glu Ala Thr Leu Gly Gly 
1105 1110 1115 1120 

Gin Pro Ala Leu Gly Pro lie Ala Leu Asp Asp Val Glu Tyr Leu Ala 
1125 1130 1135 

Gly Gin His Cys Gin Gin Pro Ala Pro Ser Pro Gly Asn Thr Ala Ala 
1140 1145 1150 

Pro Gly Ser Val Pro Ala val val Gly ser Ala Leu Leu Leu Leu Met 
1155 1160 1165 

Leu Leu val Leu Leu Gly Leu Gly Gly Arg Arg Trp Leu Gin Lys Lys 
1170 1175 1180 

Gly Ser Cys Pro Phe Gin Ser Asn Thr Glu Ala Thr Ala Pro Gly Phe 
1185 1190 1195 1200 

Asp Asn lie Leu Phe Asn Ala Asp Gly val Thr Leu Pro Ala Ser val 
1205 1210 1215 

Thr Ser Asp Pro 
1220 



<210> 21 
<211> 2762 
<212> DNA 

<213> Homo sapiens 
<400> 21 

ctatgggctg gaggccccgg agagctcggg ggaccccgtt gctgctgctg ctactactgc 60 
tgctgctctg gccagtgcca ggcgccgggg tgcttcaagg acatatccct gggcagccag 120 
tcaccccgca ctgggtcctg gatggacaac cctggcgcac cgtcagcctg gaggagccgg 180 
tctcgaagcc agacatgggg ctggtggccc tggaggctga aggccaggag ctcctgcttg 240 
agctggagaa gaaccacagg ctgctggccc caggatacat agaaacccac tacggcccag 300 
atgggcagcc agtggtgctg gcccccaacc acacggatca ttgccactac caagggcgag 360 
taaggggctt ccccgactcc tgggtagtcc tctgcacctg ctctgggatg agtggcctga 420 
tcaccctcag caggaatgcc agctattatc tgcgtccctg gccaccccgg ggctccaagg 480 
acttctcaac ccacgagatc tttcggatgg agcagctgct cacctggaaa ggaacctgtg 540 
gccacaggga tcctgggaac aaagcgggca tgaccagcct tcctggtggt ccccagagca 600 
ggggcaggcg agaagcgcgc aggacccgga agtacctgga actgtacatt gtggcagacc 660 
acaccctgtt cttgactcgg caccgaaact tgaaccacac caaacagcgt ctcctggaag 720 
tcgccaacta cgtggaccag cttctcagga ctctggacat tcaggtggcg ctgaccggcc 780 
tggaggtgtg gaccgagcgg gaccgcagcc gcgtcacgca ggacgccaac gccacgctct 840 
gggccttcct gcagtggcgc cgggggctgt gggcgcagcg gccccacgac tccgcgcagc 900 
tgctcacggg ccgcgccttc cagggcgcca cagtgggcct ggcgcccgtc gagggcatgt 960 
gccgcgccga gagctcggga ggcgtgagca cggaccactc ggagctcccc atcggcgccg 1020 
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cagccaccat ggcccatgag atcggccaca gcctcggcct cagccacgac cccgacggct 1080 
gctgcgtgga ggctgcggcc gagtccggag gctgcgtcat ggctgcggcc accgggcacc 1140 
cgtttccgcg cgtgttcagc gcctgcagcc gccgccagct gcgcgccttc ttccgcaagg 1200 
ggggcggcgc ttgcctctcc aatgccccgg accccggact cccggtgccg ccggcgctct 1260 
gcgggaacgg cttcgtggaa gcgggcgagg agtgtgactg cggccctggc caggagtgcc 1320 
gcgacctctg ctgctttgct cacaactgct cgctgcgccc gggggcccag tgcgcccacg 1380 
gggactgctg cgtgcgctgc ctgctgaagc cggctggagc gctgtgccgc caggccatgg 1440 
gtgactgtga cctccctgag ttttgcacgg gcacctcctc ccactgtccc ccagacgttt 1500 
acctactgga cggctcaccc tgtgccaggg gcagtggcta ctgctgggat ggcgcatgtc 1560 
ccacgctgga gcagcagtgc cagcagctct gggggcctgg ctcccaccca gctcccgagg 1620 
cctgtttcca ggtggtgaac tctgcgggag atgctcatgg aaactgcggc caggacagcg 1680 
agggccactt cctgccctgt gcagggaggg atgccctgtg tgggaagctg cagtgccagg 1740 
gtggaaagcc cagcctgctc gcaccgcaca tggtgccagt ggactctacc gttcacctag 1800 
atggccagga agtgacttgt cggggagcct tggcactccc cagtgcccag ctggacctgc 1860 
ttggcctggg cctggtagag ccaggcaccc agtgtggacc tagaatggtg tgccagagca 1920 
ggcgctgcag gaagaatgcc ttccaggagc ttcagcgctg cctgactgcc tgccacagcc 1980 
acggggtttg caatagcaac cataactgcc actgtgctcc aggctgggct ccacccttct 2040 
gtgacaagcc aggctttggt ggcagcatgg acagtggccc tgtgcaggct gaaaaccatg 2100 
acaccttcct gctggccatg ctcctcagcg tcctgctgcc tctgctccca ggggccggcc 2160 
tggcctggtg ttgctaccga ctcccaggag cccatctgca gcgatgcagc tggggctgca 2220 
gaagggaccc tgcgtgcagt ggccccaaag atggcccaca cagggaccac cccctgggcg 2280 
gcgttcaccc catggagttg ggccccacag ccactggaca gccctggccc ctggccccag 2340 
gggctcctgc tgaccatatt cacaacattt accctccacc atttctccca gaccctgaga 2400 
actctcatga gcccagcagc caccctgaga agcctctgcc agcagtctcg cctgaccccc 2460 
aaggtggttc ccttgcagcc tggggcccca gtcctttagg ggacaacata tcctcctcat 2520 
tctcagcaga tcaagtccag atgccaagat cctgcctctg tggcgaaccc tggggaggcc 2580 
acgtgggaag gaaagagggc tctaagaggg gaggccccag actgggggag aggcctgtct 2640 
ggagcccagg atcacctggc tgtgctgcag aactggagaa gagaagctca gcagaaagga 2700 
gctggcatgg ggccaacagc agaaaagcag gaggcacgca gaagtgactg ggaagcagga 2760 
gg 2762 



<210> 22 
<211> 914 
<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro val Pro Gly Ala Gly val Leu Gin 
20 25 30 

Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp val Leu Asp Gly 
35 40 45 

Gin Pro Trp Arg Thr val Ser Leu Glu Glu Pro Val ser Lys Pro Asp 
50 55 60 

Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 
65 70 75 80 

Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 
85 90 95 

Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arg val Arg Gly Phe Pro Asp ser Trp Val 
115 120 125 

val Leu Cys Thr Cys Ser Gly Met ser Gly Leu lie Thr Leu ser Arg 
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130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 .185 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu 
210 215 220 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu val 
225 230 235 240 

Ala Asn Tyr val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin val Ala 
245 250 255 

Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg ser Arg val Thr 
260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arq Arq Gly 
275 280 285 

Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 
290 295 300 

Ala Phe Gin Gly Ala Thr val Gly Leu Ala Pro val Glu Gly Met Cys 
305 310 315 320 

Arg Ala Glu Ser Ser Gly Gly val Ser Thr Asp His ser Glu Leu Pro 
325 330 335 

lie Gly Ala Ala Ala Thr Met Ala His Glu lie Gly His ser Leu Gly 
340 345 350 

Leu ser His Asp Pro Asp Gly cys Cys val Glu Ala Ala Ala Glu Ser 
355 360 365 

Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg val 
370 375 380 

Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arq Lys Gly 
385 390 395 400 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro 
405 410 " 415 

pro Ala Leu cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 
450 455 460 

Arg cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
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465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr ser ser His Cys Pro 
485 490 495 

Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 
500 505 510 

Tyr cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala cys Phe Gin val 
530 535 540 

val Asn Ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu 
545 550 555 560 

Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu cys Gly Lys Leu 
565 570 575 

Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val Pro 
580 585 590 

Val Asp Ser Thr Val His Leu Asp Gly Gin Glu val Thr cys Arq Gly 
595 600 605 

Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 
610 615 620 

val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val cys Gin Ser Arg 
625 630 635 640 

Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala 
645 650 655 

Cys His Ser His Gly val Cys Asn Ser Asn His Asn Cys His Cys Ala 
660 665 670 

Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser 
675 680 685 

Met Asp Ser Gly Pro val Gin Ala Glu Asn His Asp Thr Phe Leu Leu 
690 695 700 

Ala Met Leu Leu Ser val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu 
705 710 715 720 

Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys Ser 
725 730 735 

Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly Pro 
740 745 750 

His Arg Asp His Pro Leu Gly Gly Val His Pro Met Glu Leu Gly Pro 
755 760 765 

Thr Ala Thr Gly Gin Pro Trp Pro Leu Ala Pro Gly Ala Pro Ala Asp 
770 775 780 

His He His Asn lie Tyr pro Pro Pro Phe Leu Pro Asp Pro Glu Asn 
785 790 795 800 

Ser His Glu Pro Ser Ser His Pro Glu Lys Pro Leu Pro Ala val Ser 
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805 810 815 

Pro Asp Pro Gin Gly Gly Ser Leu Ala Ala Trp Gly Pro Ser Pro Leu 
820 825 830 

Gly Asp Asn lie Ser Ser Ser Phe Ser Ala Asp Gin Val Gin Met Pro 
835 840 845 

Arg Ser Cys Leu Cys Gly Glu Pro Trp Gly Gly His Val Gly Arg Lys 
850 855 860 

Glu Gly Ser Lys Arg Gly Gly Pro Arg Leu Gly Glu Arg Pro val Trp 
865 870 875 " 880 

Ser Pro Gly Ser Pro Gly Cys Ala Ala Glu Leu Glu Lys Arg Ser Ser 
885 890 895 

Ala Glu Arg Ser Trp His Gly Ala Asn Ser Arg Lys Ala Gly Gly Thr 
900 905 910 

Gin Lys 



<210> 23 

<211> 2705 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ctatgggctg gaggccccgg agagctcggg ggaccccgtt gctgctgctg ctactactgc 60 
tgctgctctg gccagtgcca ggcgccgggg tgcttcaagg acatatccct gggcagccag 120 
tcaccccgca ctgggtcctg gatggacaac cctggcgcac cgtcagcctg gaggagccgg 180 
tctcgaagcc agacatgggg ctggtggccc tggaggctga aggccaggag ctcctgcttg 240 
agctggagaa gaaccacagg ctgctggccc caggatacat agaaacccac tacggcccag 300 
atgggcagcc agtggtgctg gcccccaacc acacggatca ttgccactac caagggcgag 360 
taaggggctt ccccgactcc tgggtagtcc tctgcacctg ctctgggatg agtggcctga 420 
tcaccctcag caggaatgcc agctattatc tgcgtccctg gccaccccgg ggctccaagg 480 
acttctcaac ccacgagatc tttcggatgg agcagctgct cacctggaaa ggaacctgtg 540 
gccacaggga tcctgggaac aaagcgggca tgaccagcct tcctggtggt ccccagagca 600 
ggggcaggcg agaagcgcgc aggacccgga agtacctgga actgtacatt gtggcagacc 660 
acaccctgtt cttgactcgg caccgaaact tgaaccacac caaacagcgt ctcctggaag 720 
tcgccaacta cgtggaccag cttctcagga ctctggacat tcaggtggcg ctgaccggcc 780 
tggaggtgtg gaccgagcgg gaccgcagcc gcgtcacgca ggacgccaac gccacgctct 840 
gggccttcct gcagtggcgc cgggggctgt gggcgcagcg gccccacgac tccgcgcagc 900 
tgctcacggg ccgcgccttc cagggcgcca cagtgggcct ggcgcccgtc gagggcatgt 960 
gccgcgccga gagctcggga ggcgtgagca cggaccactc ggagctcccc atcggcgccg 1020 
cagccaccat ggcccatgag atcggccaca gcctcggcct cagccacgac cccgacggct 1080 
gctgcgtgga ggctgcggcc gagtccggag gctgcgtcat ggctgcggcc accgggcacc 1140 
cgtttccgcg cgtgttcagc gcctgcagcc gccgccagct gcgcgccttc ttccgcaagg 1200 
ggggcggcgc ttgcctctcc aatgccccgg accccggact cccggtgccg ccggcgctct 1260 
gcgggaacgg cttcgtggaa gcgggcgagg agtgtgactg cggccctggc caggagtgcc 1320 
gcgacctctg ctgctttgct cacaactgct cgctgcgccc gggggcccag tgcgcccacg 1380 
gggactgctg cgtgcgctgc ctgctgaagc cggctggagc gctgtgccgc caggccatgg 1440 
gtgactgtga cctccctgag ttttgcacgg gcacctcctc ccactgtccc ccagacgttt 1500 
acctactgga cggctcaccc tgtgccaagg gcagtggcta ctgctgggat ggcgcatgtc 1560 
ccacgctgga gcagcagtgc cagcagctct gggggcctgg ctcccaccca gctcccgagg 1620 
cctgtttcca ggtggtgaac tctgcgggag atgctcatgg aaactgcggc caggacagcg 1680 
agggccactt cctgccctgt gcagggaggg atgccctgtg tgggaagctg cagtgccagg 1740 
gtggaaagcc cagcctgctc gcaccgcaca tggtgccagt ggactctacc gttcacctag 1800 
atggccagga agtgacttgt cggggagcct tggcactccc cagtgcccag ctggacctgc 1860 
ttggcctggg cctggtagag ccaggcaccc agtgtggacc tagaatggtg tgccagagca 1920 
ggcgctgcag gaagaatgcc ttccaggagc ttcagcgctg cctgactgcc tgccacagcc 1980 
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acggggtttg caatagcaac cataactgcc actgtgctcc aggctgggct ccacccttct 2040 

gtgacaagcc aggctttggt ggcagcatgg acagtggccc tgtgcaggct gaaaaccatg 2100 

acaccttcct gctggccatg ctcctcagcg tcctgctgcc tctgctccca ggcgccggcc 2160 

tggcctggtg ttgctaccga ctcccaggag cccatctgca gcgatgcagc tggggctgca 2220 

gaagggaccc tgcgtgcagt ggccccaaag atggcccaca cagagaccac cccctgggcg 2280 

gcgttcaccc catggagttg ggccccacag ccactggaca gccctggccc ctggaccctg 2340 

agaactctca tgagcccagc agccaccctg agaagcctct gccagcagtc tcgcctgacc 2400 

cccaaggtgg ttcccttgca gcctggggcc ccagtccttt aggggacaac atatcctcct 2460 

cattctcagc agatcaagtc cagatgccaa gatcctgcct ctgtggcgaa ccctggggag 2520 

gccacgtggg aaggaaagag ggctctaaga ggggaggccc cagactgggg gagaggcctg 2580 

tctggagccc aggatcacct ggctgtgctg cagaactgga gaagagaagc tcagcagaaa 2640 

ggagctggca tggggccaac agcagaaaag caggaggcac gcagaagtga ctgggaagca 2700 

ggagg 2705 

<210> 24 

<211> 895 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro val Pro Gly Ala Gly Val Leu Gin 
20 25 30 

Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp val Leu Asp Gly 
35 40 45 

Gin Pro Trp Arg Thr val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 
50 55 60 

Met Gly Leu val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 
65 70 75 80 

Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 

85 90 95 

Tyr Gly Pro Asp Gly Gin Pro val val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp Val 
115 120 125 

Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 
130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 185 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie val Ala Asp His Thr Leu Phe Leu 
210 215 220 
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Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 
225 230 235 240 

Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala 
245 250 255 

Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val Thr 
260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 

275 280 285 

Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 
290 295 300 

Ala Phe Gin Gly Ala Thr val Gly Leu Ala Pro val Glu Gly Met Cys 
305 310 315 320 

Arg Ala Glu Ser Ser Gly Gly val Ser Thr Asp His Ser Glu Leu Pro 
325 330 335 

lie Gly Ala Ala Ala Thr Met Ala His Glu He Gly His Ser Leu Gly 
340 345 350 

Leu Ser His Asp Pro Asp Gly Cys Cys val Glu Ala Ala Ala Glu Ser 
355 360 365 

Gly Gly Cys val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg val 
370 375 380 

Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 
385 390 395 400 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro 
405 410 415 

Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys val 
450 455 460 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu cys Arg Gin Ala Met Gly 
465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 
485 490 495 

Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Lys Gly Ser Gly 
500 505 510 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala cys Phe Gin val 
530 535 540 

val Asn Ser Ala Gly Asp Ala His Gly Asn cys Gly Gin Asp Ser Glu 
545 550 555 560 
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Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu 
565 570 575 

Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val Pro 
580 585 590 

val Asp Ser Thr val His Leu Asp Gly Gin Glu val Thr Cys Arg Gly 
595 600 605 

Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 
610 615 620 

val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val cys Gin Ser Arg 
625 630 635 640 

Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg cys Leu Thr Ala 
645 650 655 

Cys His Ser His Gly Val Cys Asn Ser Asn His Asn cys His Cys Ala 
660 665 670 

Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser 
675 680 685 

Met Asp Ser Gly Pro val Gin Ala Glu Asn His Asp Thr Phe Leu Leu 
690 695 700 

Ala Met Leu Leu Ser val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu 
705 710 715 720 

Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys Ser 
725 730 735 

Trp Gly Cys Arg Arg Asp Pro Ala Cys ser Gly Pro Lys Asp Gly Pro 
740 745 750 

His Arg Asp His Pro Leu Gly Gly val His Pro Met Glu Leu Gly Pro 

755 760 765 

Thr Ala Thr Gly Gin Pro Trp Pro Leu Asp Pro Glu Asn ser His Glu 

770 775 780 

Pro Ser Ser His Pro Glu Lys Pro Leu Pro Ala val ser Pro Asp Pro 
785 790 795 800 

Gin Gly Gly Ser Leu Ala Ala Trp Gly Pro Ser Pro Leu Gly Asp Asn 
805 810 815 

lie Ser Ser Ser Phe Ser Ala Asp Gin val Gin Met Pro Arg Ser Cys 
820 825 830 

Leu Cys Gly Glu Pro Trp Gly Gly His val Gly Arg Lys Glu Gly Ser 
835 840 845 

Lys Arg Gly Gly Pro Arg Leu Gly Glu Arg Pro Val Trp Ser Pro Gly 
850 855 860 

Ser Pro Gly Cys Ala Ala Glu Leu Glu Lys Arg ser ser Ala Glu Arg 
865 ' 870 875 880 

Ser Trp His Gly Ala Asn Ser Arg Lys Ala Gly Gly Thr Gin Lys 
885 890 895 
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<210> 25 

<211> 2642 

<212> DNA 

<213> Homo sapiens 

<400> 25 

ctatgggctg gaggccccgg agagctcggg ggaccccgtt gctgctgctg ctactactgc 60 
tgctgctctg gccagtgcca ggcgccgggg tgcttcaagg acatatccct gggcagccag 120 
tcaccccgca ctgggtcctg gatggacaac cctggcgcac cgtcagcctg gaggagccgg 180 
tctcgaagcc agacatgggg ctggtggccc tggaggctga aggccaggag ctcctgcttg 240 
agctggagaa gaaccacagg ctgctggccc caggatacat agaaacccac tacggcccag 300 
atgggcagcc agtggtgctg gcccccaacc acacggatca ttgccactac caagggcgag 360 
taaggggctt ccccgactcc tgggtagtcc tctgcacctg ctctgggatg agtggcctga 420 
tcaccctcag caggaatgcc agctattatc tgcgtccctg gccaccccgg ggctccaagg 480 
acttctcaac ccacgagatc tttcggatgg agcagctgct cacctggaaa ggaacctgtg 540 
gccacaggga tcctgggaac aaagcgggca tgaccagcct tcctggtggt ccccagagca 600 
ggggcaggcg agaagcgcgc aggacccgga agtacctgga actgtacatt gtggcagacc 660 
acaccctgtt cttgactcgg caccgaaact tgaaccacac caaacagcgt ctcctggaag 720 
tcgccaacta cgtggaccag cttctcagga ctctggacat tcaggtggcg ctgaccggcc 780 
tggaggtgtg gaccgagcgg gaccgcagcc gcgtcacgca ggacgccaac gccacgctct 840 
gggccttcct gcagtggcgc cgggggctgt gggcgcagcg gccccacgac tccgcgcagc 900 
tgctcacggg ccgcgccttc cagggcgcca cagtgggcct ggcgcccgtc gagggcatgt 960 
gccgcgccga gagctcggga ggcgtgagca cggaccactc ggagctcccc atcggcgccg 1020 
cagccaccat ggcccatgag atcggccaca gcctcggcct cagccacgac cccgacggct 1080 
gctgcgtgga ggctgcggcc gagtccggag gctgcgtcat ggctgcggcc accgggcacc 1140 
cgtttccgcg cgtgttcagc gcctgcagcc gccgccagct gcgcgccttc ttccgcaagg 1200 
ggggcggcgc ttgcctctcc aatgccccgg accccggact cccggtgccg ccggcgctct 1260 
gcgggaacgg cttcgtggaa gcgggcgagg agtgtgactg cggccctggc caggagtgcc 1320 
gcgacctctg ctgctttgct cacaactgct cgctgcgccc gggggcccag tgcgcccacg 1380 
gggactgctg cgtgcgctgc ctgctgaagc cggctggagc gctgtgccgc caggccatgg 1440 
gtgactgtga cctccctgag ttttgcacgg gcacctcctc ccactgtccc ccagacgttt 1500 
acctactgga cggctcaccc tgtgccaagg gcagtggcta ctgctgggat ggcgcatgtc 1560 
ccacgctgga gcagcagtgc cagcagctct gggggcctgg ctcccaccca gctcccgagg 1620 
cctgtttcca ggtggtgaac tctgcgggag atgctcatgg aaactgcggc caggacagcg 1680 
agggccactt cctgccctgt gcagggaggg atgccctgtg tgggaagctg cagtgccagg 1740 
gtggaaagcc cagcctgctc gcaccgcaca tggtgccagt ggactctacc gttcacctag 1800 
acggccagga agtgacttgt cggggagcct tggcactccc cagtgcccag ctggacctgc 1860 
ttggcctggg cctggtagag ccaggcaccc agtgtggacc tagaatggtg tgccagagca 1920 
ggcgctgcag gaagaatgcc ttccaggagc ttcagcgctg cctgactgcc tgccacagcc 1980 
acggggtttg caatagcaac cataactgcc actgtgctcc aggctgggct ccacccttct 2040 
gtgacaagcc aggctttggt ggcagcatgg acagtggccc tgtgcaggct gaaaaccatg 2100 
acaccttcct gctggccatg ctcctcagcg tcctgctgcc tctgctccca ggcgccggcc 2160 
tggcctggtg ttgctaccga ctcccaggag cccatctgca gcgatgcagc tggggctgca 2220 
gaagggaccc tgcgtgcagt ggccccaaag atggcccaca cagagaccac cccctgggcg 2280 
gcgttcaccc catggagttg ggccccacag ccactggaca gccctggccc ctggaccctg 2340 
agaactctca tgagcccagc agccaccctg agaagcctct gccagcagtc tcgcctgacc 2400 
cccaagcaga tcaagtccag atgccaagat cctgcctctg tggcgaaccc tggggaggcc 2460 
acgtgggaag gaaagagggc tctaagaggg gaggccccag actgggggag aggcctgtct 2520 
ggagcccagg atcacctggc tgtgctgcag aactggagaa gagaagctca gcagaaagga 2580 
gctggcatgg ggccaacagc agaaaagcag gaggcacgca gaagtgactg ggaagcagga 2640 
gg 2642 



<210> 26 

<211> 874 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 
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Leu Leu Leu Leu Leu Leu Trp Pro val Pro Gly Ala Gly val Leu Gin 
20 25 30 

Gly His He Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp Gly 
35 40 45 

Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro val Ser Lys Pro Asp 
50 55 60 

Met Gly Leu val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 
65 70 75 80 

Leu Glu Lys Asn His Arq Leu Leu Ala Pro Gly Tyr lie Glu Thr His 
85 90 95 

Tyr Gly Pro Asp Gly Gin Pro Val val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arq Val Arq Gly Phe Pro Asp Ser Trp val 
115 120 125 

val Leu Cys Thr Cys ser Gly Met Ser Gly Leu lie Thr Leu ser Arg 
130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 185 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie val Ala Asp His Thr Leu Phe Leu 
210 215 220 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 
225 230 235 240 

Ala Asn Tyr val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin val Ala 
245 250 255 

Leu Thr Gly Leu Glu val Trp Thr Glu Arg Asp Arg ser Arg val Thr 
260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 
275 280 285 

Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 
290 295 300 

Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 
305 310 315 320 

Arg Ala Glu Ser Ser Gly Gly Val ser Thr Asp His Ser Glu Leu Pro 
325 330 335 

lie Gly Ala Ala Ala Thr Met Ala His Glu lie Gly His Ser Leu Gly 
340 345 350 
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Leu ser His Asp Pro Asp Gly Cys cys val Glu Ala Ala Ala Glu ser 
355 360 365 

Gly Gly Cys val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg val 
370 375 380 

Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 
385 390 395 400 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro val Pro 
405 410 415 

Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 
450 455 460 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 
485 490 495 

Pro Asp Val Tyr Leu Leu Asp Gly ser Pro Cys Ala Lys Gly Ser Gly 
500 505 510 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala Cys Phe Gin Val 
530 535 540 

Val Asn Ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu 
545 550 555 560 

Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu 
565 570 575 

Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val Pro 
580 585 590 

Val Asp Ser Thr Val His Leu Asp Gly Gin Glu val Thr Cys Arg Gly 
595 600 605 

Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 
610 615 620 

val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val Cys Gin Ser Arg 
625 630 635 640 

Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala 
645 650 ~ ' 655 

Cys His ser His Gly val Cys Asn ser Asn His Asn Cys His Cys Ala 
660 665 670 

Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser 
675 680 685 
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Met Asp ser Gly Pro Val Gin Ala Glu Asn His Asp Thr Phe Leu Leu 
690 695 700 

Ala Met Leu Leu Ser val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu 
705 710 715 720 

Ala Trp cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg cys Ser 
725 730 735 

Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly Pro 
740 745 750 

His Arg Asp His Pro Leu Gly Gly val His Pro Met Glu Leu Gly Pro 
755 760 765 

Thr Ala Thr Gly Gin Pro Trp Pro Leu Asp Pro Glu Asn Ser His Glu 
770 775 780 

Pro Ser Ser His Pro Glu Lys Pro Leu Pro Ala val Ser Pro Asp Pro 
785 790 795 800 

Gin Ala Asp Gin Val Gin Met Pro Arg Ser Cys Leu Cys Gly Glu Pro 
805 810 815 

Trp Gly Gly His val Gly Arg Lys Glu Gly Ser Lys Arg Gly Gly Pro 
820 825 830 

Arg Leu Gly Glu Arg Pro val Trp ser pro Gly Ser Pro Gly Cys Ala 
835 840 845 

Ala Glu Leu Glu Lys Arg ser Ser Ala Glu Arg Ser Trp His Gly Ala 
850 855 860 

Asn Ser Arg Lys Ala Gly Gly Thr Gin Lys 
865 870 



<210> 27 

<211> 1307 

<212> DNA 

<213> Homo sapiens 

<400> 27 

caagagcagg tttgagatgt tctcaaatag tgatgaagct gtaatcaata aaaaacttcc 60 
caaagaactc ctgttacgga tattttcttt tctagatgtt gttaccctgt gccgctgtgc 120 
tcaggtctcc agggcctgga atgttctggc tctggatggc agtaactggc agcgaattga 180 
cctatttgat ttccagaggg atattgaggg ccgagtagtg gagaatattt caaaacgatg 240 
tgggggcttt ttacgaaagt taagtcttcg tggatgtctt ggagtgggag acaatgcatt 300 
aagaaccttt gcacaaaact gcaggaacat tgaagtactg aatctaaatg ggtgtacaaa 360 
gacaatagac gctacatgta ctagccttag caagttctgt tccaaactca ggcaccttga 420 
cttggcttcc tgtacatcaa taacaaacat gcctctaaaa gctctgagtg agggatgtcc 480 
actgttggag cagttgaaca tttcctggtg tgaccaagta accaaggatg gcattcaagc 540 
actagtgagg ggctgtgggg gtctcaaggc cttattctta aaaggctgca cgcagctaga 600 
agatgaagct ctcaagtaca taggtgcaca ctgccctgaa ctggtgactt tgaacttgca 660 
gacttgcttg caaatcacag atgaaggtct cattactata tgcagagggt gccataagtt 720 
acaatccctt tgtgcctctg gctgctccaa catcacagat gccatcctga atgctctagg 780 
tcagaactgc ccacggctta gaatattgga agtggcaaga tgttctcaat taacagatgt 840 
gggctttacc actctagcca ggaattgcca tgaacttgaa aagatggacc tggaagagtg 900 
tgttcagata acagatagca cattaatcca actttctata cactgtcctc gacttcaagt 960 
attgagtctg tctcactgtg agctgatcac agatgatgga attcgtcacc tggggaatgg 1020 
ggcctgcgcc catgaccagc tggaggtgat tgagctggac aactgcccac taatcacaga 1080 
tgcatccctg gagcacttga agagctgtca tagccttgag cggatagaac tctatgactg 1140 
ccagcaaatc acacgggctg gaatcaagag actcaggacc catttaccca atattaaagt 1200 
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ccacgcctac ttcgcacctg tcactccacc cccatcagta gggggcagca gacagcgctt 1260 
ctgcagatgc tgcatcatcc tatgacaatg gaggtggtca accttgg 1307 

<210> 28 

<211> 422 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Phe Ser Asn Ser Asp Glu Ala Val lie Asn Lys Lys Leu Pro Lys 
1 5 10 15 

Glu Leu Leu Leu Arg lie Phe Ser Phe Leu Asp val val Thr Leu Cys 
20 25 30 

Arg Cys Ala Gin val Ser Arg Ala Trp Asn Val Leu Ala Leu Asp Gly 
35 40 45 

Ser Asn Trp Gin Arg lie Asp Leu Phe Asp Phe Gin Arg Asp lie Glu 
50 55 60 

Gly Arg Val Val Glu Asn lie Ser Lys Arg Cys Gly Gly Phe Leu Arg 
65 70 75 80 

Lys Leu Ser Leu Arg Gly Cys Leu Gly Val Gly Asp Asn Ala Leu Arg 
85 90 95 

Thr Phe Ala Gin Asn Cys Arg Asn lie Glu Val Leu Asn Leu Asn Gly 
100 105 110 

Cys Thr Lys Thr lie Asp Ala Thr Cys Thr Ser Leu Ser Lys Phe Cys 
115 120 125 

Ser Lys Leu Arg His Leu Asp Leu Ala Ser Cys Thr Ser lie Thr Asn 
130 135 140 

Met Pro Leu Lys Ala Leu Ser Glu Gly Cys Pro Leu Leu Glu Gin Leu 
145 150 155 160 

Asn lie Ser Trp Cys Asp Gin val Thr Lys Asp Gly lie Gin Ala Leu 
165 170 175 

val Arg Gly Cys Gly Gly Leu Lys Ala Leu Phe Leu Lys Gly Cys Thr 
180 185 190 

Gin Leu Glu Asp Glu Ala Leu Lys Tyr lie Gly Ala His Cys Pro Glu 
195 200 205 

Leu Val Thr Leu Asn Leu Gin Thr Cys Leu Gin lie Thr Asp Glu Gly 
210 215 220 

Leu lie Thr lie Cys Arg Gly Cys His Lys Leu Gin ser Leu Cys Ala 
225 230 235 240 

Ser Gly Cys Ser Asn lie Thr Asp Ala lie Leu Asn Ala Leu Gly Gin 
245 250 255 

Asn Cys Pro Arg Leu Arg lie Leu Glu Val Ala Arg Cys Ser Gin Leu 
260 265 270 

Thr Asp Val Gly Phe Thr Thr Leu Ala Arg Asn Cys His Glu Leu Glu 
275 280 285 
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Lys Met Asp Leu Glu Glu Cys Val Gin lie Thr Asp ser Thr Leu lie 
290 295 300 

Gin Leu Ser lie His Cys Pro Arg Leu Gin val Leu ser Leu ser His 
305 310 315 320 

Cys Glu Leu lie Thr Asp Asp Gly lie Arg His Leu Gly Asn Gly Ala 
325 330 335 

Cys Ala His Asp Gin Leu Glu val lie Glu Leu Asp Asn cys Pro Leu 
340 345 350 

lie Thr Asp Ala Ser Leu Glu His Leu Lys Ser Cys His Ser Leu Glu 
355 360 365 

Arg lie Glu Leu Tyr Asp Cys Gin Gin lie Thr Arg Ala Gly lie Lys 
370 375 380 

Arg Leu Arg Thr His Leu Pro Asn lie Lys val His Ala Tyr Phe Ala 
385 " 390 395 400 

Pro val Thr Pro Pro Pro Ser val Gly Gly Ser Arg Gin Arg Phe Cys 
405 410 415 

Arg cys Cys lie lie Leu 
420 

<210> 29 
<211> 499 
<212> DNA 

<213> Homo sapiens 
<400> 29 

ttcactgtgg tgggccccat gccagggcag tggctgcagc agctggcagt gctagtcctg 60 
attctggtgc tagcctgggg ggctggtcta ctatggcagg agaaggatca gcccatctat 120 
tcggcagtga agggagtggg gcttgatgtc acctctggaa aggggtttta tggacaaaga 180 
gccccctaca atgccttgac caggaaggac tctgctagag gggtagccaa ggtgtccttg 240 
gatcatgtag accttacctg tgacacaaca ggtctcatag ccaagaagtt ggagtccatg 300 
gatgatgtct tcaccagtgt gtacaaagcc aaacacccaa ttgtcagcta cagggctcag 360 
acaattctca atgagtttgg cagccccaac ctggacttca aggctgaaga ccagcccctt 420 
tttgacaaga aggaggggtt ctgaggtttc atctgcagga gcaggttttt gggagagtga 480 
ggtaggaaga cattccagc 499 

<210> 30 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Pro Gly Gin Trp Leu Gin Gin Leu Ala val Leu Val Leu lie Leu 
15 10 15 

Val Leu Ala Trp Gly Ala Gly Leu Leu Trp Gin Glu Lys Asp Gin Pro 
20 25 30 

lie Tyr Leu Ala val Lys Gly val Gly Leu Asp val Thr ser Gly Lys 
35 40 45 

Gly Phe Tyr Gly Gin Arg Ala Pro Tyr Asn Ala Leu Thr Arg Lys Asp 
50 55 60 
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Ser Ala Arg Gly Val Ala Lys val Ser Leu Asp His val Asp Leu Thr 
65 70 75 80 

cys Asp Thr Thr Gly Leu lie Ala Lys Lys Leu Glu Ser Met Asp Asp 
85 90 95 

val Phe Thr Ser val Tyr Lys Ala Lys His Pro He Val Ser Tyr Arg 
100 105 110 

Ala Gin Thr He Leu Asn Glu Phe Gly Ser Pro Asn Leu Asp Phe Lys 
115 120 125 

Ala Glu Asp Gin Pro Leu Phe Asp Lys Lys Glu Gly Phe 

130 135 140 



<210> 31 

<211> 1831 

<212> DNA 

<213> Homo sapiens 

<400> 31 

accggtttgg aagactttgc cggcctgcag gacacatgat gacattggac ccaccctccc 60 
cagctcggag tctttaactc agtcacatct acggagtccc tttggccaca taagattggc 120 
cttaagagaa ggacggagcc acatactgct gacggcccag aactggcaga gagaaggttg 180 
ccatggctgc tgttgacagt ttctacctct tgtacaggga aatcgccagg tcttgcaatt 240 
gctatatgga agctctagct ttggttggag cctggtatac ggccagaaaa agcatcactg 300 
tcatctgtga cttttacagc ctgatcaggc tgcattttat cccccgcctg gggagcagag 360 
cagacttgat caagcagtat ggaagatggg ccgttgtcag cggtgcaaca gatgggattg 420 
gaaaagccta cgctgaagag ttagcaagcc gaggtctcaa tataatcctg attagtcgga 480 
acgaggagaa gttgcaggtt gttgctaaag acatagccga cacgtacaaa gtggaaactg 540 
atattatagt tgcggacttc agcagcggtc gtgagatcta ccttccaatt cgagaagccc 600 
tgaaggacaa agacgttggc atcttggtaa ataacgtggg tgtgttttat ccctacccgc 660 
agtatttcac tcagctgtcc gaggacaagc tctgggacat cataaatgtg aacattgccg 720 
ccgctagttt gatggtccat gttgtgttac cgggaatggt ggagagaaag aaaggtgcca 780 
tcgtcacgat ctcttctggc tcctgctgca aacccactcc tcagctggct gcattttctg 840 
cttccaaggc ttatttagac cacttcagca gagccttgca atatgaatat gcctctaaag 900 
gaatctttgt acagagtcta atccctttct atgtagccac cagcatgaca gcacccagca 960 
actttctgca caggtgctcg tggttggtgc cttcgccaaa agtctatgca catcatgctg 1020 
tttctactct tgggatttcc aaaaggacca caggatattg gtcccattct attcagtttc 1080 
tttttgcaca gtatatgcct gaatggctct gggtgtgggg agcaaatatt ctcaaccgtt 1140 
cactacgtaa ggaagcctta tcctgcacag cctgagtctg gatggccact tgagaagttt 1200 
tgccaactcc tgggaacctc gatattctga catttggaaa aacacattta atttatctcc 1260 
tgtgtttcat tgctgattat tcagcatact gttgattcgt catttgcaaa acacacataa 1320 
taccgtcaga gtgctgtgaa aaaccttaag ggtgtgtgga tggcacagga tcaataatgc 1380 
ctgaggctga ttgacgacat ctacatttca gtgctttttc cctaagctgt ttgaaagtta 1440 
cgcttttctg ttgttctaga gccacagcag tctaatattg aaatataata tgattgtcag 1500 
gtcttataat ttcagatgtt gttttttaag ggaaattgac catttcacta gaggagttgt 1560 
gctggttttt acatgtgcat caaggaaaga ctactggaaa agtatttatt ttggtaacta 1620 
agattgctgg ctactattag ggacacactc cgggctgttt ggtatagctc tacctggttt 1680 
gactatctgt catggaaatg ctgccttcca ctggtttttc ctttgagacg gggtgtgtgc 1740 
ctgggttgtg gggcccttgg gccccttttt tttggtgccc cttcttccac ccactttcgg 1800 
cccgcgggcc ccctggcgct ctgggtttcc c 1831 



<210> 32 

<211> 330 

<212> PRT 

<213> Homo sapiens 



Met Ala Ala Val Asp ser Phe Tyr Leu Leu Tyr Arg Glu lie Ala Arg 
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15 10 15 

Ser Cys Asn Cys Tyr Met Glu Ala Leu Ala Leu Val Gly Ala Trp Tyr 
20 25 30 

Thr Ala Arg Lys Ser lie Thr val lie Cys Asp Phe Tyr ser Leu lie 
35 40 45 

Arg Leu His Phe lie Pro Arg Leu Gly Ser Arg Ala Asp Leu lie Lys 
50 55 60 

Gin Tyr Gly Arg Trp Ala Val Val Ser Gly Ala Thr Asp Gly lie Gly 
65 70 75 ' 80 

Lys Ala Tyr Ala Glu Glu Leu Ala Ser Arg Gly Leu Asn lie lie Leu 
85 90 95 

lie Ser Arg Asn Glu Glu Lys Leu Gin val val Ala Lys Asp lie Ala 
100 105 110 

Asp Thr Tyr Lys Val Glu Thr Asp lie lie Val Ala Asp Phe Ser Ser 
115 120 125 

Gly Arg Glu lie Tyr Leu Pro lie Arg Glu Ala Leu Lys Asp Lys Asp 
130 ' 135 ~ 140 

Val Gly lie Leu val Asn Asn val Gly val Phe Tyr Pro Tyr Pro Gin 
145 150 155 160 

Tyr Phe Thr Gin Leu Ser Glu Asp Lys Leu Trp Asp lie lie Asn val 
165 170 175 

Asn lie Ala Ala Ala Ser Leu Met val His Val val Leu Pro Gly Met 
180 185 190 

val Glu Arg Lys Lys Gly Ala lie Val Thr lie Ser ser Gly Ser cys 
195 200 205 

Cys Lys Pro Thr Pro Gin Leu Ala Ala Phe Ser Ala Ser Lys Ala Tyr 
210 215 220 

Leu Asp His Phe Ser Arg Ala Leu Gin Tyr Glu Tyr Ala Ser Lys Gly 
225 230 235 240 

lie Phe Val Gin Ser Leu lie Pro Phe Tyr val Ala Thr Ser Met Thr 
245 250 255 

Ala Pro Ser Asn Phe Leu His Arg Cys Ser Trp Leu val Pro Ser Pro 
260 265 270 

Lys val Tyr Ala His His Ala val Ser Thr Leu Gly lie Ser Lys Arg 
275 280 285 

Thr Thr Gly Tyr Trp Ser His Ser lie Gin Phe Leu Phe Ala Gin Tyr 
290 295 300 

Met Pro Glu Trp Leu Trp Val Trp Gly Ala Asn lie Leu Asn Arg ser 
305 310 315 320 

Leu Arg Lys Glu Ala Leu Ser Cys Thr Ala 
325 330 
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<210> 33 

<211> 1152 

<212> DNA 

<213> Homo sapiens 

<400> 33 

atctacggag tccctttggc cacataagat tggccttaag agaaggacgg agccacatac 60 

tgctgacggc ccagaactgg cagagagaag gttgccatgg ctgctgttga cagtttctac 120 

ctcttgtaca gggaaatcgc caggtcttgc aattgctata tggaagctct agctttggtt 180 

ggagcctggt atacggccag aaaaagcatc actgtcatct gtgactttta cagcctgatc 240 

aggctgcatt ttatcccccg cctggggagc agagcagact tgatcaagca gtatggaaga 300 

tgggccgttg tcagcggtgc aacagatggg attggaaaag cctacgctga agagttagca 360 

agccgaggtc tcaatataat cctgattagt cggaacgagg agaagttgca ggttgttgct 420 

aaagacatag ccgacacgta caaagtggaa actgatatta tagttgcgga cttcagcagc 480 

ggtcgtgaga tctaccttcc aattcgagaa gccctgaagg acaaagacgt tggcatcttg 540 

gtaaataacg tgggtgtgtt ttatccctac ccgcagtatt tcactcagct gtccgaggac 600 

aagctctggg acatcataaa tgtgaacatt gccgccgcta gtttgatggt ccatgttgtg 660 

ttaccgggaa tggtggagag aaagaaaggt gccatcgtca cgatctcttc tggctcctgc 720 

tgcaaaccca ctcctcagct ggctgcattt tctgcttcta aggcttattt agaccacttc 780 

agcagagcct tgcaatatga atatgcctct aaaggaatct ttgtacagag tctaatccct 840 

ttctatgtag ccaccagcat gacagcaccc agcaactttc tgcacaggtg ctcgtggttg 900 

gtgccttcgc caaaagtcta tgcacatcat gctgtttcta ctcttgggat ttccaaaagg 960 

accacaggat attggtccca ttctattcag tttctttttg cacagtatat gcctgaatgg 1020 

ctctgggtgt ggggagcaaa tattctcaac cgttcactac gtaaggaagc cttatgctgc 1080 

acagcctgag tctggatggc cacttgagaa gttttgccaa ctcctgggaa cctcgatatt 1140 

ctgacatttg ga 1152 

<210> 34 

<211> 330 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Ala Ala Val Asp Ser Phe Tyr Leu Leu Tyr Arg Glu lie Ala Arg 
1 5 10 15 

Ser Cys Asn Cys Tyr Met Glu Ala Leu Ala Leu val Gly Ala Trp Tyr 
20 25 30 

Thr Ala Arg Lys Ser He Thr val lie Cys Asp Phe Tyr ser Leu lie 
35 40 45 

Arg Leu His Phe lie Pro Arg Leu Gly Ser Arg Ala Asp Leu lie Lys 
50 55 60 

Gin Tyr Gly Arg Trp Ala val Val Ser Gly Ala Thr Asp Gly lie Gly 
65 70 75 80 

Lys Ala Tyr Ala Glu Glu Leu Ala Ser Arg Gly Leu Asn lie lie Leu 
85 90 95 

lie Ser Arg Asn Glu Glu Lys Leu Gin val Val Ala Lys Asp lie Ala 
100 105 110 

Asp Thr Tyr Lys Val Glu Thr Asp lie lie Val Ala Asp Phe Ser Ser 
115 120 125 

Gly Arg Glu lie Tyr Leu Pro lie Arg Glu Ala Leu Lys Asp Lys Asp 
130 135 140 

val Gly lie Leu Val Asn Asn Val Gly val Phe Tyr Pro Tyr Pro Gin 
145 150 155 160 
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Tyr Phe Thr Gin Leu Ser Glu Asp Lys Leu Trp Asp lie lie Asn val 
165 170 175 

Asn He Ala Ala Ala Ser Leu Met Val His val val Leu Pro Gly Met 
180 185 190 

Val Glu Arg Lys Lys Gly Ala lie Val Thr lie Ser ser Gly Ser Cys 
195 200 205 

Cys Lys Pro Thr Pro Gin Leu Ala Ala Phe Ser Ala Ser Lys Ala Tyr 
210 215 220 

Leu Asp His Phe Ser Arg Ala Leu Gin Tyr Glu Tyr Ala Ser Lys Gly 
225 230 235 240 

lie Phe Val Gin Ser Leu lie Pro Phe Tyr Val Ala Thr Ser Met Thr 
245 250 255 

Ala Pro ser Asn Phe Leu His Arg cys ser Trp Leu val Pro Ser Pro 
260 265 270 

Lys val Tyr Ala His His Ala val Ser Thr Leu Gly lie Ser Lys Arg 
275 280 285 

Thr Thr Gly Tyr Trp Ser His Ser lie Gin Phe Leu Phe Ala Gin Tyr 
290 295 300 

Met Pro Glu Trp Leu Trp Val Trp Gly Ala Asn lie Leu Asn Arg Ser 
305 310 315 320 

Leu Arg Lys Glu Ala Leu Cys Cys Thr Ala 

325 330 



<210> 35 

<211> 7396 

<212> DNA 

<213> Homo sapiens 

<400> 35 

caaggctgac ctgctgcagc tcccgcctcg tgcgctcgcc ccacccggcc gccgcccgag 60 
cgctcgagaa agtcctctcg ggagaagcag cgcctgttcc cggggcagat ccaggttcag 120 
gtcctggcta taagtcacca tggcacagca agctgccgat aagtatctct atgtggataa 180 
aaacttcatc aacaatccgc tggcccaggc cgactgggct gccaagaagc tggtatgggt 240 
gccttccgac aagagtggct ttgagccagc cagcctcaag gaggaggtgg gcgaagaggc 300 
catcgtggag ctggtggaga atgggaagaa ggtgaaggtg aacaaggatg acatccagaa 360 
gatgaacccg cccaagttct ccaaggtgga ggacatggca gagctcacgt gcctcaacga 420 
agcctcggtg ctgcacaacc tcaaggagcg ttactactca gggctcatct acacctattc 480 
aggcctgttc tgtgtggtca tcaatcctta caagaacctg cccatctact ctgaagagat 540 
tgtggaaatg tacaagggca agaagaggca cgagatgccc cctcacatct atgccatcac 600 
agacaccgcc tacaggagta tgatgcaaga ccgagaagat caatccatct tgtgcactgg 660 
tgaatctgga gctggcaaga cggagaacac caagaaggtc atccagtatc tggcgtacgt 720 
ggcgtcctcg cacaagagca agaaggacca gggcgagctg gagcggcagc tgctgcaggc 780 
caaccccatc ctggaggcct tcgggaacgc caagaccgtg aagaatgaca actcctcccg 840 
cttcggcaaa ttcattcgca tcaactttga tgtcaatggc tacattgttg gagccaacat 900 
tgagacttat cttttggaga aatctcgtgc tatccgccaa gccaaggaag aacggacctt 960 
ccacatcttc tattatctcc tgtctggggc tggagagcac ctgaagaccg atctcctgtt 1020 
ggagccgtac aacaaatacc gcttcctgtc caatggacac gtcaccatcc ccgggcagca 1080 
ggacaaggac atgttccagg agaccatgga ggccatgagg attatgggca tcccagaaga 1140 
ggagcaaatg ggcctgctgc gggtcatctc aggggttctt cagctcggca acatcgtctt 1200 
caagaaggag cggaacactg accaggcgtc catgcccgac aacacagctg cccaaaaggt 1260 
gtcccatctc ttgggtatca atgtgaccga tttcaccaga ggaatcctca ccccgcgcat 1320 
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caaggtggga cgggattacg tccagaaggc 
cgaggccttg gccaaggcga cctatgagcg 
caaggctctg gacaagacca agaggcaggg 
cggcttcgag atctttgatc tgaactcgtt 
gaagctgcag cagctcttca accacaccat 
cgagggcatc gagtggaact tcatcgactt 
cattgagaag ccagcaggcc ccccgggcat 
ccccaaagcc accgacaaga gcttcgtgga 
caagttccag aagcccaagc agctgaagga 
cggcaaggtg gattacaaag ctgacgagtg 
caacatcgcc acactgctcc accagtcctc 
tgtggaccgc atcatcggcc tggaccaggt 
ggccttcaag acgcggaagg gcatgttccg 
ggccaagctg atggctacgc tgaggaacac 
caaccacgag aagaaggccg gcaagctgga 
caacggtgtt ctcgagggca tccgtatctg 
ccaggagttt cggcagagat atgagatcct 
ggacgggaag caggcgtgcg tgctcatgat 
ccgcattggc cagagcaaag tcttcttccg 
gcgagacctg aagatcaccg acgtcatcat 
ggccaggaaa gcatttgcca agcggcagca 
gaactgcgct gcctacctga agctgcggaa 
caagccgctg ctgcaggtga gccggcagga 
ggtgaaggtc agagagaagc agctggctgc 
gcagtctcag ctcatggcag agaaattgca 
gctgtgtgcc gaggctgagg agctccgggc 
agagatctgc catgacctag aggccagggt 
gcaggcggag aagaagaaga tgcagcagaa 
ggaggagagc gcccggcaga agctgcagct 
aaagctggag gaggagcaga tcatcctgga 
gaaactgctg gaagacagaa tagctgagtt 
atctaagagc ctcgccaagc tcaagaacaa 
gcgcctccgc agggaggaga agcagcgaca 
gggagactcc acagacctca gcgaccagat 
caagatgcag ctggccaaga aagaggagga 
ggaagctgcc cagaagaaca tggccctcaa 
tgaactccag gaagacctgg agtctgagcg 
acgggacctt ggggaagagc tagaggcgct 
cacagctgcc cagcaggagc tcaggtcaaa 
gaccctggag gaggaggcca agacccacga 
ctcacaggcc gtggaggagc tggcggagca 
cctcgagaag gcaaagcaga ctctggagaa 
ggtgctgctg cagggcggaa gggactcgga 
gcaggagctg caggtcaagt tcaacgaggg 
ggtcaccaag ctgcaggtgg agctggacaa 
caagtccagc aagctcacca aggacttctc 
ggagctgctg caggaggaga accggcagaa 
ggaggacgag aagaattcct tccgggagca 
ggagaagcag atcgccaccc tccatgccca 
cagtgtgggg tgcctggaaa ctgctgagga 
gggcctgagc cagcggcacg aggagaaggt 
gacgcggctg cagcaggagc tggacgacct 
cgcgtgcaac ctggagaaga agcagaagaa 
catctctgcc aagtatgcag aggagcgcga 
gaccaaggct ctgtcgctgg cccgggccct 
ggagcggctc aacaagcagt tccgcacgga 
tgtgggcaag agtgtccacg agctggagaa 
ggagatgaag acgcagctgg aagagctgga 
gctgcggttg gaggtcaacc tgcaggccat 
ccgggacgag cagagcgagg agaagaagaa 
ggcagagctg gaggacgaga ggaagcagcg 
ggagatggac ctgaaggacc tggaggcgca 
agccatcaaa cagctgcgga agctgcaggc 
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gcagactaaa gagcaggctg actttgccat 1380 
gatgttccgc tggctggtgc tgcgcatcaa 1440 
cgcctccttc atcgggatcc tggacattgc 1500 
tgagcagctg tgcatcaatt acaccaatga 1560 
gttcatcctg gagcaggagg agtaccagcg 1620 
tggcctcgac ctgcagccct gcatcgacct 1680 
tctggccctg ctggacgagg agtgctggtt 1740 
gaaggtgatg caggagcagg gcacccaccc 1800 
caaagctgat ttctgcatta tccactatgc 1860 
gctgatgaag aacatggatc ccctgaatga 1920 
tgacaagttt gtctcggagc tgtggaagga 1980 
ggccggcatg tcggagaccg cactgcccgg 2040 
cactgtgggg cagctttaca aggagcagct 2100 
gaaccccaac tttgtccgct gcatcatccc 2160 
cccgcatctc gtgctggacc agctgcgctg 2220 
ccgccagggc ttccccaaca gggtggtctt 2280 
gactccaaac tccattccca agggtttcat 2340 
aaaagccctg gagctcgaca gcaatctgta 2400 
tgccggtgtg ctggcccacc tggaggagga 2460 
agggttccag gcctgctgca ggggctacct 2520 
gcagcttacc gccatgaagg tcctccagcg 2580 
ctggcagtgg tggcggctct tcaccaaggt 2640 
ggaggagatg atggccaagg aggaggagct 2700 
ggagaacagg ctcatggaga tggagacgct 2760 
gctgcaggag cagctccagg cagaaaccga 2820 
ccgcctgacc gccaagaagc aggaattaga 2880 
ggaggaggag gaggagcgct accagcacct 2940 
catccaggag cttgaggagc agctggagga 3000 
ggagaaggtg accaccgagg cgaagctgaa 3060 
ggaccagaac tgcaagctgg ccaaggaaaa 3120 
caccaccaac ctcacagaag aggaggagaa 3180 
gcatgaggca atgatcactg acttggaaga 3240 
ggagctggag aagacccgcc ggaagctgga 3300 
cgccgagctc caggcccaga tcgcggagct 3360 
gctccaggcc gccctggcca gagtggaaga 3420 
gaagatccgg gagctggaat ctcagatctc 3480 
tgcttccagg aataaagctg agaagcagaa 3540 
gaaaacagag ttggaggaca cgctggattc 3600 
acgtgagcag gaggtgaaca tcctgaagaa 3660 
ggcccagatc caggagatga ggcagaagca 3720 
gctggagcag acgaagcggg tgaaagcaaa 3780 
cgagcggggg gagctggcca acgaggtgaa 3840 
gcacaagcgc aagaaagtgg aggcgcagct 3900 
agagcgggtg cgcacagagc tggccgacaa 3960 
cgtgaccggg cttctcagcc agtccgacag 4020 
cgcgctggag tcccagctgc aggacactca 4080 
gctgagcctg agcaccaagc tcaagcaggt 4140 
gctggaggag gaggaggcca agcacaacct 4200 
ggtggccgac atgaaaaaga agatggagga 4260 
ggtgaagagg aagctccaga aggacctgga 4320 
ggccgcctac gacaagctgg agaagaccaa 4380 
gctggtggac ctggaccacc agcgccagag 4440 
gtttgaccag ctcctggcgg aggagaagac 4500 
ccgggctgag gcggaggccc gagagaagga 4560 
ggaggaagcc atggagcaga aggcggagct 4620 
gatggaggac cttatgagct ccaaggatga 4680 
gtccaagcgg gccctagagc agcaggtgga 4740 
ggacgagctg caggccaccg aagatgccaa 4800 
gaaggcccag ttcgagcggg acctgcaggg 4860 
gcagctggtc agacaggtgc gggagatgga 4920 
ctcgatggca gtggcggcgc ggaagaagct 4980 
catcgactcg gccaacaaga accgggacga 5040 
ccagatgaag gactgcatgc gcgagctgga 5100 
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tgacacccgc gcctctcgtg aggagatcct ggcccaggcc aaagagaacg agaagaagct 5160 
gaagagcatg gaggccgaga tgatccagtt gcaggaggaa ctggcagccg cggagcgtgc 5220 
caagcgccag gcccagcagg agcgggatga gctggctgac gagatcgcca acagcagcgg 5280 
caaaggagcc ctggcgttag aggagaagcg gcgtctggag gcccgcatcg cccagctgga 5340 
ggaggagctg gaggaggagc agggcaacac ggagctgatc aacgaccggc tgaagaaggc 5400 
caacctgcag atcgaccaga tcaacgccga cctgaacctg gagcgcgggc acgcccagaa 5460 
gaacgagaat gctcggcagc agctggaacg ccagaacaag gagcttaagg tcaagctgca 5520 
ggagatggag ggcactgtca agtccaagta caaggcctcc atcaccgccc tcgaggccaa 5580 
gattgcacag ctggaggagc agctggacaa cgagaccaag gagcgccagg cagcctgcaa 5640 
acaggtgcgt cggaccgaga agaagctgaa ggatgtgctg ctgcaggtgg atgacgagcg 5700 
gaggaacgcc gagcagtaca aggaccaggc cgacaaggca tctacccgcc tgaagcagct 5760 
caagcggcag ctggaggagg ccgaagagga ggcccagcgg gccaacgcct cccgccggaa 5820 
actgcagcgc gagctggagg acgccactga gacggccgat gccatgaacc gcgaagtcag 5880 
ctccctaaag aacaagctca ggcgcgggga cctgccgttt gtcgtgcccc gccgaatggc 5940 
ccggaaaggc gccggggatg gctccgacga agaggtagat ggcaaagcgg atggggctga 6000 
ggccaaacct gccgaataag cctcttctcc tgcagcctga gatggatgga cagacagaca 6060 
ccacagcctc cccttcccag accccgcagc acgcctctcc ccaccttctt gggactgctg 6120 
tgaacatgcc tcctcctgcc ctccgccccg tccccccatc ccgtttccct ccaggtgttg 6180 
ttgagggcat ttggcttcct ctgctgcatc cccttccagc tccctcccct gctcagaatc 6240 
tgataccaaa gagacagggc ccgggccagg cagagagcga ccagcaggct cctcagccct 6300 
ctcttgccaa aaagcacaag atgttgaggc gagcagggca ggcccccggg gagggcagag 6360 
ttttctatga atctattttt cttcagactg aggccttttg gtagtcggag ctcccccagt 6420 
cgtcagcctc cctgacgtct gccaccagcg ccccccactc ctcctccttt ctttgctgtt 6480 
tgcaatcaca cgtggtgacc tcacacacct ctgccccttg ggcctcccac tccatggctc 6540 
tgggcggtca gaaggagcag gcctgggctc cacctctgtg cagggcacag aaggctgggg 6600 
tggggggagg agtggattcc tcctacctgt cccagcagcg ccactgtcgc tgtctcctct 6660 
gattctaaaa tgtctcaagt gcaatgcccc ctcccctcct ttaccgagga cagcctgcct 6720 
ctgccacagc aaggctgtcg gggtcaagct ggaaaggcca gcagccttcc agtggcttct 6780 
cccgaacact cttggggacc aaatatactt aatggttaag ggacttgtcc caagtctgac 6840 
agccagagcg ttagaggggc cagcggctcc ccaggcgatc ttgtgtctac tctaggactg 6900 
ggcccgaggg tggtttacct gcaccgttga ctcagtatag tttaaaaatc tgccacctgc 6960 
acaggtattt ttgaaagcaa aataaggttt tcttttttcc cctttcttgt aataaatgat 7020 
aaaattccga gtctttctca ctgcctttgt ttagaagaga gtactcgtcc tcactggtct 7080 
acactggttg ccgaatttac ttgtattcct aactgttttg tatatgctgc attgagactt 7140 
acgggcaaga agggcatttt ttttttttaa aggaaacaaa ctctcaaatc atgaagtgat 7200 
ataaaagctg catatgccta caaagctctg aattcaggtc ccagttgctg tcacaaagga 7260 
gtgagtgaaa acacccaccc tacccccttt tttatataat aaaagtgcct tagcatgtgt 7320 
tgcagctgtc accactacag taagctggtt tacagatgtt ttccactgag catcacaata 7380 
aagagaacca tgtgct 7396 



<210> 36 

<211> 1959 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Met Ala Gin Gin Ala Ala Asp Lys Tyr Leu Tyr val Asp Lys Asn Phe 
15 10 15 

lie Asn Asn Pro Leu Ala Gin Ala Asp Trp Ala Ala Lys Lys Leu Val 
20 25 30 

Trp val Pro Ser Asp Lys Ser Gly Phe Glu Pro Ala Ser Leu Lys Glu 
35 40 45 

Glu val Gly Glu Glu Ala lie val Glu Leu val Glu Asn Gly Lys Lys 
50 55 60 

Val Lys Val Asn Lys Asp Asp lie Gin Lys Met Asn Pro Pro Lys Phe 
65 70 75 80 

Ser Lys val Glu Asp Met Ala Glu Leu Thr Cys Leu Asn Glu Ala Ser 
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85 90 95 

Val Leu His Asn Leu Lys Glu Arg Tyr Tyr ser Gly Leu lie Tyr Thr 
100 105 110 

Tyr Ser Gly Leu Phe Cys val val lie Asn Pro Tyr Lys Asn Leu Pro 
115 120 125 

lie Tyr Ser Glu Glu lie Val Glu Met Tyr Lys Gly Lys Lys Arg His 
130 135 140 

Glu Met Pro Pro His lie Tyr Ala lie Thr Asp Thr Ala Tyr Arg Ser 
145 150 155 160 

Met Met Gin Asp Arg Glu Asp Gin Ser lie Leu cys Thr Gly Glu Ser 
165 170 175 

Gly Ala Gly Lys Thr Glu Asn Thr Lys Lys Val lie Gin Tyr Leu Ala 
180 185 190 

Tyr Val Ala Ser Ser His Lys Ser Lys Lys Asp Gin Gly Glu Leu Glu 
195 200 205 

Arg Gin Leu Leu Gin Ala Asn Pro lie Leu Glu Ala Phe Gly Asn Ala 
210 215 220 

Lys Thr val Lys Asn Asp Asn Ser Ser Arg Phe Gly Lys Phe lie Arg 
225 230 235 240 

lie Asn Phe Asp Val Asn Gly Tyr lie val Gly Ala Asn lie Glu Thr 
245 250 255 

Tyr Leu Leu Glu Lys Ser Arg Ala lie Arg Gin Ala Lys Glu Glu Arg 
260 265 270 

Thr Phe His lie Phe Tyr Tyr Leu Leu ser Gly Ala Gly Glu His Leu 
275 280 285 

Lys Thr Asp Leu Leu Leu Glu Pro Tyr Asn Lys Tyr Arg Phe Leu Ser 
290 295 300 

Asn Gly His val Thr lie Pro Gly Gin Gin Asp Lys Asp Met Phe Gin 
305 310 315 320 

Glu Thr Met Glu Ala Met Arg lie Met Gly lie Pro Glu Glu Glu Gin 
325 ~ 330 335 

Met Gly Leu Leu Arg val lie Ser Gly val Leu Gin Leu Gly Asn lie 
340 345 350 

Val Phe Lys Lys Glu Arg Asn Thr Asp Gin Ala Ser Met Pro Asp Asn 
355 360 365 

Thr Ala Ala Gin Lys Val Ser His Leu Leu Gly lie Asn Val Thr Asp 
370 375 380 

Phe Thr Arg Gly lie Leu Thr Pro Arg lie Lys val Gly Arg Asp Tyr 
385 390 395 400 

val Gin Lys Ala Gin Thr Lys Glu Gin Ala Asp Phe Ala lie Glu Ala 
405 410 415 

Leu Ala Lys Ala Thr Tyr Glu Arg Met Phe Arg Trp Leu val Leu Arg 
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420 425 430 

lie Asn Lys Ala Leu Asp Lys Thr Lys Arg Gin Gly Ala Ser Phe He 
435 440 445 

Gly lie Leu Asp lie Ala Gly Phe Glu lie Phe Asp Leu Asn ser Phe 
450 455 460 

Glu Gin Leu Cys lie Asn Tyr Thr Asn Glu Lys Leu Gin Gin Leu Phe 
465 470 475 480 

Asn His Thr Met Phe lie Leu Glu Gin Glu Glu Tyr Gin Arg Glu Gly 
485 490 495 

lie Glu Trp Asn Phe He Asp Phe Gly Leu Asp Leu Gin Pro Cys lie 
500 505 510 

Asp Leu lie Glu Lys Pro Ala Gly Pro Pro Gly lie Leu Ala Leu Leu 
515 520 525 

Asp Glu Glu Cys Trp Phe Pro Lys Ala Thr Asp Lys ser Phe val Glu 
530 535 540 

Lys Val Met Gin Glu Gin Gly Thr His Pro Lys Phe Gin Lys Pro Lys 
545 550 555 " 560 

Gin Leu Lys Asp Lys Ala Asp Phe Cys lie lie His Tyr Ala Gly Lys 
565 570 575 

val Asp Tyr Lys Ala Asp Glu Trp Leu Met Lys Asn Met Asp Pro Leu 
580 585 590 

Asn Asp Asn lie Ala Thr Leu Leu His Gin ser Ser Asp Lys Phe Val 
595 600 605 

Ser Glu Leu Trp Lys Asp Val Asp Arg lie lie Gly Leu Asp Gin val 
610 615 620 

Ala Gly Met Ser Glu Thr Ala Leu Pro Gly Ala Phe Lys Thr Arg Lys 
625 630 635 640 

Gly Met Phe Arg Thr val Gly Gin Leu Tyr Lys Glu Gin Leu Ala Lys 
645 650 655 

Leu Met Ala Thr Leu Arg Asn Thr Asn Pro Asn Phe val Arg Cys lie 
660 665 670 

lie Pro Asn His Glu Lys Lys Ala Gly Lys Leu Asp Pro His Leu Val 
675 680 685 

Leu Asp Gin Leu Arg Cys Asn Gly Val Leu Glu Gly lie Arg lie Cys 
690 695 700 

Arg Gin Gly Phe Pro Asn Arg Val val Phe Gin Glu Phe Arg Gin Arg 
705 ' 710 715 720 

Tyr Glu lie Leu Thr Pro Asn Ser He Pro Lys Gly Phe Met Asp Gly 
725 730 735 

Lys Gin Ala Cys val Leu Met lie Lys Ala Leu Glu Leu Asp ser Asn 
740 745 750 

Leu Tyr Arg He Gly Gin Ser Lys Val Phe Phe Arg Ala Gly val Leu 
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755 760 765 

Ala His Leu Glu Glu Glu Arg Asp Leu Lys lie Thr Asp val lie lie 
770 775 780 

Gly Phe Gin Ala Cys Cys Arg Gly Tyr Leu Ala Arg Lys Ala Phe Ala 
785 790 795 800 

Lys Arg Gin Gin Gin Leu Thr Ala Met Lys Val Leu Gin Arg Asn Cys 
805 810 815 

Ala Ala Tyr Leu Lys Leu Arg Asn Trp Gin Trp Trp Arg Leu Phe Thr 
820 825 830 

Lys val Lys Pro Leu Leu Gin val Ser Arg Gin Glu Glu Glu Met Met 
835 840 845 

Ala Lys Glu Glu Glu Leu Val Lys val Arg Glu Lys Gin Leu Ala Ala 
850 855 860 

Glu Asn Arg Leu Met Glu Met Glu Thr Leu Gin Ser Gin Leu Met Ala 
865 " 870 875 880 

Glu Lys Leu Gin Leu Gin Glu Gin Leu Gin Ala Glu Thr Glu Leu Cys 
885 890 895 

Ala Glu Ala Glu Glu Leu Arg Ala Arg Leu Thr Ala Lys Lys Gin Glu 
900 905 910 

Leu Glu Glu lie Cys His Asp Leu Glu Ala Arg val Glu Glu Glu Glu 

915 920. 925 

Glu Arg Tyr Gin His Leu Gin Ala Glu Lys Lys Lys Met Gin Gin Asn 
930 935 940 

lie Gin Glu Leu Glu Glu Gin Leu Glu Glu Glu Glu Ser Ala Arg Gin 
945 950 955 960 

Lys Leu Gin Leu Glu Lys val Thr Thr Glu Ala Lys Leu Lys Lys Leu 
965 970 975 

Glu Glu Glu Gin lie lie Leu Glu Asp Gin Asn Cys Lys Leu Ala Lys 
980 985 990 

Glu Lys Lys Leu Leu Glu Asp Arg lie Ala Glu Phe Thr Thr Asn Leu 
995 1000 1005 

Thr Glu Glu Glu Glu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn Lys 
1010 1015 1020 

His Glu Ala Met lie Thr Asp Leu Glu Glu Arg Leu Arg Arg Glu Glu 
1025 1030 1035 1040 

Lys Gin Arg Gin Glu Leu Glu Lys Thr Arg Arg Lys Leu Glu Gly Asp 
1045 1050 1055 

Ser Thr Asp Leu Ser Asp Gin lie Ala Glu Leu Gin Ala Gin lie Ala 
1060 1065 1070 

Glu Leu Lys Met Gin Leu Ala Lys Lys Glu Glu Glu Leu Gin Ala Ala 
1075 1080 1085 

Leu Ala Arg val Glu Glu Glu Ala Ala Gin Lys Asn Met Ala Leu Lys 
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1090 1095 1100 

Lys lie Arg Glu Leu Glu Ser Gin lie ser Glu Leu Gin Glu Asp Leu 
1105 1110 1115 1120 

Glu Ser Glu Arg Ala ser Arg Asn Lys Ala Glu Lys Gin Lys Arg Asp 
1125 1130 1135 

Leu Gly Glu Glu Leu Glu Ala Leu Lys Thr Glu Leu Glu Asp Thr Leu 
1140 1145 1150 

Asp Ser Thr Ala Ala Gin Gin Glu Leu Arg Ser Lys Arg Glu Gin Glu 
1155 1160 " 1165 

val Asn lie Leu Lys Lys Thr Leu Glu Glu Glu Ala Lys Thr His Glu 
1170 1175 1180 

Ala Gin lie Gin Glu Met Arg Gin Lys His Ser Gin Ala Val Glu Glu 
1185 1190 1195 1200 

Leu Ala Glu Gin Leu Glu Gin Thr Lys Arg val Lys Ala Asn Leu Glu 
1205 1210 1215 

Lys Ala Lys Gin Thr Leu Glu Asn Glu Arg Gly Glu Leu Ala Asn Glu 
1220 1225 1230 

Val Lys val Leu Leu Gin Gly Gly Arg Asp Ser Glu His Lys Arg Lys 
1235 1240 1245 

Lys Val Glu Ala Gin Leu Gin Glu Leu Gin Val Lys Phe Asn Glu Gly 
1250 1255 1260 

Glu Arg Val Arg Thr Glu Leu Ala Asp Lys val Thr Lys Leu Gin Val 
1265 1270 1275 1280 

Glu Leu Asp Asn val Thr Gly Leu Leu Ser Gin Ser Asp Ser Lys Ser 
1285 1290 1295 

Ser Lys Leu Thr Lys Asp Phe Ser Ala Leu Glu Ser Gin Leu Gin Asp 
1300 1305 1310 

Thr Gin Glu Leu Leu Gin Glu Glu Asn Arg Gin Lys Leu Ser Leu Ser 
1315 1320 1325 

Thr Lys Leu Lys Gin Val Glu Asp Glu Lys Asn Ser Phe Arg Glu Gin 
1330 1335 1340 

Leu Glu Glu Glu Glu Ala Lys His Asn Leu Glu Lys Gin lie Ala Thr 
1345 1350 1355 1360 

Leu His Ala Gin val Ala Asp Met Lys Lys Lys Met Glu Asp Ser val 
1365 1370 1375 

Gly Cys Leu Glu Thr Ala Glu Glu Val Lys Arg Lys Leu Gin Lys Asp 
1380 1385 1390 

Leu Glu Gly Leu Ser Gin Arg His Glu Glu Lys Val Ala Ala Tyr Asp 
1395 1400 1405 

Lys Leu Glu Lys Thr Lys Thr Arg Leu Gin Gin Glu Leu Asp Asp Leu 
1410 1415 1420 

Leu val Asp Leu Asp His Gin Arg Gin ser Ala Cys Asn Leu Glu Lys 
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1425 1430 1435 1440 

Lys Gin Lys Lys Phe Asp Gin Leu Leu Ala Glu Glu Lys Thr lie Ser 
1445 1450 1455 

Ala Lys Tyr Ala Glu Glu Arg Asp Arg Ala Glu Ala Glu Ala Arg Glu 
1460 1465 1470 

Lys Glu Thr Lys Ala Leu Ser Leu Ala Arg Ala Leu Glu Glu Ala Met 
1475 1480 1485 

Glu Gin Lys Ala Glu Leu Glu Arg Leu Asn Lys Gin Phe Arg Thr Glu 
1490 1495 1500 

Met Glu Asp Leu Met Ser Ser Lys Asp Asp val Gly Lys Ser Val His 
1505 1510 1515 1520 

Glu Leu Glu Lys Ser Lys Arg Ala Leu Glu Gin Gin val Glu Glu Met 
1525 1530 1535 

Lys Thr Gin Leu Glu Glu Leu Glu Asp Glu Leu Gin Ala Thr Glu Asp 
1540 1545 1550 

Ala Lys Leu Arg Leu Glu Val Asn Leu Gin Ala Met Lys Ala Gin Phe 
1555 1560 1565 

Glu Arg Asp Leu Gin Gly Arg Asp Glu Gin ser Glu Glu Lys Lys Lys 
1570 1575 1580 

Gin Leu Val Arg Gin val Arg Glu Met Glu Ala Glu Leu Glu Asp Glu 
1585 1590 1595 1600 

Arg Lys Gin Arg Ser Met Ala Val Ala Ala Arg Lys Lys Leu Glu Met 
1605 1610 1615 

Asp Leu Lys Asp Leu Glu Ala His lie Asp Ser Ala Asn Lys Asn Arg 
1620 1625 1630 

Asp Glu Ala lie Lys Gin Leu Arg Lys Leu Gin Ala Gin Met Lys Asp 
1635 1640 1645 

Cys Met Arg Glu Leu Asp Asp Thr Arg Ala Ser Arg Glu Glu lie Leu 
1650 1655 ~ 1660 

Ala Gin Ala Lys Glu Asn Glu Lys Lys Leu Lys Ser Met Glu Ala Glu 
1665 1670 1675 1680 

Met lie Gin Leu Gin Glu Glu Leu Ala Ala Ala Glu Arg Ala Lys Arg 
1685 1690 1695 

Gin Ala Gin Gin Glu Arg Asp Glu Leu Ala Asp Glu lie Ala Asn Ser 
1700 1705 1710 

Ser Gly Lys Gly Ala Leu Ala Leu Glu Glu Lys Arg Arg Leu Glu Ala 
1715 1720 1725 

Arg lie Ala Gin Leu Glu Glu Glu Leu Glu Glu Glu Gin Gly Asn Thr 
1730 1735 1740 

Glu Leu He Asn Asp Arg Leu Lys Lys Ala Asn Leu Gin lie Asp Gin 
1745 1750 1755 1760 

lie Asn Ala Asp Leu Asn Leu Glu Arg Gly His Ala Gin Lys Asn Glu 
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1765 1770 1775 

Asn Ala Arg Gin Gin Leu Glu Arg Gin Asn Lys Glu Leu Lys val Lys 
1780 1785 1790 

Leu Gin Glu Met Glu Gly Thr val Lys Ser Lys Tyr Lys Ala ser lie 
1795 1800 1805 

Thr Ala Leu Glu Ala Lys lie Ala Gin Leu Glu Glu Gin Leu Asp Asn 
1810 1815 1820 

Glu Thr Lys Glu Arg Gin Ala Ala Cys Lys Gin val Arg Arg Thr Glu 
1825 1830 1835 1840 

Lys Lys Leu Lys Asp val Leu Leu Gin val Asp Asp Glu Arg Arg Asn 
1845 1850 1855 

Ala Glu Gin Tyr Lys Asp Gin Ala Asp Lys Ala Ser Thr Arg Leu Lys 
1860 1865 1870 

Gin Leu Lys Arg Gin Leu Glu Glu Ala Glu Glu Glu Ala Gin Arg Ala 
1875 1880 1885 

Asn Ala Ser Arg Arg Lys Leu Gin Arg Glu Leu Glu Asp Ala Thr Glu 
1890 1895 1900 

Thr Ala Asp Ala Met Asn Arg Glu Val ser ser Leu Lys Asn Lys Leu 
1905 1910 1915 1920 

Arg Arg Gly Asp Leu Pro Phe Val val Pro Arg Arg Met Ala Arg Lys 
1925 1930 1935 

Gly Ala Gly Asp Gly Ser Asp Glu Glu val Asp Gly Lys Ala Asp Gly 
1940 1945 1950 

Ala Glu Ala Lys Pro Ala Glu 
1955 



<210> 37 

<211> 530 

<212> DNA 

<213> Homo sapiens 

<400> 37 

ccatggccct gccaagtgta tcttggatgc tgctttcctg cctcatgctg ctgtctcagg 60 

ttcaaggtga agaaccccag agggaactgc cctctgcacg gatccgctgt cccaaaggct 120 

ccaaggccta tggctcccac tgctatgcct tgtttttgtc accaaaatcc tggacagatg 180 

cagatctggc ctgccagaag cggccctctg gaaacctggt gtctgtgctc agtggggctg 240 

agggatcctt cgtgtcctcc ctggtgaaga gcattggtaa cagctactca tacgtctgga 300 

ttgggctcca tgaccccaca cagggcaccg agcccaatgg agaaggttgg gagtggagta 360 

gcagtgatgt gatgaattac tttgcatggg agagaaatcc ctccaccatc tcaagccccg 420 

gccactgtgc gagcctgtcg agaagcacag catttctgag gtggaaagat tataactgta 480 

atgtgaggtt accctatgtc tgcaagttca aatactggag gcaattgtaa 530 



<210> 38 

<211> 175 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Ala Leu Pro ser val ser Trp Met Leu Leu ser cys Leu Met Leu 
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10 



15 



Leu Ser Gin Val Gin Gly Glu Glu Pro Gin Arg Glu Leu Pro ser Ala 
20 25 30 

Arg He Arg Cys Pro Lys Gly Ser Lys Ala Tyr Gly Ser His Cys Tyr 
35 40 45 

Ala Leu Phe Leu Ser Pro Lys Ser Trp Thr Asp Ala Asp Leu Ala Cys 
50 55 60 

Gin Lys Arg Pro Ser Gly Asn Leu Val Ser val Leu Ser Gly Ala Glu 
65 70 75 80 

Gly Ser Phe Val Ser Ser Leu Val Lys Ser lie Gly Asn Ser Tyr Ser 
85 90 95 

Tyr val Trp lie Gly Leu His Asp Pro Thr Gin Gly Thr Glu Pro Asn 
100 105 110 

Gly Glu Gly Trp Glu Trp Ser ser Ser Asp val Met Asn Tyr Phe Ala 
115 120 125 

Trp Glu Arg Asn Pro Ser Thr lie Ser Ser Pro Gly His Cys Ala Ser 
130 135 140 

Leu Ser Arg ser Thr Ala Phe Leu Arg Trp Lys Asp Tyr Asn Cys Asn 
145 150 155 160 

Val Arg Leu Pro Tyr val Cys Lys Phe Lys Tyr Trp Arg Gin Leu 
165 170 175 



<210> 39 

<211> 1069 

<212> PRT 

<213> Homo sapiens 

<400> 39 

val Gly Glu Ala val Gly Thr Ala Ser cys Lys Cys Ala Ala Gly Phe 
15 10 15 

Gin Gly Asn Gly Thr lie Cys Thr Ala lie Asn Ala cys Glu lie Ser 
20 25 30 

Asn Gly Gly Cys Ser Ala Lys Ala Asp cys Lys Arg Thr Thr Pro Gly 
35 40 45 

Arg Arg val Cys Thr Cys Lys Ala Gly Tyr Thr Gly Asp Gly lie Val 
50 55 60 

Cys Leu Glu lie Asn Pro Cys Leu Glu Asn His Gly Gly Cys Asp Lys 
65 70 75 80 

Asn Ala Glu Cys Thr Gin Thr Gly Pro Asn Gin Ala Ala Cys Asn Cys 
85 90 95 

Leu Pro Ala Tyr Thr Gly Asp Gly Lys Val Cys Thr Leu lie Asn Val 
100 105 110 

Cys Leu Thr Lys Asn Gly Gly Cys Ser Glu Phe Ala lie Cys Asn His 



115 




125 
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Thr Gly Gin val Glu Arg Thr Cys Thr Cys Lys Pro Asn Tyr lie Gly 
130 135 140 

Asp Gly Phe Thr Cys Arg Gly Ser lie Tyr Gin Glu Leu Pro Lys Asn 
145 150 155 160 

Pro Lys Thr Ser Gin Tyr Phe Phe Gin Leu Gin Glu His Phe val Lys 
165 170 175 

Asp Leu val Gly Pro Gly Pro Phe Thr Val Phe Ala Pro Leu ser Ala 
180 ' 185 190 

Ala Phe Asp Glu Glu Ala Arg val Lys Asp Trp Asp Lys Tyr Gly Leu 
195 200 205 

Met Pro Gin Val Leu Arg Tyr His Val Val Ala Cys His Gin Leu Leu 
210 215 220 

Leu Glu Asn Leu Lys Leu lie Ser Asn Ala Thr Ser Leu Gin Gly Glu 
225 230 235 240 

Pro lie val lie Ser val Ser Gin Ser Thr val Tyr lie Asn Asn Lys 
245 250 255 

Ala Lys lie lie Ser Ser Asp lie lie Ser Thr Asn Gly lie val His 
260 265 270 

lie lie Asp Lys Leu Leu Ser Pro Lys Asn Leu Leu lie Thr Pro Lys 
275 280 285 

Asp Asn Ser Gly Arg lie Leu Gin Asn Leu Thr Thr Leu Ala Thr Asn 
290 295 300 

Asn Gly Tyr lie Lys Phe Ser Asn Leu lie Gin Asp Ser Gly Leu Leu 
305 310 315 320 

Ser val lie Thr Asp Pro lie His Thr Pro val Thr Leu Phe Trp Pro 

325 330 335 

Thr Asp Gin Ala Leu His Ala Leu Pro Ala Glu Gin Gin Asp Phe Leu 
340 345 350 

Phe Asn Gin Asp Asn Lys Asp Lys Leu Lys Glu Tyr Leu Lys Phe His 
355 360 365 

Val lie Arg Asp Ala Lys val Leu Ala val Asp Leu Pro Thr Ser Thr 
370 375 380 

Ala Trp Lys Thr Leu Gin Gly Ser Glu Leu Ser Val Lys Cys Gly Ala 
385 390 395 400 

Gly Arg Asp lie Gly Asp Leu Phe Leu Asn Gly Gin Thr Cys Arg lie 
405 410 415 

Val Gin Arg Glu Leu Leu Phe Asp Leu Gly Val Ala Tyr Gly lie Asp 
420 425 430 

Cys Leu Leu lie Asp Pro Thr Leu Gly Gly Arg cys Asp Thr Phe Thr 
435 440 445 

Thr Phe Asp Ala Ser Gly Glu Cys Gly Ser Cys Val Asn Thr Pro Ser 
450 455 460 
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Cys Pro Arg Trp Ser Lys Pro Lys Gly Val Lys Gin Lys Cys Leu Tyr 
465 470 475 480 

Asn Leu Pro Phe Lys Arg Asn Leu Glu Gly Cys Arg Glu Arg Cys Ser 
485 490 495 

Leu val lie Gin lie Pro Arg Cys Cys Lys Gly Tyr Phe Gly Arg Asp 
500 505 510 

Cys Gin Ala Cys Pro Gly Gly Pro Asp Ala Pro Cys Asn Asn Arg Gly 
515 520 525 

Val Cys Leu Asp Gin Tyr Ser Ala Thr Gly Glu Cys Lys Cys Asn Thr 
530 535 540 

Gly Phe Asn Gly Thr Ala Cys Glu Met Cys Trp Pro Gly Arg Phe Gly 
545 550 555 560 

Pro Asp Cys Leu Pro Cys Gly Cys Ser Asp His Gly Gin cys Asp Asp 
565 570 575 

Gly lie Thr Gly Ser Gly Gin Cys Leu Cys Glu Thr Gly Trp Thr Gly 
580 585 590 

Pro Ser cys Asp Thr Gin Ala val Leu Pro Ala val Cys Thr Pro Pro 

595 600 605 

Cys ser Ala His Ala Thr cys Lys Glu Asn Asn Thr cys Glu Cys Asn 
610 615 620 

Leu Asp Tyr Glu Gly Asp Gly lie Thr Cys Thr Val Val Asp Phe Cys 
625 630 635 640 

Lys Gin Asp Asn Gly Gly Cys Ala Lys val Ala Arg Cys Ser Gin Lys 
645 650 655 

Gly Thr Lys Val Ser Cys Ser Cys Gin Lys Gly Tyr Lys Gly Asp Gly 
660 665 670 

His Ser Cys Thr Glu lie Asp Pro Cys Ala Asp Gly Leu Asn Gly Gly 
675 680 685 

Cys His Glu His Ala Thr cys Lys Met Thr Gly Pro Gly Lys His Lys 
690 695 700 

Cys Glu Cys Lys Ser His Tyr Val Gly Asp Gly Leu Asn Cys Glu Pro 
705 710 715 720 

Glu Gin Leu Pro lie Asp Arg Cys Leu Gin Asp Asn Gly Gin Cys His 
725 730 735 

Ala Asp Ala Lys Cys Val Asp Leu His Phe Gin Asp Thr Thr val Gly 
740 745 750 

val Phe His Leu Arg Ser Pro Leu Gly Gin Tyr Lys Leu Thr Phe Asp 
755 760 765 

Lys Ala Arg Glu Ala Cys Ala Asn Glu Ala Ala Thr Met Ala Thr Tyr 
770 775 780 

Asn Gin Leu Ser Tyr Ala Gin Lys Ala Lys Tyr His Leu Cys Ser Ala 
785 790 795 800 
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Gly Trp Leu Glu Thr Gly Arg Val Ala Tyr Pro Thr Ala Phe Ala Ser 
805 810 815 

Gin Asn Cys Gly Ser Gly Val val Gly lie val Asp Tyr Gly Pro Arg 
820 825 830 

Pro Asn Lys Ser Glu Met Trp Asp val Phe Cys Tyr Arg Met Lys Gly 
835 840 845 

Ser Ala Gly Leu Phe Gin Gin Leu Ser Ser Arg Pro Cys lie Ser Arg 
850 855 860 

Thr Pro Asp Asp Leu Ser lie Arg Gly Thr Leu Phe val Pro Gin Asn 
865 870 875 880 

Ser Gly Leu Gly Glu Asn Glu Thr Leu Ser Gly Arg Asp lie Glu His 
885 890 895 

His Leu Ala Asn val ser Met Phe Phe Tyr Asn Asp Leu val Asn Gly 
900 905 910 

Thr Thr Leu Gin Thr Arg Leu Gly Ser Lys Leu Leu lie Thr Ala Ser 
915 920 925 

Gin Asp Pro Leu Gin Pro Thr Glu Thr Arg Phe val Asp Gly Arg Ala 
930 935 940 

lie Leu Gin Trp Asp lie Phe Ala Ser Asn Gly lie lie His val lie 
945 950 955 960 

Ser Arg Pro Leu Lys Ala Pro Pro Ala Pro Val Thr Leu Thr His Thr 
965 970 975 

Gly Leu Gly Ala Gly lie Phe Phe Ala lie He Leu val Thr Gly Ala 
980 985 990 

Val Ala Leu Ala Ala Tyr Ser Tyr Phe Arg lie Asn Arg Arg Thr lie 
995 1000 1005 

Gly Phe Gin His Phe Glu Ser Glu Glu Asp He Asn val Ala Ala Leu 
1010 1015 1020 

Gly Lys Gin Gin Pro Glu Asn lie Ser Asn Pro Leu Tyr Glu Ser Thr 
1025 1030 1035 1040 

Thr Ser Ala Pro Pro Glu Pro Ser Tyr Asp Pro Phe Thr Asp Ser Glu 
1045 1050 1055 

Glu Arg Gin Leu Glu Gly Asn Asp Pro Leu Arg Thr Leu 
1060 1065 

<210> 40 

<211> 1192 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Trp His Leu Phe Gly Trp Ser Asp Gly Thr Gly Val Cys Glu Cys Gly 
1 5 10 15 

Glu Gly Phe Ser Gly Thr Ala Cys Glu Thr Cys Thr Glu Gly Lys Tyr 
20 25 30 
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Gly lie His Cys Asp Gin Ala Cys Ser cys val His Gly Arg cys Asn 
35 40 45 

Gin Gly Pro Leu Gly Asp Gly Ser cys Asp Cys Asp val Gly Trp Arg 
50 55 60 

Gly Val His Cys Asp Asn Ala Thr Thr Glu Asp Asn Cys Asn Gly Thr 
65 70 75 80 

Cys His Thr Ser Ala Asn Cys Leu Thr Asn Ser Asp Gly Thr Ala Ser 
85 90 95 

Cys Lys Cys Ala Ala Gly Phe Gin Gly Asn Gly Thr lie Cys Thr Ala 
100 105 110 

lie Asn Ala Cys Glu lie Ser Asn Gly Gly Cys Ser Ala Lys Ala Asp 
115 120 125 

Cys Lys Arg Thr Thr Pro Gly Arg Arg Val Cys Thr Cys Lys Ala Gly 
130 135 140 

Tyr Thr Gly Asp Gly lie val Cys Leu Glu lie Asn Pro Cys Leu Glu 
145 150 155 160 

Asn His Gly Gly Cys Asp Lys Asn Ala Glu Cys Thr Gin Thr Gly Pro 
165 170 175 

Asn Gin Ala Ala Cys Asn Cys Leu Pro Ala Tyr Thr Gly Asp Gly Lys 
180 185 190 

val Cys Thr Leu lie Asn val Cys Leu Thr Lys Asn Gly Gly Cys Ser 
195 200 205 

Glu Phe Ala lie Cys Asn His Thr Gly Gin Val Glu Arg Thr Cys Thr 
210 215 220 

Cys Lys Pro Asn Tyr lie Gly Asp Gly Phe Thr Cys Arg Gly Ser lie 
225 230 235 240 

Tyr Gin Glu Leu Pro Lys Asn Pro Lys Thr Ser Gin Tyr Phe Phe Gin 
245 250 255 

Leu Gin Glu His Phe val Lys Asp Leu Val Gly Pro Gly Pro Phe Thr 
260 265 270 

val Phe Ala Pro Leu Ser Ala Ala Phe Asp Glu Glu Ala Arg val Lys 
275 280 285 

Asp Trp Asp Lys Tyr Gly Leu Met Pro Gin Val Leu Arg Tyr His Val 
290 295 300 

val Ala Cys His Gin Leu Leu Leu Glu Asn Leu Lys Leu lie Ser Asn 
305 ' 310 315 320 

Ala Thr Ser Leu Gin Gly Glu Pro lie val lie Ser val Ser Gin Ser 
325 330 335 

Thr Val Tyr lie Asn Asn Lys Ala Lys lie lie Ser Ser Asp lie lie 
340 345 350 

Ser Thr Asn Gly lie val His lie lie Asp Lys Leu Leu Ser Pro Lys 
355 360 365 
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Asn Leu Leu lie Thr Pro Lys Asp Asn Ser Gly Arg lie Leu Gin Asn 
370 375 380 

Leu Thr Thr Leu Ala Thr Asn Asn Gly Tyr lie Lys Phe Ser Asn Leu 
385 390 395 400 

lie Gin Asp Ser Gly Leu Leu Ser Val lie Thr Asp Pro lie His Thr 
405 410 415 

Pro val Thr Leu Phe Trp Pro Thr Asp Gin Ala Leu His Ala Leu Pro 
420 425 430 

Ala Glu Gin Gin Asp Phe Leu Phe Asn Gin Asp Asn Lys Asp Lys Leu 
435 440 445 

Lys Glu Tyr Leu Lys Phe His Val lie Arg Asp Ala Lys val Leu Ala 
450 455 460 

val Asp Leu Pro Thr Ser Thr Ala Trp Lys Thr Leu Gin Gly Ser Glu 
465 470 475 480 

Leu Ser val Lys Cys Gly Ala Gly Arg Asp lie Gly Asp Leu Phe Leu 
485 490 495 

Asn Gly Gin Thr Cys Arg lie val Gin Arg Glu Leu Leu Phe Asp Leu 
500 505 510 

Gly val Ala Tyr Gly lie Asp Cys Leu Leu lie Asp Pro Thr Leu Gly 
515 520 525 

Gly Arg cys Asp Thr Phe Thr Thr Phe Asp Ala Ser Gly Glu cys Gly 
530 535 540 

Ser Cys val Asn Thr Pro Ser Cys Pro Arg Trp Ser Lys Pro Lys Gly 
545 550 ' 555 560 

val Lys Gin Lys Cys Leu Tyr Asn Leu Pro Phe Lys Arg Asn Leu Glu 
565 570 575 

Gly Cys Arg Glu Arg Cys Ser Leu val lie Gin lie Pro Arg Cys Cys 
580 585 590 

Lys Gly Tyr Phe Gly Arg Asp Cys Gin Ala Cys Pro Gly Gly Pro Asp 
595 600 605 

Ala Pro Cys Asn Asn Arg Gly val Cys Leu Asp Gin Tyr Ser Ala Thr 
610 615 620 

Gly Glu Cys Lys Cys Asn Thr Gly Phe Asn Gly Thr Ala Cys Glu Met 
625 630 635 640 

Cys Trp Pro Gly Arg Phe Gly Pro Asp Cys Leu Pro Cys Gly Cys Ser 
645 650 655 

Asp His Gly Gin Cys Asp Asp Gly lie Thr Gly Ser Gly Gin Cys Leu 
660 665 670 

Cys Glu Thr Gly Trp Thr Gly Pro Ser Cys Asp Thr Gin Ala val Leu 
675 680 685 

Pro Ala val Cys Thr Pro Pro Cys Ser Ala His Ala Thr Cys Lys Glu 
690 695 700 
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Asn Asn Thr Cys Glu Cys Asn Leu Asp Tyr Glu Gly Asp Gly lie Thr 
705 710 715 720 

Cys Thr val val Asp Phe Cys Lys Gin Asp Asn Gly Gly cys Ala Lys 
725 730 735 

val Ala Arg Cys Ser Gin Lys Gly Thr Lys val Ser cys ser Cys Gin 
740 745 750 

Lys Gly Tyr Lys Gly Asp Gly His Ser Cys Thr Glu lie Asp Pro Cys 
755 760 765 

Ala Asp Gly Leu Asn Gly Gly Cys His Glu His Ala Thr Cys Lys Met 
770 775 780 

Thr Gly Pro Gly Lys His Lys Cys Glu Cys Lys Ser His Tyr Val Gly 
785 790 795 800 

Asp Gly Leu Asn Cys Glu Pro Glu Gin Leu Pro lie Asp Arg Cys Leu 
805 810 815 

Gin Asp Asn Gly Gin Cys His Ala Asp Ala Lys cys val Asp Leu His 
820 825 830 

Phe Gin Asp Thr Thr val Gly val Phe His Leu Arg Ser Pro Leu Gly 
835 840 845 

Gin Tyr Lys Leu Thr Phe Asp Lys Ala Arg Glu Ala Cys Ala Asn Glu 
850 855 860 

Ala Ala Thr Met Ala Thr Tyr Asn Gin Leu Ser Tyr Ala Gin Lys Ala 
865 870 875 880 

Lys Tyr His Leu Cys Ser Ala Gly Trp Leu Glu Thr Gly Arg val Ala 
885 890 895 

Tyr Pro Thr Ala Phe Ala Ser Gin Asn Cys Gly Ser Gly val val Gly 
900 905 910 

lie val Asp Tyr Gly Pro Arg Pro Asn Lys Ser Glu Met Trp Asp Val 
915 920 925 

Phe Cys Tyr Arg Met Lys Asp Val Asn Cys Thr cys Lys val Gly Tyr 
930 935 940 

val Gly Asp Gly Phe Ser cys Ser Gly Asn Leu Leu Gin val Leu Met 
945 950 955 960 

Ser Phe Pro Ser Leu Thr Asn Phe Leu Thr Glu Val Leu Ala Tyr Ser 
965 970 975 

Asn Ser Ser Ala Arg Gly Arg Ala Phe Leu Glu His Leu Thr Asp Leu 
980 985 990 

Ser lie Arg Gly Thr Leu Phe val Pro Gin Asn Ser Gly Leu Gly Glu 
995 1000 1005 

Asn Glu Thr Leu Ser Gly Arg Asp lie Glu His His Leu Ala Asn val 
1010 1015 1020 

Ser Met Phe Phe Tyr Asn Asp Leu val Asn Gly Thr Thr Leu Gin Thr 
1025 1030 1035 1040 
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Arg Leu Gly Ser Lys Leu Leu lie Thr Ala Ser Gin Asp Pro Leu Gin 
1045 1050 1055 

Pro Thr Glu Thr Arg Phe Val Asp Gly Arg Ala lie Leu Gin Trp Asp 
1060 1065 1070 

lie Phe Ala Ser Asn Gly lie lie His val lie Ser Arg Pro Leu Lys 
1075 1080 1085 

Ala Pro Pro Ala Pro val Thr Leu Thr His Thr Gly Leu Gly Ala Gly 
1090 1095 1100 

lie Phe Phe Ala lie lie Leu val Thr Gly Ala val Ala Leu Ala Ala 
1105 1110 1115 1120 

Tyr Ser Tyr Phe Arg lie Asn Arg Arg Thr lie Gly Phe Gin His Phe 
1125 1130 1135 

Glu Ser Glu Glu Asp lie Asn val Ala Ala Leu Gly Lys Gin Gin Pro 
1140 1145 1150 

Glu Asn lie Ser Asn Pro Leu Tyr Glu Ser Thr Thr Ser Ala Pro Pro 
1155 1160 1165 

Glu Pro Ser Tyr Asp Pro Phe Thr Asp Ser Glu Glu Arg Gin Leu Glu 
1170 1175 1180 

Gly Asn Asp Pro Leu Arg Thr Leu 
1185 1190 

<210> 41 
<211> 897 
<212> PRT 

<213> Homo sapiens 

<400> 41 

Met Pro Gin val Leu Arg Tyr His Val Val Ala Cys His Gin Leu Leu 
1 5 10 15 

Leu Glu Asn Leu Lys Leu lie Ser Asn Ala Thr Ser Leu Gin Gly Glu 
20 25 30 

Pro lie Val lie Ser val Ser Gin Ser Thr Val Tyr lie Asn Asn Lys 
35 40 45 

Ala Lys lie lie Ser Ser Asp lie lie Ser Thr Asn Gly lie val His 
50 55 60 

lie lie Asp Lys Leu Leu Ser Pro Lys Asn Leu Leu lie Thr Pro Lys 
65 70 75 80 

Asp Asn Ser Gly Arg lie Leu Gin Asn Leu Thr Thr Leu Ala Thr Asn 
85 90 95 

Asn Gly Tyr lie Lys Phe Ser Asn Leu lie Gin Asp Ser Gly Leu Leu 
100 105 110 

Ser val He Thr Asp Pro lie His Thr Pro Val Thr Leu Phe Trp Pro 
115 120 125 

Thr Asp Gin Ala Leu His Ala Leu Pro Ala Glu Gin Gin Asp Phe Leu 
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130 135 140 

Phe Asn Gin Asp Asn Lys Asp Lys Leu Lys Glu Tyr Leu Lys Phe His 
145 150 155 160 

val lie Arg Asp Ala Lys val Leu Ala val Asp Leu Pro Thr Ser Thr 
165 170 175 

Ala Trp Lys Thr Leu Gin Gly Ser Glu Leu Ser Val Lys Cys Gly Ala 
180 185 190 

Gly Arg Asp lie Gly Asp Leu Phe Leu Asn Gly Gin Thr Cys Arg lie 
195 200 205 

Val Gin Arg Glu Leu Leu Phe Asp Leu Gly val Ala Tyr Gly lie Asp 
210 215 220 

Cys Leu Leu lie Asp Pro Thr Leu Gly Gly Arg Cys Asp Thr Phe Thr 
225 230 235 240 

Thr Phe Asp Ala Ser Gly Glu Cys Gly Ser Cys val Asn Thr Pro Ser 
245 250 255 

Cys Pro Arg Trp Ser Lys Pro Lys Gly Val Lys Gin Lys Cys Leu Tyr 
260 265 270 

Asn Leu Pro Phe Lys Arg Asn Leu Glu Gly Cys Arg Glu Arg Cys Ser 
275 280 285 

Leu Val lie Gin lie Pro Arg cys Cys Lys Gly Tyr Phe Gly Arg Asp 
290 295 300 

Cys Gin Ala Cys Pro Gly Gly Pro Asp Ala Pro Cys Asn Asn Arg Gly 
305 310 315 320 

val Cys Leu Asp Gin Tyr Ser Ala Thr Gly Glu Cys Lys Cys Asn Thr 
325 330 335 

Gly Phe Asn Gly Thr Ala Cys Glu Met Cys Trp Pro Gly Arg Phe Gly 
340 345 350 

Pro Asp Cys Leu Pro Cys Gly Cys Ser Asp His Gly Gin Cys Asp Asp 
355 360 365 

Gly lie Thr Gly Ser Gly Gin Cys Leu Cys Glu Thr Gly Trp Thr Gly 
370 375 380 

Pro Ser cys Asp Thr Gin Ala val Leu Pro Ala val Cys Thr Pro Pro 
385 390 395 400 

Cys Ser Ala His Ala Thr Cys Lys Glu Asn Asn Thr Cys Glu Cys Asn 
405 410 415 

Leu Asp Tyr Glu Gly Asp Gly lie Thr Cys Thr Val Val Asp Phe Cys 
420 425 430 

Lys Gin Asp Asn Gly Gly Cys Ala Lys val Ala Arg cys Ser Gin Lys 
435 440 445 

Gly Thr Lys val Ser Cys Ser Cys Gin Lys Gly Tyr Lys Gly Asp Gly 
450 455 460 

His Ser Cys Thr Glu lie Asp Pro Cys Ala Asp Gly Leu Asn Gly Gly 
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465 470 475 480 

Cys His Glu His Ala Thr Cys Lys Met Thr Gly Pro Gly Lys His Lys 
485 490 495 

Cys Glu Cys Lys Ser His Tyr Val Gly Asp Gly Leu Asn Cys Glu Pro 
500 505 510 

Glu Gin Leu Pro lie Asp Arg Cys Leu Gin Asp Asn Gly Gin Cys His 
515 520 525 

Ala Asp Ala Lys Cys val Asp Leu His Phe Gin Asp Thr Thr val Gly 
530 535 540 

val Phe His Leu Arg Ser Pro Leu Gly Gin Tyr Lys Leu Thr Phe Asp 
545 550 555 560 

Lys Ala Arg Glu Ala Cys Ala Asn Glu Ala Ala Thr Met Ala Thr Tyr 
565 570 575 

Asn Gin Leu Ser Tyr Ala Gin Lys Ala Lys Tyr His Leu Cys Ser Ala 
580 585 590 

Gly Trp Leu Glu Thr Gly Arg val Ala Tyr Pro Thr Ala Phe Ala Ser 
595 600 605 

Gin Asn Cys Gly Ser Gly val val Gly lie Val Asp Tyr Gly Pro Arg 
610 615 " 620 

Pro Asn Lys Ser Glu Met Trp Asp val Phe Cys Tyr Arg Met Lys Asp 
625 630 635 " 640 

val Asn cys Thr Cys Lys val Gly Tyr val Gly Asp Gly Phe ser Cys 
645 650 655 

Ser Gly Asn Leu Leu Gin val Leu Met ser Phe Pro ser Leu Thr Asn 
660 665 670 

Phe Leu Thr Glu Val Leu Ala Tyr Ser Asn Ser Ser Ala Arg Gly Arg 
675 680 685 

Ala Phe Leu Glu His Leu Thr Asp Leu Ser lie Arg Gly Thr Leu Phe 
690 695 700 

val Pro Gin Asn Ser Gly Leu Gly Glu Asn Glu Thr Leu Ser Gly Arg 
705 710 715 720 

Asp He Glu His His Leu Ala Asn Val Ser Met Phe Phe Tyr Asn Asp 
725 730 735 

Leu val Asn Gly Thr Thr Leu Gin Thr Arg val Gly ser Lys Leu Leu 
740 745 750 

lie Thr Ala Ser Gin Asp Pro Leu Gin Pro Thr Glu Thr Arg Phe Val 
755 760 765 

Asp Gly Arg Ala lie Leu Gin Trp Asp lie Phe Ala ser Asn Gly lie 
770 775 780 

lie His val lie Ser Arg Pro Leu Lys Ala Pro Pro Ala Pro val Thr 
785 790 795 800 

Leu Thr His Thr Gly Leu Gly Ala Gly lie Phe Phe Ala lie lie Leu 
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805 810 815 

val Thr Gly Ala val Ala Leu Ala Ala Tyr ser Tyr Phe Arg lie Asn 
820 825 830 

Arg Arg Thr lie Gly Phe Gin His Phe Glu Ser Glu Glu Asp He Asn 
835 840 845 

Val Ala Ala Leu Gly Lys Gin Gin Pro Glu Asn lie ser Asn Pro Leu 
850 855 860 

Tyr Glu Ser Thr Thr Ser Ala Pro Pro Glu Pro Ser Tyr Asp Pro Phe 
865 870 875 880 

Thr Asp Ser Glu Glu Arg Gin Leu Glu Gly Asn Asp Pro Leu Arg Thr 
885 890 895 



<210> 42 

<211> 2570 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Met Ala Gly Pro Arg Gly Leu Leu Pro Leu Cys Leu Leu Ala Phe Cys 
15 10 15 

Leu Ala Gly Phe Ser Phe val Arg Gly Gin val Leu Phe Lys Gly Cys 
20 25 30 

Asp val Lys Thr Thr Phe val Thr His val Pro cys Thr ser Cys Ala 
35 40 45 

Ala He Lys Lys Gin Thr Cys Pro Ser Gly Trp Leu Arg Glu Leu Pro 
50 55 60 

Asp Gin lie Thr Gin Asp Cys Arg Tyr Glu val Gin Leu Gly Gly Ser 
65 70 75 80 

Met val Ser Met Ser Gly Cys Arg Arg Lys Cys Arg Lys Gin Val Val 
85 90 95 

Gin Lys Ala Cys Cys Pro Gly Tyr Trp Gly Ser Arg Cys His Glu Cys 
100 105 110 

Pro Gly Gly Ala Glu Thr Pro Cys Asn Gly His Gly Thr Cys Leu Asp 
115 120 125 

Gly Met Asp Arg Asn Gly Thr Cys val Cys Gin Glu Asn Phe Arg Gly 
130 135 140 

ser Ala Cys Gin Glu Cys Gin Asp Pro Asn Arg Phe Gly Pro Asp Cys 
145 150 155 160 

Gin ser val Cys Ser Cys val His Gly val Cys Asn His Gly Pro Arg 
165 170 175 

Gly Asp Gly Ser cys Leu Cys Phe Ala Gly Tyr Thr Gly Pro His Cys 
180 185 190 
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Asp Gin Glu Leu Pro Val Cys Gin Glu Leu Arg Cys Pro Gin Asn Thr 
195 200 205 

Gin Cys Ser Ala Glu Ala Pro Ser Cys Arg Cys Leu Pro Gly Tyr Thr 
210 215 220 

Gin Gin Gly Ser Glu Cys Arg Ala Pro Asn Pro Cys Trp Pro Ser Pro 
225 230 235 240 

Cys Ser Leu Leu Ala Gin Cys Ser val Ser Pro Lys Gly Gin Ala Gin 
245 250 255 

Cys His Cys Pro Glu Asn Tyr His Gly Asp Gly Met Val Cys Leu Pro 
260 265 270 

Lys Asp Pro Cys Thr Asp Asn Leu Gly Gly Cys Pro Ser Asn Ser Thr 
275 280 285 

Leu Cys val Tyr Gin Lys Pro Gly Gin Ala Phe Cys Thr Cys Arg Pro 
290 295 300 

Gly Leu val Ser lie Asn ser Asn Ala Ser Ala Gly Cys Phe Ala Phe 
305 310 315 320 

Cys Ser Pro Phe Ser Cys Asp Arg Ser Ala Thr Cys Gin val Thr Ala 
325 330 335 

Asp Gly Lys Thr ser cys val Cys Arg Glu Ser Glu val Gly Asp Gly 
340 345 350 

Arg Ala Cys Tyr Gly His Leu Leu His Glu Val Gin Lys Ala Thr Gin 
355 360 365 

Thr Gly Arg val Phe Leu Gin Leu Arg val Ala val Ala Met Met Asp 
370 375 380 

Gin Gly Cys Arg Glu lie Leu Thr Thr Ala Gly Pro Phe Thr val Leu 

385 390 395 400 

Val Pro Ser val Ser Ser Phe Ser Ser Arg Thr Met Asn Ala Ser Leu 
405 410 415 

Ala Gin Gin Leu Cys Arg Gin His lie lie Ala Gly Gin His lie Leu 
420 425 430 

Glu Asp Thr Arg Thr Gin Gin Thr Arg Arg Trp Trp Thr Leu Ala Gly 
435 440 445 

Gin Glu lie Thr Val Thr Phe Asn Gin Phe Thr Lys Tyr Ser Tyr Lys 
450 455 460 

Tyr Lys Asp Gin Pro Gin Gin Thr Phe Asn lie Tyr Lys Ala Asn Asn 
465 470 475 480 

lie Ala Ala Asn Gly val Phe His val val Thr Gly Leu Arg Trp Gin 
485 490 495 

Ala Pro Ser Gly Thr Pro Gly Asp Pro Lys Arg Thr He Gly Gin lie 
500 505 510 

Leu Ala Ser Thr Glu Ala Phe Ser Arg Phe Glu Thr lie Leu Glu Asn 
515 520 525 
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cys Gly Leu Pro Ser He Leu Asp Gly Pro Gly Pro Phe Thr val Phe 
530 535 540 

Ala Pro Ser Asn Glu Ala Val Asp Ser Leu Arg Asp Gly Arg Leu lie 
545 550 555 560 

Tyr Leu Phe Thr Ala Gly Leu Ser Lys Leu Gin Glu Leu val Arg Tyr 
565 570 575 

His lie Tyr Asn His Gly Gin Leu Thr Val Glu Lys Leu He Ser Lys 
580 585 590 

Gly Arg lie Leu Thr Met Ala Asn Gin val Leu Ala val Asn lie Ser 
595 600 605 

Glu Glu Gly Arg lie Leu Leu Gly Pro Glu Gly val Pro Leu Gin Arg 
610 615 620 

Val Asp Val Met Ala Ala Asn Gly Val lie His Met Leu Asp Gly lie 
625 630 635 640 

Leu Leu Pro Pro Thr lie Leu Pro lie Leu Pro Lys His Cys Ser Glu 
645 650 655 

Glu Gin His Lys lie Val Ala Gly Ser Cys Val Asp Cys Gin Ala Leu 
660 665 670 

Asn Thr Ser Thr Cys Pro Pro Asn Ser val Lys Leu Asp lie Phe Pro 
675 680 685 

Lys Glu Cys Val Tyr lie His Asp Pro Thr Gly Leu Asn val Leu Lys 
690 695 700 

Lys Gly Cys Ala Ser Tyr Cys Asn Gin Thr lie Met Glu Gin Gly Cys 
705 ' 710 715 720 

Cys Lys Gly Phe Phe Gly Pro Asp Cys Thr Gin Cys Pro Gly Gly Phe 

725 730 735 

Ser Asn Pro cys Tyr Gly Lys Gly Asn Cys Ser Asp Gly lie Gin Gly 
740 745 750 

Asn Gly Ala Cys Leu Cys Phe Pro Asp Tyr Lys Gly lie Ala Cys His 
755 760 765 

lie Cys Ser Asn Pro Asn Lys His Gly Glu Gin cys Gin Glu Asp Cys 
770 775 780 

Gly Cys Val His Gly Leu Cys Asp Asn Arg Pro Gly Ser Gly Gly val 
785 790 795 800 

Cys Gin Gin Gly Thr Cys Ala Pro Gly Phe Ser Gly Arg Phe Cys Asn 
805 810 815 

Glu Ser Met Gly Asp Cys Gly Pro Thr Gly Leu Ala Gin His Cys His 
820 825 830 

Leu His Ala Arg Cys val Ser Gin Glu Gly val Ala Arg cys Arg Cys 
835 840 845 

Leu Asp Gly Phe Glu Gly Asp Gly Phe Ser cys Thr Pro Ser Asn Pro 
850 855 860 
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Cys Ser His Pro Asp Arg Gly Gly Cys Ser Glu Asn Ala Glu Cys val 
865 870 875 880 

Pro Gly Ser Leu Gly Thr His His Cys Thr Cys His Lys Gly Trp Ser 
885 890 895 

Gly Asp Gly Arg val cys val Ala lie Asp Glu Cys Glu Leu Asp val 
900 905 910 

Gly Gly Gly Cys His Thr Asp Ala Leu Cys Ser Tyr Val Gly Pro Gly 
915 920 925 

Gin ser Arg Cys Thr Cys Lys Leu Gly Phe Ala Gly Asp Gly Tyr Gin 
930 935 940 

Cys Ser Pro lie Asp Pro Cys Arg Ala Gly Asn Gly Gly Cys His Gly 
945 950 955 960 

Leu Ala Thr Cys Arg Ala Val Gly Gly Gly Gin Arg Val Cys Thr Cys 
965 970 975 

Pro Pro Gly Phe Gly Gly Asp Gly Phe ser Cys Tyr Gly Asp lie Phe 
980 985 990 

Arg Glu Leu Glu Ala Asn Ala His Phe Ser lie Phe Tyr Gin Trp Leu 
995 1000 1005 

Lys Ser Ala Gly lie Thr Leu Pro Ala Asp Arg Arg val Thr Ala Leu 
1010 1015 1020 

val Pro Ser Glu Ala Ala Val Arg Gin Leu Ser Pro Glu Asp Arg Ala 
1025 1030 1035 1040 

Phe Trp Leu Gin Pro Arg Thr Leu Pro Asn Leu val Arg Ala His Phe 
1045 1050 1055 

Leu Gin Gly Ala Leu Phe Glu Glu Glu Leu Ala Arg Leu Gly Gly Gin 
1060 1065 1070 

Glu Val Ala Thr Leu Asn Pro Thr Thr Arg Trp Glu lie Arg Asn lie 
1075 1080 1085 

Ser Gly Arg Val Trp val Gin Asn Ala Ser Val Asp val Ala Asp Leu 
1090 1095 1100 

Leu Ala Thr Asn Gly Val Leu His lie Leu Ser Gin Val Leu Leu Pro 
1105 1110 1115 1120 

Pro Arg Gly Asp Val Pro Gly Gly Gin Gly Leu Leu Gin Gin Leu Asp 
1125 1130 1135 

Leu Val Pro Ala Phe Ser Leu Phe Arg Glu Leu Leu Gin His His Gly 
1140 1145 1150 

Leu val Pro Gin lie Glu Ala Ala Thr Ala Tyr Thr lie Phe val Pro 
1155 1160 1165 

Thr Asn Arg Ser Leu Glu Ala Gin Gly Asn ser ser His Leu Asp Ala 
1170 1175 1180 

Asp Thr Val Arg His His Val Val Leu Gly Glu Ala Leu Ser Met Glu 
1185 1190 1195 1200 
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Thr Leu Arg Lys Gly Gly His Arg Asn Ser Leu Leu Gly Pro Ala His 
1205 1210 1215 

Trp lie val Phe Tyr Asn His Ser Gly Gl n Pro Glu val Asn His Val 
1220 1225 1230 

Pro Leu Glu Gly Pro Met Leu Glu Ala Pro Gly Arg Ser Leu lie Gly 
1235 1240 1245 

Leu Ser Gly Val Leu Thr val Gly Ser Ser Arg Cys Leu His Ser His 
1250 1255 1260 

Ala Glu Ala Leu Arg Glu Lys Cys val Asn Cys Thr Arg Arg Phe Arg 
1265 1270 1275 1280 

Cys Thr Gin Gly Phe Gin Leu Gin Asp Thr Pro Arg Lys Ser Cys Val 
1285 1290 1295 

Tyr Arg Ser Gly Phe Ser Phe Ser Arg Gly Cys Ser Tyr Thr Cys Ala 
1300 1305 1310 

Lys Lys lie Gin val Pro Asp Cys Cys Pro Gly Phe Phe Gly Thr Leu 
1315 1320 1325 

Cys Glu Pro Cys Pro Gly Gly Leu Gly Gly Val Cys Ser Gly His Gly 
1330 1335 1340 

Gin Cys Gin Asp Arg Phe Leu Gly Ser Gly Glu Cys His Cys His Glu 
1345 1350 1355 1360 

Gly Phe His Gly Thr Ala Cys Glu val Cys Glu Leu Gly Arg Tyr Gly 
1365 1370 1375 

Pro Asn Cys Thr Gly val Cys Asp Cys Ala His Gly Leu Cys Gin Glu 
1380 1385 1390 

Gly Leu Gin Gly Asp Gly Ser Cys val Cys Asn val Gly Trp Gin Gly 
1395 1400 1405 

Leu Arg Cys Asp Gin Lys He Thr Ser Pro Gin Cys Pro Arg Lys Cys 
1410 1415 1420 

Asp Pro Asn Ala Asn Cys val Gin Asp Ser Ala Gly Ala Ser Thr Cys 
1425 1430 1435 1440 

Ala Cys Ala Ala Gly Tyr ser Gly Asn Gly lie Phe Cys Ser Glu val 
1445 1450 1455 

Asp Pro Cys Ala His Gly His Gly Gly Cys Ser Pro His Ala Asn Cys 
1460 1465 1470 

Thr Lys val Ala Pro Gly Gin Arg Thr Cys Thr Cys Gin Asp Gly Tyr 
1475 1480 1485 

Met Gly Asp Gly Glu Leu Cys Gin Glu lie Asn ser Cys Leu lie His 
1490 1495 1500 

His Gly Gly Cys His lie His Ala Glu cys lie Pro Thr Gly Pro Gin 
1505 1510 1515 1520 

Gin Val Ser Cys Ser Cys Arg Glu Gly Tyr Ser Gly Asp Gly He Arg 
1525 1530 1535 
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Lys Asn Asn G' „ 
1540 1545 1550 



Thr Cys Glu Leu Leu Asp Pro Cys Ser Lys Asn Asn Gly Gly Cys Ser 
- r€n "50 



Pro Tyr Ala Thr Cys Lys Ser Thr Gly Asp Gly Gin Arg Thr Cys Thr 
1555 1560 1565 

Cys Asp Thr Ala His Thr val Gly Asp Gly Leu Thr cys Arg Ala Arg 
1570 1575 1580 

val Gly Leu Glu Leu Leu Arg Asp Lys His Ala Ser Phe Phe Ser Leu 
1585 1590 1595 1600 

Arg Leu Leu Glu Tyr Lys Glu Leu Lys Gly Asp Gly Pro Phe Thr lie 
1605 1610 1615 

Phe Val Pro His Ala Asp Leu Met Ser Asn Leu Ser Gin Asp Glu Leu 
1620 1625 1630 

Ala Arg lie Arg Ala His Arg Gin Leu Val Phe Arg Tyr His Val Val 
1635 1640 1645 

Gly Cys Arg Arg Leu Arg Ser Glu Asp Leu Leu Glu Gin Gly Tyr Ala 
1650 1655 1660 

Thr Ala Leu Ser Gly His Pro Leu Arg Phe Ser Glu Arg Glu Gly Ser 
1665 1670 1675 1680 

lie Tyr Leu Asn Asp Phe Ala Arg val val Ser Ser Asp His Glu Ala 
1685 1690 1695 

val Asn Gly lie Leu His Phe lie Asp Arg Val Leu Leu Pro Pro Glu 
1700 1705 1710 

Ala Leu His Trp Glu Pro Asp Asp Ala Pro lie Pro Arg Arg Asn Val 
1715 1720 1725 

Thr Ala Ala Ala Gin Gly Phe Gly Tyr Lys lie Phe Ser Gly Leu Leu 
1730 1735 1740 

Lys val Ala Gly Leu Leu Pro Leu Leu Arg Glu Ala Ser His Arg Pro 
1745 1750 1755 1760 

Phe Thr Met Leu Trp Pro Thr Asp Ala Ala Phe Arg Ala Leu Pro Pro 
1765 1770 1775 

Asp Arg Gin Ala Trp Leu Tyr His Glu Asp His Arg Asp Lys Leu Ala 
1780 1785 ~ 1790 

Ala lie Leu Arg Gly His Met lie Arg Asn Val Glu Ala Leu Ala Ser 
1795 1800 1805 

Asp Leu Pro Asn Leu Gly Pro Leu Arg Thr Met His Gly Thr Pro lie 
1810 1815 1820 

Ser Phe Ser Cys Ser Arg Thr Arg Pro Gly Glu Leu Met Val Gly Glu 
1825 1830 1835 1840 

Asp Asp Ala Arg lie val Gin Arg His Leu Pro Phe Glu Gly Gly Leu 
1845 1850 1855 

Ala Tyr Gly lie Asp Gin Leu Leu Glu Pro Pro Gly Leu Gly Ala Arg 
1860 1865 1870 
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cys Asp His Phe Glu Thr Arg Pro Leu Arg Leu Asn Thr cys Ser lie 
1875 1880 1885 

Cys Gly Leu Glu Pro Pro Cys Pro Glu Gly Ser Gin Glu Gin Gly Ser 
1890 1895 1900 

Pro Glu Ala Cys Trp Arg Phe Tyr Pro Lys Phe Trp Thr ser Pro Pro 
1905 1910 1915 1920 

Leu His Ser Leu Gly Leu Arg Ser val Trp val His Pro Ser Leu Trp 
1925 1930 1935 

Gly Arg Pro Gin Gly Leu Gly Arg Gly Cys His Arg Asn Cys Val Thr 
1940 1945 1950 

Thr Thr Trp Lys Pro Ser Cys Cys Pro Gly His Tyr Gly Ser Glu Cys 
1955 1960 1965 

Gin Ala Cys Pro Gly Gly Pro Ser ser Pro Cys Ser Asp Arg Gly Val 
1970 1975 1980 

Cys Met Asp Gly Met Ser Gly Ser Gly Gin Cys Leu Cys Arg ser Gly 
1985 1990 1995 2000 

Phe Ala Gly Thr Ala Cys Glu Leu Cys Ala Pro Gly Ala Phe Gly Pro 
2005 2010 2015 

His Cys Gin Ala Cys Arg cys Thr val His Gly Arg Cys Asp Glu Gly 
2020 2025 2030 

Leu Gly Gly Ser Gly Ser Cys Phe Cys Asp Glu Gly Trp Thr Gly Pro 
2035 2040 2045 

Arg Cys Glu Val Gin Leu Glu Leu Gin Pro val Cys Thr Pro Pro Cys 
2050 2055 2060 

Ala Pro Glu Ala Val Cys Arg Ala Gly Asn Ser Cys Glu Cys Ser Leu 
2065 2070 2075 2080 

Gly Tyr Glu Gly Asp Gly Arg val Cys Thr Val Ala Asp Leu Cys Gin 
2085 2090 2095 

Asp Gly His Gly Gly Cys Ser Glu His Ala Asn cys Ser Gin val Gly 
2100 2105 2110 

Thr Met val Thr Cys Thr Cys Leu Pro Asp Tyr Glu Gly Asp Gly Trp 
2115 2120 2125 

Ser Cys Arg Ala Arg Asn Pro Cys Thr Asp Gly His Arg Gly Gly Cys 
2130 2135 2140 

Ser Glu His Ala Asn Cys Leu Ser Thr Gly Leu Asn Thr Arg Arg Cys 
2145 2150 2155 2160 

Glu Cys His Ala Gly Tyr Val Gly Asp Gly Leu Gin Cys Leu Glu Glu 
2165 2170 2175 

Ser Glu Pro Pro val Asp Arg cys Leu Gly Gin Pro Pro Pro Cys His 
2180 2185 2190 

Ser Asp Ala Met Cys Thr Asp Gin His Phe Gin Glu Lys Arg Ala Gly 
2195 2200 2205 
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val Phe His Leu Gin Ala Thr Ser Gly Pro Tyr Gly Leu Asn Phe Ser 
2210 2215 2220 

Glu Ala Glu Ala Ala Cys Glu Ala Gin Gly Ala val Leu Ala ser Phe 
2225 2230 2235 2240 

Pro Gin Leu Ser Ala Ala Gin Gin Leu Gly Phe His Leu Cys Leu Met 
2245 2250 2255 

Gly Trp Leu Ala Asn Gly Ser Thr Ala His Pro val val Phe Pro val 
2260 2265 2270 

Ala Asp Cys Gly Asn Gly Arg val Gly val val Ser Leu Gly Ala Arg 
2275 2280 2285 

Lys Asn Leu Ser Glu Arg Trp Asp Ala Tyr Cys Phe Arg val Gin Asp 
2290 2295 2300 

val Ala Cys Arg Cys Arg Asn Gly Phe Val Gly Asp Gly lie Ser Thr 
2305 2310 2315 2320 

cys Asn Gly Lys Leu Leu Asp val Leu Ala Ala Thr Ala Asn Phe Ser 
2325 2330 2335 

Thr Phe Tyr Gly Met Leu Leu Gly Tyr Ala Asn Ala Thr Gin Arg Gly 
2340 2345 2350 

Leu Asp Phe Leu Asp Phe Leu Asp Asp Glu Leu Thr Tyr Lys Thr Leu 
2355 2360 2365 

Phe Val Pro val Asn Glu Gly Phe val Asp Asn Met Thr Leu Ser Gly 
2370 2375 2380 

Pro Asp Leu Glu Leu His Ala Ser Asn Ala Thr Leu Leu Ser Ala Asn 
2385 2390 2395 2400 

Ala Ser Gin Gly Lys Leu Leu Pro Ala His Ser Gly Leu Ser Leu lie 
2405 2410 2415 

lie Ser Asp Ala Gly Pro Asp Asn ser Ser Trp Ala Pro val Ala Pro 
2420 2425 2430 

Gly Thr val Val Val Ser Arg lie lie Val Trp Asp lie Met Ala Phe 
2435 2440 2445 

Asn Gly lie lie His Ala Leu Ala Ser Pro Leu Leu Ala Pro Pro Gin 
2450 2455 2460 

Pro Gin Ala val Leu Ala Pro Glu Ala Pro Pro val Ala Ala Gly val 
2465 2470 2475 2480 

Gly Ala val Leu Ala Ala Gly Ala Leu Leu Gly Leu val Ala Gly Ala 
2485 2490 2495 

Leu Tyr Leu Arg Ala Arg Gly Lys Pro Thr Gly Phe Gly Phe Ser Ala 
2500 2505 ' 2510 

Phe Gin Ala Glu Asp Asp Ala Asp Asp Asp Phe Ser Pro Trp Gin Glu 
2515 2520 2525 

Gly Thr Asn Pro Thr Leu Val Ser Val Pro Asn Pro Val Phe Gly Ser 
2530 2535 2540 
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Asp Thr Phe Cys Glu Pro Phe Asp Asp Ser Leu Leu Glu Glu Asp Phe 
2545 2550 2555 2560 

Pro Asp Thr Gin Arg lie Leu Thr Val Lys 
2565 2570 

<210> 43 

<211> 2212 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Cys Asp Arg Ser Ala Thr Cys Gin Val Thr Ala Asp Gly Lys Thr Ser 
1 5 ' 10 15 

Cys Val Cys Arg Glu Ser Glu Val Gly Asp Gly Arg Ala Cys Tyr Gly 
20 25 30 

His Leu Leu His Glu Val Gin Lys Ala Thr Gin Thr Gly Arg val Phe 
35 40 45 

Leu Gin Leu Arg val Ala val Ala Met Met Asp Gin Gly Cys Arg Glu 
50 55 60 

lie Leu Thr Thr Ala Gly Pro Phe Thr val Leu val Pro Ser val Ser 
65 70 75 80 

Ser Phe Ser Ser Arg Thr Met Asn Ala Ser Leu Ala Gin Gin Leu Cys 
85 90 95 

Arg Gin His lie lie Ala Gly Gin His lie Leu Glu Asp Thr Arg Thr 
100 105 110 

Gin Gin Thr Arg Arg Trp Trp Thr Leu Ala Gly Gin Glu lie Thr val 
115 120 125 

Thr Phe Asn Gin Phe Thr Lys Tyr Ser Tyr Lys Tyr Lys Asp Gin Pro 
130 135 140 

Gin Gin Thr Phe Asn lie Tyr Lys Ala Asn Asn lie Ala Ala Asn Gly 
145 150 155 160 

Val Phe His Val val Thr Gly Leu Arg Trp Gin Ala Pro Ser Gly Thr 
165 170 175 

Pro Gly Asp Pro Lys Arg Thr lie Gly Gin lie Leu Ala Ser Thr Glu 
180 185 190 

Ala Phe Ser Arg Phe Glu Thr lie Leu Glu Asn Cys Gly Leu Pro Ser 
195 200 205 

lie Leu Asp Gly Pro Gly Pro Phe Thr val Phe Ala Pro ser Asn Glu 
210 215 220 

Ala Val Asp Ser Leu Arg Asp Gly Arg Leu lie Tyr Leu Phe Thr Ala 
225 230 235 240 

Gly Leu Ser Lys Leu Gin Glu Leu val Arg Tyr His lie Tyr Asn His 
245 250 255 

Gly Gin Leu Thr val Glu Lys Leu lie Ser Lys Gly Arg lie Leu Thr 
260 265 270 

Page 105 



CURA2221.APP 

Met Ala Asn Gin Val Leu Ala val Asn lie Ser Glu Glu Gly Arg lie 
275 280 285 

Leu Leu Gly Pro Glu Gly Val Pro Leu Gin Arg val Asp val Met Ala 
290 295 300 

Ala Asn Gly val lie His Met Leu Asp Gly lie Leu Leu Pro Pro Thr 
305 310 315 320 

lie Leu Pro lie Leu Pro Lys His Cys Ser Glu Glu Gin His Lys lie 
325 330 335 

val Ala Gly Ser Cys val Asp cys Gin Ala Leu Asn Thr ser Thr cys 
340 345 350 

Pro Pro Asn Ser Val Lys Leu Asp lie Phe Pro Lys Glu Cys Val Tyr 
355 360 365 

lie His Asp Pro Thr Gly Leu Asn val Leu Lys Lys Gly Cys Ala Ser 
370 375 380 

Tyr Cys Asn Gin Thr lie Met Glu Gin Gly Cys Cys Lys Gly Phe Phe 
385 390 395 400 

Gly Pro Asp Cys Thr Gin cys Pro Gly Gly Phe Ser Asn Pro Cys Tyr 
405 410 415 

Gly Lys Gly Asn Cys Ser Asp Gly lie Gin Gly Asn Gly Ala Cys Leu 
420 425 430 

Cys Phe Pro Asp Tyr Lys Gly lie Ala Cys His lie Cys Ser Asn Pro 
435 440 ' 445 

Asn Lys His Gly Glu Gin cys Gin Glu Asp Cys Gly Cys Val His Gly 
450 455 460 

Leu Cys Asp Asn Arg Pro Gly Ser Gly Gly Val Cys Gin Gin Gly Thr 
465 470 475 480 

Cys Ala Pro Gly Phe Ser Gly Arg Phe Cys Asn Glu Ser Met Gly Asp 
485 490 495 

Cys Gly Pro Thr Gly Leu Ala Gin His Cys His Leu His Ala Arg Cys 
500 505 510 

Val Ser Gin Glu Gly val Ala Arg Cys Arg cys Leu Asp Gly Phe Glu 
515 520 525 

Gly Asp Gly Phe Ser Cys Thr Pro Ser Asn Pro Cys Ser His Pro Asp 
530 535 540 

Arg Gly Gly Cys Ser Glu Asn Ala Glu Cys Val Pro Gly Ser Leu Gly 
545 550 555 560 

Thr His His Cys Thr Cys His Lys Gly Trp Ser Gly Asp Gly Arg val 
565 570 575 

Cys val Ala lie Asp Glu Cys Glu Leu Asp val Arg Gly Gly cys His 
580 585 590 

Thr Asp Ala Leu Cys Ser Tyr val Gly Pro Gly Gin Ser Arg Cys Thr 
595 600 605 

Page 106 



CURA2221.APP 

cys Lys Leu Gly Phe Ala Gly Asp Gly Tyr Gin Cys Ser Pro lie Asp 
610 615 620 

Pro Cys Arg Ala Gly Asn Gly Gly Cys His Gly Leu Glu Leu Glu Ala 
625 630 635 640 

Asn Ala His Phe Ser lie Phe Tyr Gin Trp Leu Lys Ser Ala Gly lie 
645 650 655 

Thr Leu Pro Ala Asp Arg Arg val Thr Ala Leu val Pro Ser Glu Ala 
660 665 670 

Ala val Arg Gin Leu Ser Pro Glu Asp Arg Ala Phe Trp Leu Gin Pro 
675 680 685 

Arg Thr Leu Pro Asn Leu Val Arg Ala His Phe Leu Gin Gly Ala Leu 
690 695 700 

Phe Glu Glu Glu Leu Ala Arg Leu Gly Gly Gin Glu val Ala Thr Leu 
705 710 715 720 

Asn Pro Thr Thr Arg Trp Glu lie Arg Asn lie Ser Gly Arg val Trp 
725 730 735 

val Gin Asn Ala Ser val Asp val Ala Asp Leu Leu Ala Thr Asn Gly 
740 745 750 

val Leu His lie Leu Ser Gin val Leu Leu Pro Pro Arg Gly Asp Val 
755 760 765 

Pro Gly Gly Gin Gly Leu Leu Gin Gin Leu Asp Leu val Pro Ala Phe 
770 775 780 

Ser Leu Phe Arg Glu Leu Leu Gin His His Gly Leu val Pro Gin lie 
785 790 795 800 

Glu Ala Ala Thr Ala Tyr Thr lie Phe val Pro Thr Asn Arg Ser Leu 
805 810 815 

Glu Ala Gin Gly Asn Ser Ser His Leu Asp Ala Asp Thr Val Arg His 
820 825 830 

His Val val Leu Gly Glu Ala Leu Ser Met Glu Thr Leu Arg Lys Gly 
835 840 845 

Gly His Arg Asn ser Leu Leu Gly Pro Ala His Trp lie val Phe Tyr 
850 855 860 

Asn His Ser Gly Gin Pro Glu val Asn His val Pro Leu Glu Gly Pro 
865 870 875 880 

Met Leu Glu Ala Pro Gly Arg Ser Leu lie Gly Leu Ser Gly val Leu 
885 890 895 

Thr Val Gly Ser Ser Arg Cys Leu His Ser His Ala Glu Ala Leu Arg 
900 " 905 910 

Glu Lys Cys Val Asn Cys Thr Arg Arg Phe Arg Cys Thr Gin Gly Phe 
915 920 925 

Gin Leu Gin Asp Thr pro Arg Lys Ser Cys val Tyr Arg Ser Gly Phe 
930 935 940 
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ser Phe Ser Arg Gly Cys Ser Tyr Thr Cys Ala Lys Lys lie Gin val 
945 950 955 960 

Pro Asp Cys Cys Pro Gly Phe Phe Gly Thr Leu Cys Glu Pro Cys Pro 
965 970 975 

Gly Gly Leu Gly Gly Val Cys ser Gly His Gly Gin Cys Gin Asp Arg 
980 985 990 

Phe Leu Gly Ser Gly Glu Cys His Cys His Glu Gly Phe His Gly Thr 
995 1000 1005 

Ala Cys Glu val Cys Glu Leu Gly Arg Tyr Gly Pro Asn Cys Thr Gly 
1010 1015 1020 

val Cys Asp Cys Ala His Gly Leu Cys Gin Glu Gly Leu Gin Gly Asp 
1025 1030 1035 1040 

Gly Ser Cys val cys Asn val Gly Trp Gin Gly Leu Arg cys Asp Gin 
1045 1050 1055 

Lys lie Thr Ser Pro Gin Cys Pro Arg Lys Cys Asp Pro Asn Ala Asn 
1060 1065 1070 

Cys val Gin Asp Ser Ala Gly Ala Ser Thr Cys Ala Cys Ala Ala Gly 
1075 1080 1085 

Tyr Ser Gly Asn Gly lie Phe Cys Ser Glu val Asp Pro Cys Ala His 
1090 1095 1100 

Gly His Gly Gly Cys Ser Pro His Ala Asn Cys Thr Lys val Ala Pro 
1105 1110 1115 1120 

Gly Gin Arg Thr Cys Thr Cys Gin Asp Gly Tyr Met Gly Asp Gly Glu 
1125 1130 1135 

Leu Cys Gin Glu lie Asn ser Cys Leu lie His His Gly Gly Cys His 
1140 1145 1150 

lie His Ala Glu Cys lie Pro Thr Gly Pro Gin Gin val Ser Cys ser 
1155 1160 1165 

Cys Arg Glu Gly Tyr Ser Gly Asp Gly lie Arg Thr Cys Glu Leu Leu 
1170 1175 1180 

Asp Pro Cys Ser Lys Asn Asn Gly Gly Cys Ser Pro Tyr Ala Thr Cys 
1185 1190 1195 1200 

Lys Ser Thr Gly Asp Gly Gin Arg Thr Cys Thr Cys Asp Thr Ala His 
1205 1210 1215 

Thr val Gly Asp Gly Leu Thr Cys Arg Ala Arg Val Gly Leu Glu Leu 
1220 1225 1230 

Leu Arg Asp Lys His Ala Ser Phe Phe Ser Leu Arg Leu Leu Glu Tyr 
1235 1240 1245 

Lys Glu Leu Lys Gly Asp Gly Pro Phe Thr lie Phe Val Pro His Ala 
1250 1255 1260 

Asp Leu Met Ser Asn Leu Ser Gin Asp Glu Leu Ala Arg lie Arg Ala 
1265 1270 1275 1280 
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His Arg Gin Leu Val Phe Arg Tyr His val val Gly Cys Arg Arg Leu 
1285 1290 1295 

Arg ser Glu Asp Leu Leu Glu Gin Gly Tyr Ala Thr Ala Leu Ser Gly 
1300 1305 1310 

His Pro Leu Arg Phe Ser Glu Arg Glu Gly Ser lie Tyr Leu Asn Asp 
1315 1320 1325 

Phe Ala Arg val val Ser Ser Asp His Glu Ala val Asn Gly lie Leu 
1330 1335 1340 

His Phe lie Asp Arg val Leu Leu Pro Pro Glu Ala Leu His Trp Glu 
1345 1350 1355 1360 

Pro Asp Asp Ala Pro lie Pro Arg Arg Asn Val Thr Ala Ala Ala Gin 
1365 1370 1375 

Gly Phe Gly Tyr Lys lie Phe Ser Gly Leu Leu Lys Val Ala Gly Leu 
1380 1385 1390 

Leu Pro Leu Leu Arg Glu Ala Ser His Arg Pro Phe Thr Met Leu Trp 
1395 1400 1405 

Pro Thr Asp Ala Ala Phe Arg Ala Leu Pro Pro Asp Arg Gin Ala Trp 
1410 1415 1420 

Leu Tyr His Glu Asp His Arg Asp Lys Leu Ala Ala lie Leu Arg Gly 
1425 1430 1435 1440 

His Met lie Arg Asn val Glu Ala Leu Ala Ser Asp Leu Pro Asn Leu 
1445 1450 1455 

Gly Pro Leu Arg Thr Met His Gly Thr Pro lie Ser Phe Ser Cys Ser 
1460 1465 1470 

Arg Thr Arg Pro Gly Glu Leu Met Val Gly Glu Asp Asp Ala Arg lie 
1475 1480 1485 

Val Gin Arg His Leu Pro Phe Glu Gly Gly Leu Ala Tyr Gly lie Asp 
1490 1495 1500 

Gin Leu Leu Glu Pro Pro Gly Leu Gly Ala Arg cys Asp His Phe Glu 
1505 1510 1515 1520 

Thr Arg Pro Leu Arg Leu Asn Thr Cys Ser lie Cys Gly Leu Glu Pro 
1525 1530 1535 

Pro Cys Pro Glu Gly Ser Gin Glu Gin Gly Ser Pro Glu Ala Cys Trp 
1540 1545 1550 

Arg Phe Tyr Pro Lys Phe Trp Thr Ser Pro Pro Leu His Ser Leu Gly 
1555 ' 1560 1565 

Leu Arg Ser val Trp Val His Pro Ser Leu Trp Gly Arg Pro Gin Gly 
1570 1575 1580 

Leu Gly Arg Gly Cys His Arg Asn Cys Val Thr Thr Thr Trp Lys Pro 
1585 1590 1595 1600 

Ser cys cys Pro Gly His Tyr Gly ser Glu Cys Gin Ala Cys Pro Gly 
1605 1610 1615 
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Gly Pro Ser ser Pro Cys ser Asp Arg Gly val Cys Met Asp Gly Met 
1620 1625 1630 

Ser Gly Ser Gly Gin Cys Leu Cys Arg ser Gly Phe Ala Gly Thr Ala 
1635 1640 1645 

Cys Glu Leu Cys Ala Pro Gly Ala Phe Gly Pro His Cys Gin Ala Cys 
1650 1655 1660 

Arg cys Thr val His Gly Arg cys Asp Glu Gly Leu Gly Gly Ser Gly 
1665 1670 1675 1680 

Ser cys Phe Cys Asp Glu Gly Trp Thr Gly Pro Arg Cys Glu Val Gin 
1685 1690 1695 

Leu Glu Leu Gin Pro val Cys Thr Pro Pro Cys Ala Pro Glu Ala val 
1700 1705 1710 

Cys Arg Ala Gly Asn Ser Cys Glu Cys Ser Leu Gly Tyr Glu Gly Asp 
1715 1720 1725 

Gly Arg Val Cys Thr Val Ala Asp Leu Cys Gin Asp Gly His Gly Gly 
1730 1735 1740 

Cys Ser Glu His Ala Asn Cys Ser Gin val Gly Thr Met Val Thr Cys 
1745 1750 1755 1760 

Thr cys Leu Pro Asp Tyr Glu Gly Asp Gly Trp Ser Cys Arg Ala Arg 
1765 1770 1775 

Asn Pro Cys Thr Asp Gly His Arg Gly Gly cys Ser Glu His Ala Asn 
1780 1785 1790 

Cys Leu Ser Thr Gly Leu Asn Thr Arg Arg cys Glu Cys His Ala Gly 
1795 1800 ' 1805 

Tyr val Gly Asp Gly Leu Gin Cys Leu Glu Glu Ser Glu Pro Pro Val 
1810 1815 1820 

Asp Arg Cys Leu Gly Gin Pro Pro Pro Cys His Ser Asp Ala Met Cys 
1825 1830 1835 1840 

Thr Asp Leu His Phe Gin Glu Lys Arg Ala Gly Val Phe His Leu Gin 
1845 1850 1855 

Ala Thr Ser Gly pro Tyr Gly Leu Asn Phe Ser Glu Ala Glu Ala Ala 
1860 1865 1870 

Cys Glu Ala Gin Gly Ala val Leu Ala Ser Phe Pro Gin Leu Ser Ala 
1875 1880 1885 

Ala Gin Gin Leu Gly Phe His Leu Cys Leu Met Gly Trp Leu Ala Asn 
1890 1895 1900 

Gly Ser Thr Ala His Pro Val Val Phe Pro val Ala Asp Cys Gly Asn 
1905 1910 1915 1920 

Gly Arg val Gly lie val Ser Leu Gly Ala Arg Lys Asn Leu ser Glu 
1925 1930 1935 

Arg Trp Asp Ala Tyr cys Phe Arg val Gin Asp val Ala Cys Arg Cys 
1940 1945 1950 
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Arg Asn G"ly Phe val Gly Asp Gly lie Ser Thr cys Asn Gly Lys Leu 
1955 1960 1965 

Leu Asp val Leu Ala Ala Thr Ala Asn Phe Ser Thr Phe Tyr Gly Met 
1970 1975 1980 

Leu Leu Gly Tyr Ala Asn Ala Thr Gin Arg Gly Leu Asp Phe Leu Asp 
1985 1990 1995 2000 

Phe Leu Asp Asp Glu Leu Thr Tyr Lys Thr Leu Phe val Pro val Asn 
2005 2010 2015 

Glu Gly Phe val Asp Asn Met Thr Leu Ser Gly Pro Asp Leu Glu Leu 
2020 2025 2030 

His Ala Ser Asn Ala Thr Leu Leu Ser Ala Asn Ala Ser Gin Gly Lys 
2035 2040 2045 

Leu Leu Pro Ala His Ser Gly Leu ser Leu He He Ser Asp Ala Gly 
2050 2055 2060 

Pro Asp Asn Ser Ser Trp Ala Pro val Ala Pro Gly Thr val val val 
2065 2070 2075 2080 

Ser Arg lie lie val Trp Asp lie Met Ala Phe Asn Gly lie lie His 
2085 2090 2095 

Ala Leu Ala Ser Pro Leu Leu Ala Pro Pro Gin Pro Ala val Leu Ala 
2100 2105 2110 

Pro Glu Ala Pro Pro val Ala Ala Gly val Gly Ala val Leu Ala Ala 
2115 2120 2125 

Gly Ala Leu Leu Gly Leu val Ala Gly Ala Leu Tyr Leu Arg Ala Arg 
2130 2135 2140 

Gly Lys Pro Met Gly Phe Gly Phe Ser Ala Phe Gin Ala Glu Asp Asp 
2145 2150 2155 2160 

Ala Asp Asp Asp Phe Ser Pro Trp Gin Glu Gly Thr Asn Pro Thr Leu 
2165 2170 2175 

Val Ser Val Pro Asn Pro Val Phe Gly Ser Asp Thr Phe Cys Glu Pro 
2180 2185 2190 

Phe Asp Asp Ser Leu Leu Glu Glu Asp Phe Pro Asp Thr Gin Arg lie 
2195 2200 2205 

Leu Thr val Lys 
2210 

<210> 44 
<211> 149 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Fasciclin 
Domain Sequence 

<400> 44 
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Ala Gly Thr Val Met Glu Lys Leu Lys Thr Asp Pro Arg Phe Ser Thr 
15 10 15 

Leu val Ala Ala Leu Glu Ala Ala Asp Leu val Glu Thr Leu Asn Asn 
20 25 30 

Ser Gly Asp Phe Thr val Phe Ala Pro Thr Asn Asp Ala Phe Gin Lys 
35 40 45 

Leu Pro Ala Gly Asp Leu Lys Thr Leu Asp Glu Leu Leu Asn Lys Glu 
50 ' 55 60 

Asp Ala Lys Gin Leu Ala Lys He Leu Thr Tyr His Val val Ala Gly 
65 70 75 80 

Lys Leu Ser Thr Ala Asp Leu Leu Ser Leu ser Thr Pro val Leu Thr 
85 90 95 

Ser Leu Gin Gly Ser Lys lie Thr val Ser Gly Lys Asn Asp Thr Glu 
100 105 110 

Leu Leu Lys Asp Val Asn val Leu Lys val Asn Asn Ala Thr val lie 
115 120 125 

val Glu Ser Asp He Glu Thr Thr Asn Gly Val lie His val lie Asp 
130 135 140 

Arg val Leu Leu Pro 
145 

<210> 45 
<211> 149 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Fasciclin 
domain sequence 

<400> 45 

Ala Gly Thr val Met Glu Lys Leu Lys Thr Asp Pro Arg Phe Ser Thr 
1 5 10 15 

Leu val Ala Ala Leu Glu Ala Ala Asp Leu val Glu Thr Leu Asn Asn 
20 25 30 

Ser Gly Asp Phe Thr val Phe Ala Pro Thr Asn Asp Ala Phe Gin Lys 
35 40 45 

Leu Pro Ala Gly Asp Leu Lys Thr Leu Asp Glu Leu Leu Asn Lys Glu 
50 ' 55 60 

Asp Ala Lys Gin Leu Ala Lys He Leu Thr Tyr His val val Ala Gly 
65 70 75 80 

Lys Leu Ser Thr Ala Asp Leu Leu ser Leu Ser Thr Pro val Leu Thr 
85 90 95 

Ser Leu Gin Gly Ser Lys lie Thr Val Ser Gly Lys Asn Asp Thr Glu 
100 105 110 

Leu Leu Lys Asp val Asn val Leu Lys val Asn Asn Ala Thr val lie 
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115 120 125 

val Glu Ser Asp lie Glu Thr Thr Asn Gly val lie His val lie Asp 
130 135 140 

Arg val Leu Leu Pro 
145 

<210> 46 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: XLINK domain 
sequence 

<400> 46 

Gly Glu Val Phe His Tyr Arg Ala Pro ser Gly Arg Tyr Lys Leu Thr 
15 10 15 

Phe Glu Glu Ala Gin Ala Ala Cys Leu Arg Gin Gly Ala Arg He Ala 
20 25 30 

Thr Thr Gly Gin Leu Tyr Ala Ala Trp Lys Gly Gly Phe Asp Gin Cys 
35 40 45 

Asp Ala Gly Trp Leu Ala Asp Gly Ser val Arg Tyr Pro He val Lys 
50 55 60 

pro Arg Glu Asn Cys Gly Gly Asp Lys Asp Gly Phe Pro Gly val Arg 
65 70 75 80 

Thr Tyr Tyr Leu Phe Pro Asn Gin Thr Gly Phe Pro Asp Asp Pro ser 
85 90 95 

Ser Arg Tyr Asp val Tyr Cys Phe 
100 

<210> 47 

<211> 3567 

<212> PRT 

<213> Mus musculus 

<400> 47 

Met Trp Ser Arg Leu Ala Phe Cys Cys Trp Ala Leu Ala Leu Val Ser 
15 10 15 

Gly Trp Thr Asn Phe Gin Pro val Ala Pro Ser Leu Asn Phe Ser Phe 
20 25 30 

Arg Leu Phe Pro Glu Ala Ser Pro Gly Ala Leu Gly Arg Leu Ala Val 
35 40 45 

Pro Pro Ala Ser Ser Glu Glu Glu Ala Ala Gly Ser Lys val Glu Arg 
50 55 60 

Leu Gly Arg Ala Phe Arg Ser Arg val Arg Arg Leu Arg Glu Leu Ser 
65 70 75 80 

Gly Ser Leu Glu Leu val Phe Leu val Asp Glu Ser Ser Ser val Gly 
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85 90 95 

Gin Thr Asn Phe Leu Asn G"lu Leu Lys Phe val Arg Lys Leu Leu ser 
100 105 110 

Asp Phe Pro val val ser Thr Ala Thr Arg val Ala lie val Thr Phe 
115 120 125 

Ser Ser Lys Asn Asn val val Ala Arg val Asp Tyr He Ser Thr Ser 
130 135 140 

Arg Ala His Gin His Lys Cys Ala Leu Leu Ser Arg Glu lie Pro Ala 
145 150 155 160 

lie Thr Tyr Arg Gly Gly Gly Thr Tyr Thr Lys Gly Ala Phe Gin Gin 
165 170 175 

Ala Ala Gin lie Leu Arg His Ser Arg Glu Asn Ser Thr Lys val lie 
180 ~ 185 190 

Phe Leu lie Thr Asp Gly Tyr Ser Asn Gly Gly Asp Pro Arg Pro lie 
195 200 205 

Ala Ala Ser Leu Arg Asp Phe Gly val Glu lie Phe Thr Phe Gly lie 
210 215 220 

Trp Gin Gly Asn lie Arg Glu Leu Asn Asp Met Ala Ser Thr Pro Lys 
225 230 235 240 

Glu Glu His Cys Tyr Leu Leu His Ser Phe Glu Glu Phe Glu Ala Leu 
245 250 255 

Ala Arg Arg Ala Leu His Glu Asp Leu Pro Ser Gly Ser Phe lie Gin 
260 265 270 

Glu Asp Met Ala Arg Cys Ser Tyr Leu Cys Glu Ala Gly Lys Asp Cys 
275 ~ 280 285 

Cys Asp Arg Met Ala Ser Cys Lys Cys Gly Thr His Thr Gly Gin Phe 
290 295 300 

Glu Cys lie Cys Glu Lys Gly Tyr Tyr Gly Lys Gly Leu Gin His Glu 
305 * 310 315 320 

Cys Thr Ala Cys Pro Ser Gly Thr Tyr Lys Pro Glu Ala Ser Pro Gly 
325 330 335 

Gly lie Ser Thr Cys lie Pro Cys Pro Asp Val ser His Thr ser Pro 
340 345 350 

Pro Gly Ser Thr Ser Pro Glu Asp Cys val Cys Arg Glu Gly Tyr Gin 
355 360 365 

Arg Ser Gly Gin Thr Cys Glu Val val His Cys Pro Ala Leu Lys Pro 
370 375 380 

Pro Glu Asn Gly Phe Phe lie Gin Asn Thr Cys Lys Asn His Phe Asn 
385 390 395 400 

Ala Ala Cys Gly val Arg Cys Arg Pro Gly Phe Asp Leu val Gly Ser 
405 410 415 

Ser lie His Leu Cys Gin Pro Asn Gly Leu Trp Ser Gly Thr Glu Ser 
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420 425 430 

Phe Cys Arg Val Arg Thr Cys Pro His Leu Arg Gin Pro Lys His Gly 
435 440 445 

His lie Ser Cys Ser Thr Ala Glu Met Ser Tyr Asn Thr Leu cys Leu 
450 ' 455 460 

val Thr Cys Asn Glu Gly Tyr Arg Leu Glu Gly Ser Thr Arg Leu Thr 
465 470 475 480 

Cys Gin Gly Asn Ala Gin Trp Asp Gly Pro Glu Pro Arg Cys val Glu 
485 490 495 

Arg His Cys Ala Thr Phe Gin Lys Pro Lys Gly Val lie lie Ser Pro 
500 505 510 

pro Ser Cys Gly Lys Gin Pro Ala Arg Pro Gly Met Thr Cys Gin Leu 
515 520 525 

Ser Cys Arg Gin Gly Tyr lie Leu Ser Gly Val Arg Glu val Arg Cys 
530 535 540 

Ala Thr Ser Gly Lys Trp Ser Ala Lys val Gin Thr Ala val Cys Lys 
545 550 555 560 

Asp val Glu Ala Pro Gin lie Ser Cys Pro Asn Asp He Glu Ala Lys 
565 570 575 

Thr Gly Glu Gin Gin Asp Ser Ala Asn Val Thr Trp Gin Val Pro Thr 
580 585 590 

Ala Lys Asp Asn Ser Gly Glu Lys val Ser Val His val His Pro Ala 
595 600 605 

Phe Thr Pro Pro Tyr Leu Phe Pro lie Gly Asp val Ala lie Thr Tyr 
610 615 620 

Thr Ala Thr Asp Ser Ser Gly Asn Gin Ala Ser Cys Thr Phe Tyr lie 
625 630 635 640 

Lys Val lie Asp Val Glu Pro Pro Val lie Asp Trp Cys Arg Ser Pro 
645 650 655 

pro Pro lie Gin val Val Glu Lys Glu His Pro Ala Ser Trp Asp Glu 
660 665 670 

Pro Gin Phe ser Asp Asn Ser Gly Ala Glu Leu val lie Thr Ser Ser 
675 680 685 

His Thr Gin Gly Asp Met Phe Pro His Gly Glu Thr val val Trp Tyr 
690 695 700 

Thr Ala Thr Asp Pro Ser Gly Asn Asn Arg Thr Cys Asp lie His lie 
705 710 715 720 

val lie Lys Gly Ser Pro Cys Glu val Pro Phe Thr Pro val Asn Gly 
725 730 735 

Asp Phe lie Cys Ala Gin Asp Ser Ala Gly val Asn Cys Ser Leu Ser 
740 745 750 

Cys Lys Glu Gly Tyr Asp Phe Thr Glu Gly Ser Thr Glu Lys Tyr Tyr 
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755 760 765 

Cys Ala Phe Glu Asp Gly lie Trp Arg Pro Pro Tyr ser Thr Glu Trp 
770 775 780 

Pro Asp Cys Ala lie Lys Arg Phe Ala Asn His Gly Phe Lys Ser Phe 
785 790 795 800 

Glu Met Leu Tyr Lys Thr Thr Arg Cys Asp Asp Met Asp Leu Phe Lys 
805 810 815 

Lys Phe Ser Ala Ala Phe Glu Thr Thr Leu Gly Asn Met val Pro Ser 
820 825 830 

Phe Cys Asn Asp Ala Asp Asp lie Asp Cys Arg Leu Glu Asp Leu Thr 
835 840 845 

Lys Lys Tyr Cys lie Glu Tyr Asn Tyr Asn Tyr Glu Asn Gly Phe Ala 
850 855 860 

lie Gly Pro Gly Gly Trp Gly Ala Gly Asn Arg Leu Asp Tyr ser Tyr 
865 870 875 880 

Asp His Phe Leu Asp val val Gin Glu Thr Pro Thr Asp val Gly Lys 
885 890 895 

Ala Arg Ser Ser Arg lie Lys Arg Thr Val Pro Leu Ser Asp Pro Lys 
900 905 910 

lie Gin Leu lie Phe Asn lie Thr Ala Ser val Pro Leu Pro Glu Glu 
915 920 925 

Arg Asn Asp Thr Leu Glu Leu Glu Asn Gin Gin Arg Leu lie Lys Thr 
930 935 940 

Leu Glu Thr lie Thr Asn Arg Leu Lys ser Thr Leu Asn Lys Glu Pro 
945 950 955 960 

Met ryr Ser Phe Gin Leu Ala Ser Glu Thr Val Val Ala Asp Ser Asn 
965 970 975 

Ser Leu Glu Thr Glu Lys Ala Phe Leu Phe Cys Arg Pro Gly ser Val 
980 985 990 

Leu Arg Gly Arg Met Cys val Asn Cys Pro Leu Gly Thr ser Tyr ser 
995 1000 1005 

Leu Glu His Ser Thr Cys Glu ser Cys Leu Met Gly Ser Tyr Gin Asp 
1010 1015 1020 

Glu Glu Gly Gin Leu Glu Cys Lys Leu Cys Pro Pro Arg Thr His Thr 
1025 1030 1035 1040 

Glu Tyr Leu His Ser Arg Ser Val Ser Glu Cys Lys Ala Gin Cys Lys 
1045 1050 1055 

Gin Gly Thr Tyr Ser ser Ser Gly Leu Glu Thr cys Glu Ser Cys Pro 
1060 1065 1070 

Leu Gly Thr Tyr Gin Pro Glu Phe Gly Ser Arg Ser Cys Leu Leu Cys 
1075 1080 1085 

Pro Glu Thr Thr Thr Thr Val Lys Arg Gly Ala val Asp lie Ser Ala 
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1090 1095 1100 

Cys Gly val Pro Cys Pro val Gly Glu Phe Ser Arg Ser Gly Leu Thr 
1105 1110 1115 1120 

Pro Cys Tyr Pro Cys Pro Arg Asp Tyr Tyr Gin Pro Asn Ala Gly Lys 
1125 1130 1135 

Ser Phe Cys Leu Ala Cys Pro Phe Tyr Gly Thr Thr Thr lie Thr Gly 
1140 1145 1150 

Ala Thr ser He Thr Asp Cys Ser ser Phe Ser Ser Thr Phe ser Ala 
1155 1160 1165 

Ala Glu Glu Ser lie Val Pro Leu Val Ala Pro Gly His Ser Gin Asn 
1170 1175 1180 

Lys Tyr Glu Val Ser Ser Gin val Phe His Glu Cys Phe Leu Asn Pro 
1185 1190 1195 1200 

Cys His Asn Ser Gly Thr cys Gin Gin Leu Gly Arg Gly Tyr val Cys 
1205 1210 1215 

Leu Cys Pro Pro Gly Tyr Thr Gly Leu Lys Cys Glu Thr Asp lie Asp 
1220 1225 1230 

Glu Cys Ser Ser Leu Pro Cys Leu Asn Gly Gly lie Cys Arg Asp Gin 
1235 1240 1245 

val Gly Gly Phe Thr Cys Glu Cys Ser Leu Gly Tyr Ser Gly Gin lie 
1250 1255 1260 

Cys Glu Glu Asn lie Asn Glu Cys lie Ser Ser Pro Cys Leu Asn Lys 
1265 1270 1275 1280 

Gly Thr Cys Thr Asp Gly Leu Ala Ser Tyr Arg Cys Thr Cys Val Lys 
1285 1290 1295 

Gly Tyr Met Gly Val His Cys Glu Thr Asp Val Asn Glu Cys Gin Ser 
1300 1305 1310 

Ser Pro Cys Leu Asn Asn Ala Val Cys Lys Asp Gin val Gly Gly Phe 
1315 1320 1325 

Ser Cys Lys Cys Pro Pro Gly Phe Leu Gly Thr Arg Cys Glu Lys Asn 
1330 1335 1340 

val Asp Glu Cys Leu Ser Gin Pro Cys Gin Asn Gly Ala Thr Cys Lys 
1345 1350 1355 1360 

Asp Gly Ala Asn Ser Phe Arg Cys Gin Cys Pro Ala Gly Phe Thr Gly 
1365 1370 1375 

Thr His Cys Glu Leu Asn He Asn Glu Cys Gin ser Asn Pro Cys Arg 
1380 1385 1390 

Asn Gin Ala Thr cys val Asp Glu Leu Asn Ser Tyr Ser Cys Lys cys 
1395 1400 1405 

Gin Pro Gly Phe Ser Gly His Arg Cys Glu Thr Glu Gin Pro Ser Gly 
1410 1415 1420 

Phe Asn Leu Asp Phe Glu val ser Gly lie Tyr Gly Tyr val Leu Leu 
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1425 1430 1435 1440 

Asp Gly Val Leu Pro Thr Leu His Ala lie Thr cys Ala Phe Trp Met 
1445 1450 1455 

Lys Ser Ser Asp val lie Asn Tyr Gly Thr Pro lie Ser Tyr Ala Leu 
1460 1465 1470 

Glu Asp Asp Lys Asp Asn Thr Ser Leu Leu Thr Asp Tyr Asn Gly Trp 
1475 1480 1485 

val Leu Tyr val Asn Gly Lys Glu Lys He Thr Asn Cys Pro Ser val 
1490 1495 1500 

Asn Asp Gly He Trp His His lie Ala He Thr Trp Thr Ser Thr Gly 
1505 1510 1515 1520 

Gly Ala Trp Arg val Tyr He Asn Gly Glu Leu Ser Asp Gly Gly Thr 
1525 1530 1535 

Gly Leu Ser lie Gly Lys Ala lie Pro Gly Gly Gly Ala Leu val Leu 
1540 1545 1550 

Gly Gin Glu Gin Asp Lys Lys Gly Glu Gly Phe Asn Pro Ala Glu Ser 
1555 1560 1565 

Phe Val Gly Ser lie Ser Gin Leu Asn Leu Trp Asp Tyr Val Leu Ser 
1570 1575 1580 

Pro Gin Gin val Lys Leu Leu Ala Ser Ser Cys Pro Glu Glu Leu Ser 
1585 1590 1595 1600 

Arg Gly Asn val Leu Ala Trp Pro Asp Phe Leu Ser Gly lie Thr Gly 
1605 1610 1615 

Lys val Lys val Asp Ser Ser Ser Met Phe Cys Ser Asp Cys Pro Ser 
1620 1625 1630 

Leu Glu Gly Ser val Pro His Leu Arg Pro Ala Ser Gly Asn Arg Lys 
1635 1640 1645 

Pro Gly Ser Lys val Ser Leu Phe Cys Asp Pro Gly Phe Gin Met val 
1650 1655 1660 

Gly Asn Pro val Gin Tyr Cys Leu Asn Gin Gly Gin Trp Thr Gin Pro 
1665 1670 1675 1680 

Leu Pro His Cys Glu Arg lie Arg Cys Gly Leu Pro Pro Ala Leu Glu 
1685 1690 1695 

Asn Gly Phe Tyr Ser Ala Glu Asp Phe His Ala Gly Ser Thr val Thr 
1700 1705 1710 

Tyr Gin Cys Thr Ser Gly Tyr Tyr Leu Leu Gly Asp Ser Arg Met Phe 
1715 1720 1725 

Cys Thr Asp Asn Gly Ser Trp Asn Gly lie Ser Pro Ser Cys Leu Asp 
1730 1735 1740 

val Asp Glu Cys Ala val Gly Ser Asp Cys Ser Glu His Ala Ser Cys 
1745 1750 1755 1760 

Leu Asn Thr Asn Gly Ser Tyr val Cys Ser Cys Asn Pro Pro Tyr Thr 
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1765 1770 1775 

Gly Asp Gly Lys Asn Cys Ala Glu Pro val Lys Cys Lys Ala Pro Glu 
1780 1785 1790 

Asn Pro Glu Asn Gly His Ser Ser Gly Glu He Tyr Thr val Gly Thr 
1795 1800 1805 

Ala Val Thr Phe Ser Cys Asp Glu Gly His Glu Leu val Gly val Ser 
1810 1815 * 1820 

Thr lie Thr Cys Leu Glu Thr Gly Glu Trp Asp Arg Leu Arg Pro Ser 
1825 1830 1835 1840 

Cys Glu Ala He Ser Cys Gly val Pro Pro val Pro Glu Asn Gly Gly 
1845 1850 1855 

Val Asp Gly Ser Ala Phe Thr Tyr Gly Ser Lys Val Val Tyr Arg Cys 
1860 1865 1870 

Asp Lys Gly Tyr Thr Leu ser Gly Asp Glu Glu Ser Ala Cys Leu Ala 
1875 1880 1885 

Ser Gly Ser Trp ser His Ser Ser Pro val Cys Glu Leu val Lys Cys 
1890 1895 1900 

Ser Gin Pro Glu Asp lie Asn Asn Gly Lys Tyr lie Leu Ser Gly Leu 
1905 1910 1915 1920 

Thr Tyr Leu Ser lie Ala Ser Tyr Ser Cys Glu Asn Gly Tyr Ser Leu 
1925 1930 1935 

Gin Gly Pro Ser Leu Leu Glu Cys Thr Ala Ser Gly Ser Trp Asp Arg 
1940 1945 1950 

Ala Pro Pro Ser Cys Gin Leu Val Ser Cys Gly Glu Pro Pro lie val 
1955 1960 1965 

Lys Asp Ala val lie Thr Gly Ser Asn Phe Thr Phe Gly Asn Thr Val 
1970 1975 1980 

Ala Tyr Thr Cys Lys Glu Gly Tyr Thr Leu Ala Gly Pro Asp Thr lie 
1985 1990 1995 2000 

val Cys Gin Ala Asn Gly Lys Trp Asn Ser Ser Asn His Gin cys Leu 
2005 2010 2015 

Ala Val Ser Cys Asp Glu Pro Pro Asn val Asp His Ala Ser pro Glu 
2020 2025 2030 

Thr Ala His Arg Leu Phe Gly Asp Thr Ala Phe Tyr Tyr Cys Ala Asp 
2035 2040 2045 

Gly Tyr Ser Leu Ala Asp Asn Ser Gin Leu lie Cys Asn Ala Gin Gly 
2050 2055 2060 

Asn Trp val Pro Pro Ala Gly Gin Ala val Pro Arg cys lie Ala His 
2065 2070 2075 2080 

Phe Cys Glu Lys Pro Pro Ser val Ser Tyr Ser lie Leu Glu Ser val 
2085 2090 2095 

Ser Lys Ala Lys Phe Ala Ala Gly Ser val Val Ser Phe Lys Cys Met 
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2100 2105 2110 

Glu Gly Phe val Leu Asn Thr Ser Ala Lys lie Glu Cys Leu Arg Gly 
2115 2120 2125 

Gly Glu Trp Ser Pro ser Pro Leu Ser val Gin Cys lie Pro val Arg 
2130 2135 2140 

Cys Gly Glu Pro Pro Ser lie Ala Asn Gly Tyr Pro Ser Gly Thr Asn 
2145 2150 2155 2160 

Tyr ser Phe Gly Ala val val Ala Tyr ser Cys His Lys Gly Phe Tyr 
2165 2170 2175 

lie Lys Gly Glu Lys Lys Ser Thr Cys Glu Ala Thr Gly Gin Trp Ser 
2180 2185 2190 

Lys Pro Thr Pro Thr Cys His Pro Val Ser Cys Asn Glu Pro Pro Lys 
2195 2200 2205 

val Glu Asn Gly Phe Leu Glu His Thr Thr Gly Arg Thr Phe Glu Ser 
2210 2215 2220 

Glu Ala Arg Phe Gin Cys Asn Pro Gly Tyr Lys Ala Ala Gly Ser Pro 
2225 2230 2235 2240 

Val Phe Val Cys Gin Ala Asn Arg His Trp His Ser Asp Ala Pro Leu 
2245 2250 2255 

Ser Cys Thr Pro Leu Asn Cys Gly Lys Pro Pro Pro lie Gin Asn Gly 
2260 2265 2270 

Phe Leu Lys Gly Glu Ser Phe Glu val Gly Ser Lys Val Gin Phe val 
2275 2280 2285 

Cys Asn Glu Gly Tyr Glu Leu val Gly Asp Asn Ser Trp Thr Cys Gin 
2290 2295 2300 

Lys Ser Gly Lys Trp Ser Lys Lys Pro Ser Pro Lys Cys Val Pro Thr 
2305 2310 2315 2320 

Lys Cys Ala Glu Pro Pro Leu Leu Glu Asn Gin Leu Val Leu Lys Glu 
2325 2330 2335 

Leu Ala Ser Glu Val Gly Val Met Thr lie Ser Cys Lys Glu Gly His 
2340 2345 2350 

Ala Leu Gin Gly Pro Ser val Leu Lys Cys Leu Pro Ser Gly Gin Trp 
2355 2360 2365 

Asn Gly Ser Phe Pro lie Cys Lys Met val Leu Cys Pro Ser Pro Pro 
2370 2375 2380 

Leu lie Pro Phe Gly val Pro Ala Ser Ser Gly Ala Leu His Phe Gly 
2385 2390 2395 2400 

Ser Thr val Lys Tyr Leu cys val Asp Gly Phe Phe Leu Arg Gly Ser 
2405 2410 2415 

Pro Thr lie Leu Cys Gin Ala Asp Ser Thr Trp Ser Ser Pro Leu Pro 
2420 2425 2430 

Glu Cys Val Pro val Glu cys Pro Gin Pro Glu Glu lie Leu Asn Gly 
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2435 2440 2445 

lie lie His Val Gin Gly Leu Ala Tyr Leu Ser Thr Thr Leu Tyr Thr 
2450 2455 2460 

Cys Lys Pro Gly Phe Glu Leu val Gly Asn Ala Thr Thr Leu Cys Gly 
2465 2470 2475 2480 

Glu Asn Gly Gin Trp Leu Gly Gly Lys Pro Met Cys Lys Pro lie Glu 
2485 2490 2495 

Cys Pro Glu Pro Lys Glu lie Leu Asn Gly Gin Phe Ser Ser val Ser 
2500 2505 2510 

Phe Gin Tyr Gly Gin Thr lie Thr Tyr Phe Cys Asp Arg Gly Phe Arg 
2515 2520 2525 

Leu Glu Gly Pro Lys Ser Leu Thr Cys Leu Glu Thr Gly Asp Trp Asp 
2530 2535 2540 

Met Asp Pro Pro Ser Cys Asp Ala lie His Cys Ser Asp Pro Gin Pro 
2545 2550 2555 2560 

lie Glu Asn Gly Phe val Glu Gly Ala Asp Tyr Arg Tyr Gly Ala Met 
2565 2570 2575 

lie lie Tyr Ser Cys Phe Pro Gly Phe Gin val Leu Gly His Ala Met 
2580 2585 2590 

Gin Thr Cys Glu Glu Ser Gly Trp Ser Ser Ser Ser Pro Thr Cys val 
2595 2600 2605 

Pro lie Asp Cys Gly Leu Pro Pro His lie Asp Phe Gly Asp Cys Thr 
2610 2615 2620 

Lys val Arg Asp Gly Gin Gly His Phe Asp Gin Glu Asp Asp Met Met 
2625 2630 2635 2640 

Glu val Pro Tyr Leu Ala His Pro Gin His Leu Glu Ala Thr Ala Lys 
2645 2650 2655 

Ala Leu Glu Asn Thr Lys Glu Ser Pro Ala Ser His Ala Ser His Phe 
2660 2665 2670 

Leu Tyr Gly Thr Met Val Ser Tyr Ser Cys Glu Pro Gly Tyr Glu Leu 
2675 2680 2685 

Leu Gly lie Pro val Leu lie Cys Gin Glu Asp Gly Thr Trp Asn Gly 
2690 2695 2700 

Thr Ala Pro Ser Cys lie ser lie Glu Cys Asp Leu Pro val Ala Pro 
2705 2710 2715 2720 

Glu Asn Gly Phe Leu His Phe Thr Gin Thr Thr Met Gly Ser Ala Ala 
2725 2730 2735 

Gin Tyr Ser Cys Lys Pro Gly His lie Leu Glu Gly Ser His Leu Arg 
2740 2745 2750 

Leu Cys Leu Gin Asn Lys Gin Trp Ser Gly Thr val Pro Arg Cys Glu 
2755 2760 2765 

Ala lie Ser cys ser Lys Pro Asn Pro Leu Trp Asn Gly Ser lie Lys 
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2770 2775 2780 

Gly Asp Asp Tyr Ser Tyr Leu Gly val Leu Tyr Tyr Glu Cys Asp Ser 
2785 2790 2795 2800 

Gly Tyr lie Leu Asn Gly Ser Lys Lys Arg Thr cys Gin Glu Asn Arg 
2805 2810 2815 

Asp Trp Asp Gly His Glu Pro Met Cys lie Pro Val Asp Cys Gly Ser 
2820 2825 2830 

Pro Pro Val Pro Thr Asn Gly Arg val Lys Gly Glu Glu Tyr Thr Phe 
2835 2840 2845 

Gin Lys Glu lie Thr Tyr Ser Cys Arg Glu Gly Phe lie Leu Glu Gly 
2850 2855 2860 

Ala Arg Ser Arg lie Cys Leu Thr Asn Gly Ser Trp Ser Gly Ala Thr 
2865 2870 2875 2880 

Pro ser Cys Met Pro val Arg cys Pro Ala Pro Pro Gin val Pro Asn 
2885 2890 2895 

Gly val Ala Asp Gly Leu Asp Tyr Gly Phe Lys Lys Glu val Ala Phe 
2900 2905 2910 

His Cys Leu Glu Gly Tyr val Leu Gin Gly Ala Pro Arg Leu Thr Cys 
2915 2920 2925 

Gin Ser Asn Gly Thr Trp Asp Ala Glu Val Pro Val Cys Lys Pro Ala 
2930 2935 2940 

Thr Cys Gly Pro Pro Ala Asp Leu Pro Gin Gly Phe Pro Asn Gly Phe 
2945 2950 2955 2960 

Ser Phe Tyr His Gly Gly His lie Gin Tyr Gin Cys Phe Thr Gly Tyr 
2965 2970 2975 

Lys Leu His Gly Asn Pro Ser Arg Arg Cys Leu Pro Asn Gly Ser Trp 
2980 2985 2990 

Ser Gly Ser Ser Pro Ser Cys Leu Pro Cys Arg Cys Ser Thr Pro lie 
2995 3000 3005 

lie Gin Gin Gly Thr lie Asn Ala Thr Asp Leu Gly Cys Gly Lys Thr 
3010 3015 3020 

Val Gin lie Glu Cys Phe Lys Gly Phe Lys Leu Leu Gly Leu Ser Glu 
3025 3030 3035 3040 

lie Thr Cys Asp Ala Asn Gly Gin Trp Ser Asp Val Pro Leu Cys Glu 
3045 3050 3055 

His Ala Gin Cys Gly Pro Leu Pro Thr lie Pro Asn Ala lie Val Leu 
3060 3065 3070 

Glu Gly Ser Leu Ser Glu Asp Asn Val val Thr Tyr Ser Cys Arg Pro 
3075 3080 3085 

Gly Tyr Thr Met Gin Gly Ser Ser Asp Leu lie Cys Thr Glu Lys Ala 
3090 3095 3100 

lie Trp Ser Gin Pro Tyr Pro Thr Cys Glu Pro Leu Ser Cys Gly Pro 
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3105 3110 3115 3120 

Pro Pro Thr val Ala Asn Ala Val Ala Thr Gly Glu Ala His Thr Tyr 
3125 3130 3135 

Glu Ser Lys val Lys Leu Arg Cys Leu Glu Gly Tyr val Met Asp Ser 
3140 3145 3150 

Asp Thr Asp Thr Phe Thr Cys Gin Gin Asp Gly His Trp val Pro Glu 
3155 3160 3165 

Arg lie Thr Cys ser Pro Lys Lys Cys Pro val Pro ser Asn Met Thr 
3170 3175 3180 

Arg lie Arg Phe His Gly Asp Asp Phe Gin Val Asn Arg Gin Val Ser 
3185 3190 3195 3200 

val Ser Cys Ala Glu Gly Phe Thr His Glu Gly val Asn Trp Ser Thr 
3205 3210 3215 

Cys Gin Pro Asp Gly Thr Trp Glu Pro Pro Phe Ser Asp Glu Ser Cys 
3220 3225 3230 

lie Pro Val val Cys Gly His Pro Glu Ser Pro Ala His Gly Ser val 
3235 3240 3245 

val Gly Asn Lys His Ser Phe Gly Ser Thr lie Val Tyr Gin Cys Asp 
3250 3255 3260 

Pro Gly Tyr Lys Leu Glu Gly Asn Arg Glu Arg lie Cys Gin Glu Asn 
3265 3270 3275 3280 

Arg Gin Trp Ser Gly Glu val Ala val Cys Arg Glu Asn Arg Cys Glu 
3285 3290 3295 

Thr Pro Ala Glu Phe Pro Asn Gly Lys Ala val Leu Glu Asn Thr Thr 
3300 3305 3310 

Ser Gly Pro Ser Leu Leu Phe Ser Cys His Arg Gly Tyr Thr Leu Glu 
3315 3320 3325 

Gly Ser Pro Glu Ala His Cys Thr Ala Asn Gly Thr Trp Asn His Leu 
3330 3335 3340 

Thr Pro Leu Cys Lys Pro Asn Pro Cys Pro val Pro Phe val lie Pro 
3345 3350 3355 3360 

Glu Asn Ala Val Leu Ser Glu Lys Glu Phe Tyr val Asp Gin Asn Val 
3365 3370 3375 

Ser lie Lys Cys Arg Glu Gly Phe Leu Leu Lys Gly Asn Gly Val lie 
3380 3385 3390 

Thr Cys Ser Pro Asp Glu Thr Trp Thr His Thr Asn Ala Arg Cys Glu 
3395 3400 3405 

Lys lie ser Cys Gly Pro Pro Ser His val Glu Asn Ala lie Ala Arg 
3410 3415 3420 

Gly Val Tyr Tyr Gin Tyr Gly Asp Met lie Thr Tyr Ser Cys Tyr ser 
3425 3430 3435 3440 

Gly Tyr Met Leu Glu Gly Ser Leu Arg Ser val Cys Leu Glu Asn Gly 
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3450 



3455 



Thr Trp Thr Pro Ser Pro val Cys Arg Ala val Cys Arg Phe Pro Cys 
3460 3465 3470 

Gin Asn Gly Gly val Cys Gin Arg Pro Asn Ala Cys Ser cys Pro Asp 
3475 3480 3485 

Gly Trp Met Gly Arg Leu Cys Glu Glu Pro lie Cys lie Leu Pro Cys 
3490 3495 3500 

Leu Asn Gly Gly Arg Cys val Ala Pro Tyr Gin Cys Asp cys Pro Thr 
3505 3510 3515 3520 

Gly Trp Thr Gly Ser Arg Cys His Thr Ala Thr Cys Gin Ser Pro Cys 
3525 3530 3535 

Leu Asn Gly Gly Lys Cys lie Arg Pro Asn Arg Cys His Cys Leu Ser 
3540 3545 3550 

Ala Trp Thr Gly His Asp Cys Ser Arg Lys Arg Arg Ala Gly Leu 
3555 3560 3565 



<210> 48 

<211> 1316 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Ala Ser Thr Pro Lys Glu Glu His Cys Tyr Leu Leu His Ser Phe 
15 10 15 

Glu Glu Phe Glu Ala Leu Ala Arg Arg Ala Leu His Glu Asp Leu Pro 
20 25 30 

Ser Gly Ser Phe lie Gin Asp Asp Met val His Cys Ser Tyr Leu Cys 
35 40 45 

Asp Glu Gly Lys Asp Cys Cys Asp Arg Met Gly Ser cys Lys Cys Gly 
50 55 60 

Thr His Thr Gly His Phe Glu Cys lie Cys Glu Lys Gly Tyr Tyr Gly 
65 70 75 80 

Lys Gly Leu Gin Tyr Glu Cys Thr Ala Cys Pro Ser Gly Thr Tyr Lys 
85 90 95 

Pro Glu Gly Ser Pro Gly Gly lie Ser Ser Cys lie Pro Cys Pro Asp 
100 105 110 

Glu Asn His Thr Ser Pro Pro Gly Ser Thr Ser Pro Glu Asp Cys val 
115 120 125 

Cys Arg Glu Gly Tyr Arg Ala Ser Gly Gin Thr Cys Glu Leu Val His 
130 135 140 

Cys Pro Ala Leu Lys Pro Pro Glu Asn Gly Tyr Phe lie Gin Asn Thr 
145 150 155 160 

Cys Asn Asn His Phe Asn Ala Ala Cys Gly val Arg cys His Pro Gly 



165 




175 
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Phe Asp Leu val Gly Ser ser lie lie Leu cys Leu Pro Asn Gly Leu 
180 185 190 

Trp Ser Gly Leu Glu Ser Tyr Cys Arg val Arg Thr Cys Pro His Leu 
195 200 205 

Arg Gin Pro Lys His Gly His lie Ser Cys Ser Thr Arg Glu Met Leu 
210 215 220 

Tyr Lys Thr Thr Cys Leu Val Ala Cys Asp Glu Gly Tyr Arg Leu Glu 
225 230 235 240 

Gly Ser Asp Lys Leu Thr Cys Gin Gly Asn Ser Gin Trp Asp Gly Pro 
245 250 255 

Glu Pro Arg Cys val Glu Arg His Cys Ser Thr Phe Gin Met Pro Lys 
260 265 270 

Asp Val lie lie Ser Pro His Asn Cys Gly Lys Gin Pro Ala Lys Phe 
275 280 285 

Gly Thr lie Cys Tyr val Ser Cys Arg Gin Gly Phe lie Leu Ser Gly 
290 295 300 

val Lys Glu Met Leu Arg cys Thr Thr Ser Gly Lys Trp Asn Val Gly 
305 310 315 320 

val Gin Ala Ala val Cys Lys Asp Val Glu Ala Pro Gin lie Asn Cys 
325 330 335 

Pro Lys Asp lie Glu Ala Lys Thr Leu Glu Gin Gin Asp Ser Ala Asn 
340 345 350 

val Thr Trp Gin lie Pro Thr Ala Lys Asp Asn Ser Gly Glu Lys val 
355 360 365 

Ser val His val His Pro Ala Phe Thr Pro Pro Tyr Leu Phe Pro lie 

370 375 380 

Gly Asp Val Ala lie val Tyr Thr Ala Thr Asp Leu Ser Gly Asn Gin 
385 390 395 400 

Ala Ser cys lie Phe His lie Lys Val lie Asp Ala Glu Pro Pro val 
405 410 415 

lie Asp Trp Cys Arg Ser Pro Pro Pro val Gin val Ser Glu Lys Val 
420 425 430 

His Ala Ala Ser Trp Asp Glu Pro Gin Phe Ser Asp Asn Ser Gly Ala 
435 440 445 

Glu Leu Val He Thr Arg Ser His Thr Gin Gly Asp Leu Phe Pro Gin 
450 455 460 

Gly Glu Thr lie Val Gin Tyr Thr Ala Thr Asp Pro Ser Gly Asn Asn 
465 470 475 480 

Arg Thr Cys Asp lie His lie val lie Lys Gly Ser Pro Cys Glu lie 
485 490 495 

Pro Phe Thr Pro val Asn Gly Asp Phe lie Cys Thr Pro Asp Asn Thr 
500 505 510 
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Gly Val Asn Cys Thr Leu Thr Cys Leu Glu Gly Tyr Asp Phe Thr Glu 
515 520 525 

Gly Ser Thr Asp Lys Tyr Tyr Cys Ala Tyr Glu Asp Gly Val Trp Lys 
530 535 540 

Pro Thr Tyr Thr Thr Glu Trp Pro Asp Cys Ala Lys Lys Arg Phe Ala 
545 550 555 560 

Asn His Gly Phe Lys Ser Phe Glu Met Phe Tyr Lys Ala Ala Arg Cys 
565 570 575 

Asp Asp Thr Asp Leu Met Lys Lys Phe Ser Glu Ala Phe Glu Thr Thr 
580 585 590 

Leu Gly Lys Met val Pro Ser Phe Cys Ser Asp Ala Glu Asp lie Asp 
595 600 605 

Trp Arg Leu Glu Glu Asn Leu Thr Lys Lys Tyr Cys Leu Glu Tyr Asn 
610 615 620 

Tyr Asp Tyr Glu Asn Gly Phe Ala lie Gly Pro Gly Gly Trp Gly Ala 
625 630 635 640 

Ala Asn Arg Leu Asp Tyr ser Tyr Asp Asp Phe Leu Asp Thr val Gin 
645 650 655 

Glu Thr Ala Thr Ser lie Gly Asn Ala Lys Ser Ser Arg lie Lys Arg 
660 665 670 

Ser Ala Pro Leu Ser Asp Tyr Lys lie Lys Leu lie Phe Asn lie Thr 
675 680 685 

Ala Ser val Pro Leu Pro Asp Glu Arg Asn Asp Thr Leu Glu Trp Glu 
690 695 700 

Asn Gin Gin Arg Leu Leu Gin Thr Leu Glu Thr lie Thr Asn Lys Leu 

705 710 715 720 

Lys Arg Thr Leu Asn Lys Asp Pro Met Tyr Ser Phe Gin Leu Ala Ser 

725 730 735 

Glu He Leu lie Ala Asp Ser Asn Ser Leu Gly Thr Lys Lys Ala Ser 
740 745 750 

Pro Phe Cys Arg Pro Gly Ser Val Leu Arg Gly Arg Met Cys val Asn 
755 760 765 

Cys Pro Leu Gly Thr Tyr Tyr Asn Leu Glu His Phe Thr cys Glu Ser 
770 775 780 

Cys Arg lie Gly Ser Tyr Gin Asp Glu Glu Gly Gin Leu Glu Cys Lys 
785 790 795 800 

Leu Cys Pro Ser Gly Met Tyr Thr Glu Tyr lie His ser Arg Asn lie 
805 810 815 

Ser Asp Cys Lys Ala Gin cys Lys Gin Gly Thr Tyr ser Cys Ser Gly 
820 825 830 

Leu Glu Thr Cys Glu ser cys Pro Leu Gly Thr Tyr Gin Pro Lys Phe 
835 840 845 
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Gly Ser Arg ser cys Leu Ser Cys Pro Glu Asn Thr ser Thr val Lys 
850 855 860 

Arg Gly Ala val Asn He Ser Ala Cys Gly val Pro Cys Pro Glu Gly 
865 870 875 880 

Lys Phe Ser Arg Ser Gly Leu Met Pro Cys His Pro Cys Pro Arg Asp 
885 890 895 

Tyr Tyr Gin Pro Asn Ala Gly Lys Ala Phe Cys Leu Ala Cys Pro Phe 
900 905 910 

Tyr Gly Thr Thr Pro Phe Ala Gly Ser Arg Ser He Thr Glu Cys Ser 
915 920 925 

Ser Phe Ser Ser Thr Phe Ser Ala Ala Glu Glu Ser Val Val Pro Pro 
930 935 940 

Ala Ser Leu Gly His lie Lys Lys Arg His Glu lie Ser Ser Gin Val 
945 950 955 960 

Phe His Glu Cys Phe Phe Asn Pro Cys His Asn Ser Gly Thr Cys Gin 
965 970 975 

Gin Leu Gly Arg Gly Tyr val Cys Leu Cys Pro Leu Gly Tyr Thr Gly 
980 985 990 

Leu Lys cys Glu Thr Asp lie Asp Glu Cys Ser Pro Leu Pro Cys Leu 
995 1000 1005 

Asn Asn Gly val Cys Lys Asp Leu val Gly Glu Phe lie Cys Glu Cys 
1010 1015 1020 

Pro Ser Gly Tyr Thr Gly Gin Arg Cys Glu Glu Asn lie Asn Glu Cys 
1025 1030 1035 1040 

Ser Ser Ser Pro Cys Leu Asn Lys Gly lie Cys Val Asp Gly val Ala 
1045 1050 1055 

Gly Tyr Arg Cys Thr Cys val Lys Gly Phe Val Gly Leu His Cys Glu 
1060 1065 1070 

Thr Glu val Asn Glu Cys Gin Ser Asn Pro Cys Leu Asn Asn Ala val 
1075 1080 1085 

Cys Glu Asp Gin Val Gly Gly Phe Leu Cys Lys Cys Pro Pro Gly Phe 
1090 1095 1100 

Leu Gly Thr Arg Cys Gly Lys Asn val Asp Glu Cys Leu Ser Gin Pro 
1105 1110 1115 1120 

Cys Lys Asn Gly Ala Thr Cys Lys Asp Gly Ala Asn Ser Phe Arg Cys 
1125 1130 1135 

Leu Cys Ala Ala Gly Phe Thr Gly ser His cys Glu Leu Asn lie Asn 
1140 1145 1150 

Glu Cys Gin ser Asn Pro Cys Arg Asn Gin Ala Thr cys val Asp Glu 
1155 1160 1165 

Leu Asn ser Tyr Ser Cys Lys Cys Gin Pro Gly Phe Ser Gly Lys Arg 
1170 1175 1180 
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cys Glu Thr Glu Gin ser Thr Gly Phe Asn Leu Asp Phe Glu val Ser 
1185 1190 1195 1200 

Gly lie Tyr Gly Tyr val Met Leu val Gly Met Leu Pro ser Leu His 
1205 1210 1215 

Ala Leu Thr Cys Thr Phe Trp Met Lys Ser Ser Asp Asp Met Asn Tyr 
1220 1225 1230 

Gly Thr Pro lie Ser Tyr Ala Val Asp Asn Gly Ser Asp Asn Thr Leu 
1235 1240 1245 

Leu Leu Thr Asp Tyr Asn Gly Trp val Leu Tyr Val Asn Gly Arg Glu 
1250 1255 1260 

Lys lie Thr Asn Cys Pro Ser Val Asn Asp Gly Arg Trp His His He 
1265 1270 1275 1280 

Ala lie Thr Trp Thr ser Ala Asn Gly lie Trp Lys val Tyr He Asp 
1285 1290 1295 

Gly Lys Leu Ser Asp Gly Gly Ala Gly Leu Ser val Gly Leu Pro He 
1300 1305 1310 

Pro Gly Met Phe 
1315 

<210> 49 
<211> 669 
<212> PRT 

<213> Mus musculus 
<400> 49 

Ala Asp Gly Leu Asp Tyr Gly Phe Lys Lys Glu val Ala Phe His Cys 
15 10 15 

Leu Glu Gly Tyr Val Leu Gin Gly Ala Pro Arg Leu Thr Cys Gin Ser 
20 25 " 30 

Asn Gly Thr Trp Asp Ala Glu val Pro val Cys Lys Pro Ala Thr Cys 
35 40 45 

Gly Pro Pro Ala Asp Leu Pro Gin Gly Phe Pro Asn Gly Phe Ser Phe 
50 55 60 

Tyr His Gly Gly His lie Gin Tyr Gin Cys Phe Thr Gly Tyr Lys Leu 
65 70 75 80 

His Gly Asn Pro Ser Arg Arg Cys Leu Pro Asn Gly Ser Trp Ser Gly 
85 90 95 

ser ser Pro Ser cys Leu Pro Cys Arg Cys ser Thr Pro lie lie Gin 
100 105 110 

Gin Gly Thr lie Asn Ala Thr Asp Leu Gly Cys Gly Lys Thr Val Gin 
115 120 125 

lie Glu Cys Phe Lys Gly Phe Lys Leu Leu Gly Leu Ser Glu lie Thr 
130 135 140 

Cys Asp Ala Asn Gly Gin Trp Ser Asp val Pro Leu Cys Glu His Ala 
145 150 155 160 

Page 128 



CURA2221.APP 

Gin Cys Gly Pro Leu Pro Thr lie Pro Asn Ala lie val Leu Glu Gly 
165 170 175 

Ser Leu Ser Glu Asp Asn val Val Thr Tyr Ser Cys Arg Pro Gly Tyr 
180 185 190 

Thr Met Gin Gly Ser Ser Asp Leu lie Cys Thr Glu Lys Ala lie Trp 
195 200 205 

Ser Gin Pro Tyr Pro Thr Cys Glu Pro Leu Ser Cys Gly Pro Pro Pro 
210 215 220 

Thr Val Ala Asn Ala Val Ala Thr Gly Glu Ala His Thr Tyr Glu Ser 
225 230 235 240 

Lys Val Lys Leu Arg Cys Leu Glu Gly Tyr Val Met Asp Ser Asp Thr 
245 250 255 

Asp Thr Phe Thr Cys Gin Gin Asp Gly His Trp val Pro Glu Arg lie 
260 265 270 

Thr Cys Ser Pro Lys Lys Cys Pro Val Pro Ser Asn Met Thr Arg lie 
275 280 285 

Arg Phe His Gly Asp Asp Phe Gin val Asn Arg Gin val Ser val Ser 
290 295 300 

Cys Ala Glu Gly Phe Thr His Glu Gly val Asn Trp Ser Thr Cys Gin 
305 310 315 320 

Pro Asp Gly Thr Trp Glu Pro Pro Phe Ser Asp Glu Ser cys lie Pro 
325 330 335 

val Val Cys Gly His Pro Glu Ser Pro Ala His Gly Ser val val Gly 
340 345 350 

Asn Lys His Ser Phe Gly Ser Thr lie Val Tyr Gin Cys Asp Pro Gly 
355 360 365 

Tyr Lys Leu Glu Gly Asn Arg Glu Arg lie Cys Gin Glu Asn Arg Gin 
370 375 ~ 380 

Trp Ser Gly Glu val Ala val Cys Arg Glu Asn Arg Cys Glu Thr Pro 
385 390 395 400 

Ala Glu Phe Pro Asn Gly Lys Ala Val Leu Glu Asn Thr Thr Ser Gly 
405 410 415 

Pro Ser Leu Leu Phe Ser Cys His Arg Gly Tyr Thr Leu Glu Gly Ser 
420 425 430 

Pro Glu Ala His Cys Thr Ala Asn Gly Thr Trp Asn His Leu Thr Pro 
435 440 445 

Leu Cys Lys Pro Asn Pro Cys Pro Val Pro Phe Val lie Pro Glu Asn 
450 455 460 

Ala val Leu Ser Glu Lys Glu Phe Tyr Val Asp Gin Asn val Ser lie 
465 470 475 480 

Lys Cys Arg Glu Gly Phe Leu Leu Lys Gly Asn Gly val lie Thr Cys 
485 490 495 
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Ser Pro Asp Glu Thr Trp Thr His Thr Asn Ala Arg cys Glu Lys lie 
500 505 510 

Ser Cys Gly Pro Pro Ser His val Glu Asn Ala lie Ala Arg Gly val 
515 520 525 

Tyr Tyr Gin Tyr Gly Asp Met lie Thr Tyr Ser Cys Tyr Ser Gly Tyr 
530 535 540 

Met Leu Glu Gly Ser Leu Arg Ser val Cys Leu Glu Asn Gly Thr Trp 
545 550 555 560 

Thr Pro Ser Pro val Cys Arg Ala val Cys Arg Phe Pro Cys Gin Asn 
565 570 575 

Gly Gly Val Cys Gin Arg Pro Asn Ala Cys Ser Cys Pro Asp Gly Trp 
580 585 590 

Met Gly Arg Leu Cys Glu Glu Pro lie Cys lie Leu Pro Cys Leu Asn 
595 600 605 

Gly Gly Arg Cys val Ala Pro Tyr Gin cys Asp Cys Pro Thr Gly Trp 
610 615 620 

Thr Gly Ser Arg Cys His Thr Ala Thr Cys Gin Ser Pro Cys Leu Asn 
625 630 635 640 

Gly Gly Lys Cys lie Arg Pro Asn Arg Cys His Cys Leu Ser Ala Trp 
645 650 655 

Thr Gly His Asp Cys Ser Arg Lys Arg Arg Ala Gly Leu 
660 665 

<210> 50 
<211> 601 
<212> PRT 

<213> Mus musculus 
<400> 50 

His lie Gin Tyr Gin Cys Phe Thr Gly Tyr Lys Leu His Gly Asn Pro 
15 10 15 

Ser Arg Arg Cys Leu Pro Asn Gly Ser Trp Ser Gly Ser Ser Pro ser 
20 25 30 

Cys Leu Pro Cys Arg cys Ser Thr Pro lie lie Gin Gin Gly Thr lie 
35 40 45 

Asn Ala Thr Asp Leu Gly Cys Gly Lys Thr val Gin lie Glu Cys Phe 
50 55 60 

Lys Gly Phe Lys Leu Leu Gly Leu Ser Glu lie Thr Cys Asp Ala Asn 
65 70 75 80 

Gly Gin Trp Ser Asp val Pro Leu Cys Glu His Ala Gin Cys Gly Pro 
85 90 95 

Leu Pro Thr lie Pro Asn Ala lie val Leu Glu Gly ser Leu Ser Glu 
100 105 110 

Asp Asn val val Thr Tyr ser cys Arg Pro Gly Tyr Thr Met Gin Gly 
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115 120 125 

Ser Ser Asp Leu lie Cys Thr Glu Lys Ala lie Trp Ser Gin Pro Tyr 
130 135 140 

Pro Thr Cys Glu Pro Leu Ser Cys Gly Pro Pro Pro Thr Val Ala Asn 
145 150 155 160 

Ala Val Ala Thr Gly Glu Ala His Thr Tyr Glu Ser Lys val Lys Leu 
165 170 175 

Lys Cys Leu Glu Gly Tyr Val Met Asp Ser Asp Thr Asp Thr Phe Thr 
180 185 190 

Cys Gin Gin Asp Gly His Trp Val Pro Glu Arg lie Thr Cys Ser Pro 
195 200 205 

Lys Lys Cys Pro val Pro Ser Asn Met Thr Arg lie Arg Phe His Gly 
210 215 220 

Asp Asp Phe Gin val Asn Arg Gin val Ser val Ser Cys Ala Glu Gly 
225 230 235 240 

Phe Thr His Glu Gly val Asn Trp Ser Thr Cys Gin Pro Asp Gly Thr 
245 250 255 

Trp Glu Pro Pro Phe Ser Asp Glu Ser Cys lie Pro val val Cys Gly 
260 265 270 

His Pro Glu Ser Pro Ala His Gly Ser val val Gly Asn Lys His Ser 
275 280 285 

Phe Gly Ser Thr lie val Tyr Gin Cys Asp Pro Gly Tyr Lys Leu Glu 
290 295 300 

Gly Asn Arg Glu Arg lie Cys Gin Glu Asn Arg Gin Trp Ser Gly Glu 
305 " 310 315 320 

val Ala Val Cys Arg Glu Asn Arg Cys Glu Thr Pro Ala Glu Phe Pro 
325 330 335 

Asn Gly Lys Ala val Leu Glu Asn Thr Thr Ser Gly Pro Ser Leu Leu 
340 345 350 

Phe Ser Cys His Arg Gly Tyr Thr Leu Glu Gly ser Pro Glu Ala His 
355 360 365 

Cys Thr Ala Asn Gly Thr Trp Asn His Leu Thr Pro Leu Cys Lys Pro 
370 375 380 

Asn Pro Cys Pro val Pro Phe val lie Pro Glu Asn Ala val Leu Ser 
385 390 395 400 

Glu Lys Glu Phe Tyr val Asp Gin Asn val Ser lie Lys Cys Arg Glu 
405 410 415 

Gly Phe Leu Leu Lys Gly Asn Gly val lie Thr Cys Ser Pro Asp Glu 
420 425 430 

Thr Trp Thr His Thr Asn Ala Arg cys Glu Lys lie Ser Cys Gly Pro 
435 440 445 

Pro Ser His val Glu Asn Ala lie Ala Arg Gly val Tyr Tyr Gin Tyr 
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450 455 460 

Gly Asp Met lie Thr Tyr Ser cys Tyr ser Gly Tyr Met Leu Glu Gly 
465 470 475 480 

Ser Leu Arq Ser val Cys Leu Glu Asn Gly Thr Trp Thr Pro Ser Pro 
485 490 495 

val Cys Arg Ala val Cys Arg Phe Pro Cys Gin Asn Gly Gly val Cys 
500 505 510 

Gin Arg Pro Asn Ala Cys Ser Cys Pro Asp Gly Trp Met Gly Arg Leu 
515 520 525 

Cys Glu Glu Pro He Cys He Leu Pro Cys Leu Asn Gly Gly Arg Cys 
530 535 540 

val Ala Pro Tyr Gin Cys Asp Cys Pro Thr Gly Trp Thr Gly Ser Arg 
545 550 555 560 

Cys His Thr Ala Thr Cys Gin Ser Pro Cys Leu Asn Gly Gly Lys Cys 
565 570 575 

lie Arg Pro Asn Arg Cys His Cys Leu Ser Ala Trp Thr Gly His Asp 
580 585 590 

Cys Ser Arg Lys Arg Arg Ala Gly Leu 
595 600 

<210> 51 

<211> 481 

<212> PRT 

<213> Homo sapiens 

<400> 51 

Met Lys Gly Glu Asn Phe Glu Val Gly Ser Lys val Gin Phe Phe Cys 
1 5 10 15 

Asn Glu Gly Tyr Glu Leu Val Gly Asp Ser Ser Trp Thr Cys Gin Lys 
20 25 30 

Ser Gly Lys Trp Asn Lys Lys Ser Asn Pro Lys Cys Met Pro Ala Lys 
35 40 45 

Cys Pro Glu Pro Pro Leu Leu Glu Asn Gin Leu val Leu Lys Glu Leu 
50 55 60 

Thr Thr Glu Val Gly Val val Thr Phe Ser cys Lys Glu Gly His val 
65 70 75 80 

Leu Gin Gly Pro Ser Val Leu Lys Cys Leu Pro Ser Gin Gin Trp Asn 
85 90 95 

Asp Ser Phe Pro val cys Lys lie val Leu Cys Thr Pro Pro Pro Leu 
100 105 110 

lie Ser Phe Gly val Pro lie Pro Ser ser Ala Leu His Phe Gly Ser 
115 120 125 

Thr val Lys Tyr Ser cys val Gly Gly Phe Phe Leu Arg Gly Asn Ser 
130 135 140 
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Thr Thr Leu Cys Gin Pro Asp Gly Thr Trp ser Ser Pro Leu Pro Glu 
145 150 155 160 

Cys val Pro val Glu Cys Pro Gin Pro Glu Glu lie Pro Asn Gly lie 
165 170 175 

lie Asp val Gin Gly Leu Ala Tyr Leu ser Thr Ala Leu Tyr Thr Cys 
180 185 190 

Lys Pro Gly Phe Glu Leu Val Gly Asn Thr Thr Thr Leu Cys Gly Glu 
195 200 205 

Asn Gly His Trp Leu Gly Gly Lys Pro Thr Cys Lys Ala He Glu Cys 
210 215 220 

Leu Lys Pro Lys Glu lie Leu Asn Gly Lys Phe Ser Tyr Thr Asp Leu 
225 230 235 240 

His Tyr Gly Gin Thr val Thr Tyr Ser Cys Asn Arg Gly Phe Arg Leu 
245 250 255 

Glu Gly Pro Ser Ala Leu Thr Cys Leu Glu Thr Gly Asp Trp Asp val 
260 265 270 

Asp Ala Pro Ser Cys Asn Ala lie His Cys Asp Ser Pro Gin Pro lie 
275 280 285 

Glu Asn Gly Phe val Glu Gly Ala Asp Tyr Ser Tyr Gly Ala lie lie 
290 295 300 

lie Tyr Ser Cys Phe Pro Gly Phe Gin val Ala Gly His Ala Met Gin 
305 310 315 320 

Thr cys Glu Glu Ser Gly Trp Ser Ser Ser lie Pro Thr Cys Met Pro 
325 330 335 

lie Asp Cys Gly Leu Pro Pro His lie Asp Phe Gly Ala Cys Thr Lys 

340 345 350 

Leu Lys Asp Ala Arg Asp lie Leu ser Lys Lys Arg His Asp Gly Ser 
355 360 365 

Ser lie Cys Asp Ser Ser Pro Ser Leu Ser Phe Gly Ala val Ala Lys 
370 375 380 

Thr Trp Glu Asn Thr Lys Glu Ser Pro Ala Thr His Ser Ser Asn Phe 
385 390 395 400 

Leu Tyr Gly Thr Met val Ser Tyr Thr Cys Asn Pro Gly Tyr Glu Leu 
405 410 415 

Leu Gly Asn Pro val Leu lie Cys Gin Glu Asp Gly Thr Trp Asn Gly 
420 425 430 

ser Ala Pro ser Cys lie Ser lie Glu Cys Asp Leu Pro Thr Ala Pro 
435 440 445 

Glu Asn Gly Phe Leu Arg Phe Thr Glu Thr Ser Met Gly ser Ala Val 
450 455 460 

Gin Tyr Ser Cys Lys Pro Gly His lie Leu Ala Gly Ser Asp Leu Arg 
465 470 475 480 
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<210> 52 
<211> 200 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: von 
willebrand Factor Type A domain sequence 

<400> 52 

Asp lie Val Phe Leu Leu Asp Gly Ser Gly Ser lie Gly Ser Gin Asn 
1 5 10 15 

Phe Glu Arg val Lys Asp Phe Val Glu Arg Val Val Glu Arg Leu Asp 
20 25 30 

val Gly Pro Arg Asp Lys Lys Glu Glu Asp Ala Val Arg val Gly Leu 
35 40 45 

Val Gin Tyr Ser Asp Asn val Arg Thr Glu lie Lys Phe Lys Leu Asn 
50 55 60 

Asp Tyr Gin Asn Lys Asp Glu val Leu Gin Ala Leu Gin Lys lie Arg 
65 70 75 80 

Tyr Glu Asp Tyr Tyr Gly Gly Gly Gly Thr Asn Thr Gly Ala Ala Leu 
85 90 95 

Gin Tyr val val Arg Asn Leu Phe Thr Glu Ala Ser Gly Ser Arg lie 
100 105 110 

Glu Pro val Ala Glu Glu Gly Ala Pro Lys val Leu val val Leu Thr 
115 120 12 5 

Asp Gly Arg Ser Gin Asp Asp Pro Ser Pro Thr lie Asp lie Arg Asp 
130 135 140 

Val Leu Asn Glu Leu Lys Lys Glu Ala Gly val Glu Val Phe Ala lie 
145 150 155 160 

Gly val Gly Asn Ala Asp Asn Asn Asn Leu Glu Glu Leu Arg Glu lie 
165 170 175 

Ala Ser Lys Pro Asp Asp His val Phe Lys Val Ser Asp Phe Glu Ala 
180 185 190 

Leu Asp Thr Leu Gin Glu Leu Leu 
195 200 

<210> 53 
<211> 147 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Pentaxin 
domain sequence 
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<400> 53 

Ser Tyr Ala Thr Lys Lys Pro Leu Lys Asp Asn Glu Leu Leu lie Phe 
15 10 15 

Lys Glu Lys Asp Gly Gin Tyr Ser Leu Tyr Val Gly Gly Ala Pro Gin 
20 25 30 

Leu Glu val Thr Phe Lys Val Lys Glu Glu Phe Val Ala Pro Val His 
35 40 45 

lie Cys Thr Ser Trp Glu Ser Ser Ser Gly lie Ala Glu Phe Trp Val 
50 55 60 

Asp Gly Lys His Cys Pro Trp Val Arg Lys Gly Leu Lys Lys Gly Tyr 
65 70 75 80 

Thr val Gly Ala Glu Pro Ser lie lie Leu Gly Gin Glu Gin Asp Ser 
85 90 95 

Tyr Gly Gly Gly Phe Asp Lys ser Gin ser Leu val Gly Glu lie Gly 
100 105 110 

Asp Leu Asn Met Trp Asp Tyr val Leu Thr Pro Glu Glu lie Lys Thr 
115 120 125 

val Tyr Lys Gly Ala Gly Pro Leu Glu Arg His lie Tyr Pro Asn lie 
130 135 140 

Leu Asp Trp 
145 

<210> 54 
<211> 62 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : Sushi domain 
sequence 

<400> 54 

Cys Pro Pro Pro Asp lie Glu Asn Gly Arg val Ser Ser Ser Gly Thr 
15 10 15 

Tyr Glu Tyr Pro Val Gly Asp Thr val Thr Tyr Thr Cys Asn Glu Gly 
20 ' 25 30 

Tyr Arg Leu val Gly Ser Ser Ser lie Thr Cys Thr Glu Asp Gly Gly 
35 40 45 

Gly Gly Trp Ser Pro Pro Leu Leu Gly Glu Leu Pro Lys Cys 
50 55 60 

<210> 55 

<211> 207 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Gly Ser Cys Ser Gly Arg Cys Ala Leu val val Leu Cys Ala Phe 
15 10 15 
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Gin Leu val Ala Ala Leu Glu Arg Gin val Phe Asp Phe Leu Gly Tyr 
20 25 30 

Gin Trp Ala Pro He Leu Ala Asn Phe val His lie lie lie val He 
35 40 45 

Leu Gly Leu Phe Gly Thr lie Gin Tyr Arg Leu Arg Tyr Val Met Tyr 
50 55 " " 60 

Thr Leu Trp Ala Ala val Trp val Thr Trp Asn val Phe lie lie cys 
65 70 75 80 

Phe Tyr Leu Glu val Gly Gly Leu Leu Lys Asp Ser Glu Leu Leu Thr 
85 90 95 

Phe Ser Leu Ser Arg His Arg Ser Trp Trp Arg Glu Arg Trp Pro Gly 
100 105 110 

cys Leu His Glu Glu val Pro Ala val Gly Leu Gly Ala Pro His Gly 
115 120 125 

Gin Ala Leu Val Ser Gly Ala Gly Cys Ala Leu Glu Pro Ser Tyr val 
130 135 140 

Glu Ala Leu His Ser Cys Leu Gin lie Leu lie Ala Leu Leu Gly Phe 
145 150 155 160 

Val Cys Gly Cys Gin val val Ser val Phe Thr Glu Glu Glu Asp Ser 
165 170 175 

Phe Asp Phe lie Gly Gly Phe Asp Pro Phe Pro Leu Tyr His val Asn 
180 185 190 

Glu Lys Pro Ser Ser Leu Leu Ser Lys Gin Val Tyr Leu Pro Ala 
195 200 205 

<210> 56 

<211> 208 

<212> PRT 

<213> Mus musculus 

<400> 56 

Met Gly Phe Cys Ser Gly Arg cys Thr Leu Leu Ala Leu Cys Ala Leu 
15 10 15 

Gin Leu val Thr Ala Leu Glu Arg Gin val Phe Asp Phe Leu Gly Tyr 
20 25 30 

Gin Trp Ala Pro lie Leu Ala Asn Phe Thr His lie lie val val lie 
35 40 45 

Leu Gly Leu Phe Gly Thr lie Gin Tyr Arg Pro Arg Tyr lie Val Val 
50 55 60 

Tyr val val Trp Ala Ala val Trp val Thr Trp Asn val Phe lie lie 
65 70 75 80 

Cys Phe Tyr Leu Glu Val Gly Gly Leu Ser Lys Asp Ser Glu Leu Leu 
85 ' 90 95 

Thr Phe Asn Leu Ser Gly His Arg ser Trp Trp Glu Glu His Gly Pro 
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100 105 110 

Gly Cys Leu His Glu Glu Glu Ala Thr Ala Gly Leu Gly Ala Leu His 
115 120 125 

Gly Gin ser Leu val val Gly Ala Gly Cys Ala Met val His Ser Tyr 
130 135 140 

Val Glu Ala Leu His Ser Gly Leu Gin lie Leu Leu Ala Leu Leu Gly 
145 150 155 160 

Phe val Tyr Gly Cys Tyr val val Ser val Leu Thr Glu Glu Glu Asp 
165 170 175 

Ser Phe Asp Phe lie Gly Gly Phe Asp Pro Phe Pro Leu Tyr His val 
180 185 190 

Asn Glu Lys Pro Ser Ser Leu Leu Ser Lys Gin Ala Tyr Leu Pro Ala 
195 200 205 



<210> 57 
<211> 208 
<212> PRT 

<213> Mus musculus 
<400> 57 

Met Gly Phe Cys Ser Gly Arg Cys Thr Leu Leu Ala Leu Cys Arg Leu 
15 10 15 

Gin Leu Val Thr Ala Leu Glu Arg Gin val Phe Asp Phe Leu Gly Tyr 
20 25 30 

Gin Trp Ala Pro lie Leu Ala Asn Phe Thr His lie lie Val val lie 
35 40 45 

Leu Gly Leu Phe Gly Thr He Gin Tyr Arg Pro Arg Tyr lie Val Val 
50 55 60 

Tyr val Val Trp Ala Ala val. Trp val Thr Trp Asn val Phe lie lie 
65 70 75 80 

Cys Phe Tyr Leu Glu val Gly Gly Leu Ser Lys Asp Ser Glu Leu Leu 
85 90 95 

Thr Phe Asn Leu Ser Gly His Arg Ser Trp Trp Glu Glu His Gly Pro 
100 105 110 

Gly Cys Leu His Glu Glu Glu Ala Thr Ala Gly Leu Gly Ala Leu His 
115 120 125 

Gly Gin ser Leu val val Gly Ala Gly Cys Ala Met val His Ser Tyr 
130 135 140 

val Glu Ala Leu His Ser Gly Leu Gin He Leu Leu Ala Leu Leu Gly 
145 150 155 160 

Phe Val Tyr Gly cys Tyr val Val ser val Leu Thr Glu Glu Glu Asp 
165 170 175 
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Ser Phe Asp Phe lie Gly Gly Phe Asp Pro Phe Pro Leu Tyr His val 
180 185 190 

Asn Glu Lys Pro Ser Ser Leu Leu Ser Lys Gin Ala Tyr Leu Pro Ala 
195 200 ' 205 



<210> 58 

<211> 208 

<212> PRT 

<213> Mus musculus 

<400> 58 

Met Gly Phe Cys Ser Gly Arg Cys Thr Leu Leu Ala Leu Cys Ala Leu 
15 10 15 

Gin Leu val Thr Ala Leu Glu Arg Gin Val Phe Asp Phe Leu Gly Tyr 
20 25 30 

Gin Trp Ala Pro lie Leu Ala Asn Phe Thr His lie lie val val lie 
35 40 45 

Leu Gly Leu Phe Gly Thr lie Gin Tyr Arg Pro Arg Tyr lie val val 
50 55 60 

Tyr Val val Trp Ala Ala Val Trp Val Thr Trp Asn Val Phe lie lie 
65 70 75 80 

Cys Phe Tyr Leu Glu val Gly Gly Leu Ser Lys Asp Ser Glu Leu Leu 
85 90 95 

Thr Phe Asn Leu Ser Gly His Arg Ser Trp Trp Glu Glu His Gly Pro 
100 105 110 

Gly Cys Leu His Glu Glu Glu Ala Thr Ala Gly Leu Gly Ala Leu His 
115 120 125 

Gly Gin Ser Leu Val Val Gly Ala Gly Cys Ala Met Val His ser Tyr 
130 135 140 

val Glu Ala Leu His Ser Gly Leu Gin lie Leu Leu Ala Leu Leu Gly 
145 150 155 160 

Phe Val Tyr Gly Cys Tyr Val val Arg val Leu Thr Glu Glu Glu Asp 
165 170 175 

Ser Phe Asp Phe lie Gly Gly Phe Asp Pro Phe Pro Leu Tyr His Val 
180 185 190 

Asn Glu Lys Pro Ser Ser Leu Leu Ser Lys Gin Ala Tyr Leu Pro Ala 
195 200 ' 205 



<210> 59 

<211> 207 

<212> PRT 

<213> Mus musculus 

Page 138 



CURA2221.APP 

<400> 59 

Met Gly Lys Cys Ser Gly Arg Cys Thr Leu Val Ala Phe Cys Cys Leu 
15 10 15 

Gin Leu Val Ala Ala Leu Gin Arg Gin lie Phe Asp Phe Leu Gly Tyr 

20 25 30 

Gin Trp Ala Pro lie Leu Ala Asn Phe Leu His lie Met Ala val lie 
35 40 45 

Leu Gly lie Phe Gly Thr val Gin Tyr Arg ser Arg Tyr Leu lie Leu 
50 55 60 

Tyr Ala Ala Trp Leu Val Leu Trp val Gly Trp Asn Ala Phe lie lie 
65 70 75 80 

Cys Phe Tyr Leu Glu Val Gly Gin Leu Ser Gin Asp Arg Asp Phe lie 
85 90 95 

Met Thr Phe Asn Thr Ser Leu His Arg Ser Trp Trp Met Glu Asn Gly 
100 105 110 

Pro Gly Cys Leu val Thr Pro val Leu Asn Ser Arg Leu Ala Leu Glu 
115 120 125 

Asp His His Val lie Ser Val Thr Gly Cys Leu Leu Asp Tyr Pro Tyr 
130 135 140 

lie Glu Ala Leu Ser Ser Ala Leu Gin lie Phe Leu Ala Leu Phe Gly 
145 150 155 160 

Phe Val Phe Ala Cys Tyr Val Ser Lys val Phe Leu Glu Glu Glu Asp 
165 170 175 

Ser Phe Asp Phe lie Gly Gly Phe Asp Ser Tyr Gly Tyr Gin Ala Pro 
180 185 190 

Gin Lys Thr Ser His Leu Gin Leu Gin Pro Leu Tyr Thr Ser Gly 
195 200 205 

<210> 60 
<211> 367 
<212> PRT 

<213> Mus musculus 
<400> 60 

Met Trp Gly Ser Arg Ala Gin Gin Ser Gly Pro Asp Arg Gly Gly Ala 
15 10 15 

Cys Leu Leu Ala Ala Phe Leu Leu Cys Phe Ser Leu Leu His Ala Gin 
20 25 30 

Asp Tyr Thr Pro Ser Gin Thr Pro Pro Pro Thr Ser Asn Thr Ser Leu 
35 40 45 

Lys Pro Arg Gly Arg Val Gin Lys Glu Leu Cys Gly Lys Thr Lys Phe 
50 55 60 

Gin Gly Lys lie Tyr Gly Gly Gin lie Ala Lys Ala Glu Arg Trp Pro 
65 70 75 ' 80 

Page 139 



CURA2221.APP 

Trp Gin Ala Ser Leu lie Phe Arg Gly Arg His He Cys Gly Ala val 
85 " 90 95 

Leu lie Asp Lys Thr Trp Leu Leu Ser Ala Ala His Cys Phe Gin Arg 
100 105 110 

Ser Leu Thr Pro Ser Asp Tyr Arg lie Leu Leu Gly Tyr Asn Gin Leu 
115 120 125 

Ser Asn Pro Ser Asn Tyr Ser Arg Gin Met Thr val Asn Lys val lie 
130 135 140 

Leu His Glu Asp Tyr Ser Lys Leu Ser Arg Leu Glu Lys Asn lie val 
145 150 155 160 

Leu lie Gin Leu His His Pro val lie Tyr ser Thr His lie Phe Pro 
165 170 175 

Ala Cys val Pro Asp Gly Thr Thr Lys val ser Pro Asn Asn Leu Cys 
180 185 190 

Trp lie Ser Gly Trp Gly Met Leu Ser Ala Asp Lys Phe Leu Gin Ala 
195 200 205 

Pro Phe Pro Leu Leu Asp Ala Glu val Ser Leu lie Asp Glu Glu Glu 
210 215 220 

Cys Thr Thr Phe Phe Gin Thr Pro Glu val Ser lie Thr Glu Tyr Asp 
225 230 235 240 

val lie Lys Asp Asp Val Leu Cys Ala Gly Asp Leu Thr Asn Gin Lys 
245 250 255 

Ser Ser Cys Arg Gly Asp Ser Gly Gly Pro Leu Val Cys Phe Leu Asn 
260 265 270 

Ser Phe Trp Tyr Val Val Gly Leu Ala Asn Trp Asn Gly Ala Cys Leu 
275 280 285 

Glu Pro lie His Ser Pro Asn lie Phe Thr Lys Val Ser Tyr Phe Ser 
290 295 300 

Asp Trp lie Lys Gin Lys Lys Ala Asn Thr Pro Ala Ala Asp val Ser 
305 310 315 320 

Ser Ala Pro Leu Glu Glu Met Ala Ser Ser Leu Arg Gly Trp Gly Asn 
325 330 335 

Tyr Ser Ala Gly lie Thr Leu Lys Pro Arg lie ser Thr Thr Leu Leu 
340 345 350 

Ser Ser Gin Ala Leu Leu Leu Gin Ser lie Trp Leu Arg lie Leu 
355 360 365 

<210> 61 

<211> 366 

<212> PRT 

<213> Mus musculus 

<400> 61 

Met Cys Gly val Arg Ala Lys Lys Ser Gly Leu Ser Gly Tyr Gly Ala 
15 10 15 
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Gly Leu Leu Ala Ala Leu Leu Giy val Ser Phe Leu ser Gin His Ala 
20 25 30 

Gin Thr Ala Glu Pro Thr Asn val Thr Asn Ala Ala Asn Asn Thr Thr 
35 40 45 

lie Gin lie Met Lys ser Thr Leu Ser Leu Ser Glu Val Cys Gly Lys 
50 55 60 

Thr Lys Phe Gin Gly Lys lie Tyr Gly Gly Gin lie Ala Gly Ala Glu 
65 70 75 80 

Arg Trp Pro Trp Gin Ala Ser Leu Arg Leu Tyr Gly Arg His lie Cys 
85 90 95 

Gly Ala val Leu lie Asp Lys Asn Trp val Leu Gly Ala Ala His Cys 
100 105 110 

Phe Gin Arg Ser Gin Glu Pro Ser Asp Tyr His val Met Leu Gly Tyr 
115 120 125 

Thr Asp Leu Asn Ser Pro Thr Arg Tyr Ser Arg Thr Met Ser val Gin 
130 135 140 

Lys val lie val His Lys Asp Tyr Asn Arg Phe His Thr Gin Gly Ser 
145 150 155 160 

Asp lie val Leu Leu Gin Leu Arg Ser Ser val Glu Tyr Ser ser His 
165 170 175 

lie Leu Pro Ala Cys val Pro Glu Glu Asn lie Lys lie Pro Lys Glu 
180 185 190 

Lys Ala Cys Trp Ala Ser Gly Trp Gly Tyr Leu Arg Glu Asp Val Arg 
195 200 205 

lie Pro Leu Pro Asn Glu Leu Tyr Glu Ala Glu Leu lie lie Met Ser 
210 215 220 

Asn Asp Gin Cys Lys Gly Phe Phe Pro Pro Pro val Pro Gly Ser Ser 
225 230 235 240 

Arg Ser Tyr Tyr lie Tyr Asp Asp Met val Cys Ala Ala Asp Tyr Asp 
245 250 255 

Met ser Lys Ser lie Cys Ala Gly Asp Ser Gly Gly Pro Leu val Cys 
260 ' 265 270 

Leu Leu Glu Gly Ser Trp Tyr Val Val Gly Leu Thr Ser Trp Ser Ser 
275 280 285 

Thr cys Glu Glu Pro lie val Ser Pro Ser val Phe Ala Arg val ser 
290 295 300 

Tyr Phe Asp Lys Trp lie Lys Asp Asn Lys Lys Ser Ser Ser Asn Ser 
305 310 315 320 

Lys Pro Gly Glu Ser Pro His His Pro Gly Ser Pro Glu Asn Glu Asn 
325 330 335 

Pro Glu Gly Asn Asn Lys Asn Gin Gly Thr val lie Lys Pro val Cys 
340 345 350 
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Thr Ala Leu Leu Leu Ser Gin Thr Leu Leu Gin Gin Leu lie 
355 360 365 

<210> 62 

<211> 143 

<212> PRT 

<213> Mus musculus 

<400> 62 

Met Leu Gly Tyr Thr Asp Leu Asn Ser Pro Thr Arg Tyr Ser Arg Thr 
1 5 10 15 

Met Ser Val Gin Lys Val lie Val His Lys Asp Tyr Asn Arg Phe His 
20 25 30 

Thr Gin Gly Ser Asp lie val Leu Leu Gin Leu Arg Ser Ser Val Glu 
35 40 45 

Tyr Ser ser His lie Leu Pro Ala Cys val Pro Glu Glu Asn lie Lys 
50 55 60 

lie Pro Lys Glu Lys Ala Cys Trp Ala Ser Gly Trp Gly Tyr Leu Arg 
65 70 75 80 

Glu Asp val Arg lie Pro Leu Pro Asn Glu Leu Tyr Glu Ala Glu Leu 
85 90 95 

lie lie Met Ser Asn Asp Gin Cys Lys Gly Phe Phe Pro Pro Pro val 
100 105 110 

Pro Gly Ser Gly Arg Ser Tyr Tyr lie Tyr Asp Asp Met val cys Ala 
115 120 125 

Ala Asp Tyr Asp Met Ser Lys Ser lie Cys Ala Gly Leu Leu Leu 
130 135 140 

<210> 63 
<211> 273 
<212> PRT 
<213> Ovis aries 

<400> 63 

Met Leu His Leu Leu Ala Leu Ala Leu Leu Leu Ser Leu val Ser Ala 
15 10 15 

Ala Pro Ala Pro Gly Gin Ala Leu Gin Arg Ser Gly lie lie Gly Gly 

20 25 " 30 

Lys Glu Ala Pro Gly Ser Arg Trp Pro Trp Gin val Ser Leu Arg Val 
35 40 45 

Arg Asp Gin Tyr Trp Arg His Gin Cys Gly Gly Ser Leu lie His Pro 
50 55 60 

Gin Trp val Leu Thr Ala Ala His Cys lie Gly Pro Glu Leu Gin Glu 
65 70 75 80 

Pro Ser Asp Phe Arg Val Gin Leu Arg Glu Gin His Leu Tyr Tyr Gin 
85 90 95 
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Asp Arg Leu Leu Pro lie Ser Arg val lie Pro His Pro His Tyr Tyr 
100 105 110 

Met val Glu Asn Gly Ala Asp lie Ala Leu Leu Gin Leu Glu Glu Pro 
115 120 125 

val Ser lie ser Arg His val Gin Pro val Thr Leu Pro Pro Ala Ser 
130 135 140 

Glu Thr Phe Pro Pro Glu Ser Gin Cys Trp Val Thr Gly Trp Gly Asp 
145 150 155 160 

val Asp Asn Gly Arg Pro Leu Pro Pro Pro Tyr Pro Leu Lys Gin Val 
165 170 175 

Lys val Pro lie Val Glu Asn Ser Val Cys Asp Trp Lys Tyr His Ser 
180 185 190 

Gly Leu Ser Thr Asp Tyr Ser Val Pro lie Val Gin Glu Asp Asn Leu 
195 200 205 

Cys Ala Gly Asp Gly Gly Arg Asp Ser cys Gin Gly Asp ser Gly Gly 
210 215 220 

Pro Leu val Cys Lys val Asn Gly Thr Trp Leu Gin Ala Gly Val val 
225 230 235 240 

Ser Trp Gly Asp Gly Cys Ala Lys Pro Asn Arg Pro Gly lie Tyr Thr 
245 ' 250 255 

Arg lie Thr Ser Tyr Leu Asp Trp lie His Gin Tyr val Pro Gin Glu 
260 265 270 



<210> 64 
<211> 273 
<212> PRT 
<213> Ovis aries 

<400> 64 

Met Leu His Leu Leu Ala Leu Ala Leu Leu Leu Ser Leu val Ser Ala 
15 10 15 

Ala Pro Gly Pro Gly Gin Ala Leu Gin Arg Ser Gly lie lie Gly Gly 
20 25 30 

Lys Glu Ala Pro Gly Ser Arg Trp Pro Trp Gin val Ser Leu Arg Val 
35 40 45 

Arg Asp Gin Tyr Trp Arg His Gin Cys Gly Gly Ser Leu lie His Pro 
50 55 60 

Gin Trp val Leu Thr Ala Ala His Cys lie Gly Pro Glu Leu Gin Glu 
65 70 75 80 

Pro Ser Asp Phe Arg val Gin Leu Arg Glu Gin His Leu Tyr Tyr Gin 
85 90 95 

Asp Arg Leu Leu Pro lie Ser Arg val lie Pro His Pro His Tyr Tyr 
100 105 110 
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Met val Glu Asn Gly Ala Asp lie Ala Leu Leu Gin Leu Glu Glu Pro 

115 120 125 

val Ser lie Ser cys His val Arg Pro val Thr Leu Pro Pro Ala ser 
130 135 140 

Glu Thr Phe Pro Pro Gly Ser Gin Cys Trp Val Thr Gly Trp Gly Asn 
145 150 155 160 

val Asp Asn Gly Arg Pro Leu Pro Pro Pro Tyr Pro Leu Lys Gin val 
165 170 175 

Lys val Pro lie val Glu Asn Ser Val Cys Asp Trp Lys Tyr His Ser 
180 185 190 

Gly Leu Ser Thr Asp Tyr Ser val Pro lie Val Gin Glu Asp Asn Leu 

195 200 205 

Cys Ala Gly Asp Gly Gly Arg Asp Ser Cys Gin Gly Asp Ser Gly Gly 
210 215 220 

Pro Leu val Cys Lys val Asn Gly Thr Trp Leu Gin Ala Gly Val val 
225 230 235 240 

Ser Trp Gly Asp Gly Cys Ala Asn Pro Asp Tyr Pro Gly val Tyr Thr 
245 250 255 

Arg lie Thr Ser Tyr Leu Asp Trp lie His Gin Tyr val Pro Gin Glu 
260 265 270 



<210> 65 
<211> 205 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Trypsin 
Domian sequence 

<400> 65 

Ser Ala Pro Ala Ser Ser val Arg Val Ser Leu Ser Val Arg Leu Gly 
1 5 10 15 

Glu His Asn Leu Ser Leu Thr Glu Gly Thr Glu Gin Lys Phe Asp val 
20 25 30 

Lys Lys Thr lie lie val His Pro Asn Tyr Asn Pro Asp Thr Leu Asp 
35 40 45 

Asn Gly Ala Tyr Asp Asn Asp lie Ala Leu Leu Lys Leu Lys Ser Pro 
50 55 60 

Gly val Thr Leu Gly Asp Thr val Arg Pro lie Cys Leu Pro Ser Ala 
65 70 75 80 

Ser Ser Asp Leu Pro Val Gly Thr Thr Cys Thr Val Ser Gly Trp Gly 
85 90 95 
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Arg Arg Pro Thr Lys Asn Leu Gly Leu Ser Asp Thr Leu Gin Glu val 
100 105 110 

val val Pro val val Ser Arg Glu Thr Cys Arg ser Ala Tyr Glu Tyr 
115 120 125 

Gly Gly Thr Asp Asp Lys val Glu Phe val Thr Asp Asn Met lie Cys 
130 135 140 

Ala Gly Ala Leu Gly Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly 
145 150 155 160 

Pro Leu val Cys Ser Asp Gly Asn Arg Asp Gly Arg Trp Glu Leu Val 
165 170 175 

Gly lie Val Ser Trp Gly Ser Tyr Gly Cys Ala Arg Gly Asn Lys Pro 
180 185 190 

Gly val Tyr Thr Arg val Ser Ser Tyr Leu Asp Trp lie 
195 200 205 

<210> 66 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Met Asn Arg Lys Ala Leu Arg Cys Leu Gly His Leu Phe Leu Ser Leu 
1 5 10 15 

Gly Met Val Cys Leu Arg lie Gly Gly Phe Ser Ser val val Ala Leu 
20 25 30 

Gly Ala Thr lie lie Cys Asn Lys lie Pro Gly Leu Ala Pro Arg Gin 
35 40 45 

Arg Ala lie Cys Gin Ser Arg Pro Asp Ala lie lie Val lie Gly Glu 
50 55 60 

Gly Ser Gin Met Gly Leu Asp Glu Cys Gin Phe Gin Phe Arg Asn Gly 
65 70 75 80 

Arg Trp Asn cys Ser Ala Leu Gly Glu Arg Thr val Phe Gly Lys Glu 
85 90 95 

Leu Lys val Gly Ser Arg Asp Gly Ala Phe Thr Tyr Ala lie lie Ala 
100 105 110 

Ala Gly Val Ala His Ala lie Thr Ala Ala Cys Thr His Gly Asn Leu 
115 120 12 5 

Ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr His Arg Asp 
130 135 140 

Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg Tyr Gly lie 
145 150 155 160 

Gly Phe Ala Lys Val Phe Val Asp Ala Arg Glu lie Lys Gin Asn Ala 
165 170 175 

Arg Thr Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg Lys lie Leu 
180 185 190 
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Glu Glu Asn Met Lys Leu Glu cys Lys cys His Gly val ser Gly Ser 
195 200 205 

Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Gin Phe Arg Glu Leu 
210 215 220 

Gly Tyr val Leu Lys Asp Lys Tyr Asn Glu Ala val His val Glu Pro 
225 230 235 240 

val Arg Ala Ser Arg Asn Lys Arg Pro Thr Phe Leu Lys lie Lys Lys 
245 250 255 

Pro Leu Ser Tyr Arg Lys Pro Met Asp Thr Asp Leu Val Tyr lie Glu 
260 265 270 

Lys Ser Pro Asn Tyr Cys Glu Glu Asp Pro Val Thr Gly Ser Val Gly 
275 280 285 

Thr Gin Gly Arg Ala cys Asn Lys Thr Ala Pro Gin Ala Ser Gly Cys 
290 295 300 

Asp Leu Met Cys Cys Gly Arg Gly Tyr Asn Thr His Gin Tyr Ala Arg 
305 310 315 320 

val Trp Gin Cys Asn Cys Lys Phe His Trp Cys cys Tyr val Lys Cys 
325 330 335 

Asn Thr Cys Ser Glu Arg Thr Glu Met Tyr Thr cys Lys 
340 345 

<210> 67 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Asn Arg Lys Ala Arg Arg Cys Leu Gly His Leu Phe Leu Ser Leu 
15 10 15 

Gly Met Val Tyr Leu Arg lie Gly Gly Phe Ser ser val Val Ala Leu 
20 25 30 

Gly Ala Ser lie lie Cys Asn Lys lie Pro Gly Leu Ala Pro Arg Gin 
35 40 45 

Arg Ala lie Cys Gin ser Arg Pro Asp Ala lie lie val lie Gly Glu 
50 55 60 

Gly Ser Gin Met Gly Leu Asp Glu Cys Gin Phe Gin Phe Arg Asn Gly 
65 70 75 80 

Arg Trp Asn Cys Ser Ala Leu Gly Glu Arg Thr Val Phe Gly Lys Glu 
85 90 95 

Leu Lys val Gly Ser Arg Glu Ala Ala Phe Thr Tyr Ala lie lie Ala 
100 105 110 

Ala Gly val Ala His Ala He Thr Ala Ala cys Thr Gin Gly Asn Leu 
115 120 125 

Ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr His Arg Asp 
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130 135 140 

Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg Tyr Gly lie 
145 150 155 160 

Gly Phe Ala Lys val Phe val Asp Ala Arg Glu lie Lys Gin Asn Ala 
165 170 175 

Arg Thr Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg Lys lie Leu 
180 185 190 

Glu Glu Asn Met Lys Leu Glu Cys Lys Cys His Gly Val Ser Gly Ser 
195 200 205 

Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Gin Phe Arg Glu Leu 
210 215 220 

Gly Tyr val Leu Lys Asp Lys Tyr Asn Glu Ala val His Val Glu Pro 
225 230 235 240 

Val Arg Ala Ser Arg Asn Lys Arg Pro Thr Phe Leu Lys lie Lys Lys 
245 250 255 

Pro Leu Ser Tyr Arg Lys Pro Met Asp Thr Asp Leu val Tyr lie Glu 
260 265 270 

Lys Ser Pro Asn Tyr Cys Glu Glu Asp Pro val Thr Gly Ser val Gly 
275 280 285 

Thr Gin Gly Arg Ala Cys Asn Lys Thr Ala Pro Gin Ala Ser Gly Cys 
290 295 300 

Asp Leu Met Cys Cys Gly Arg Gly Tyr Asn Thr His Gin Tyr Ala Arg 
305 310 315 320 

Val Trp Gin Cys Asn Cys Lys Phe His Trp Cys Cys Tyr val Lys Cys 
325 330 335 

Asn Thr Cys Ser Glu Arg Thr Glu Met Tyr Thr Cys Lys 
340 345 

<210> 68 
<211> 349 
<212> PRT 

<213> Mus musculus 
<400> 68 

Met Thr Arg Lys Ala Arg Arg Cys Leu Gly His Leu Phe Leu Ser Leu 
15 10 15 

Gly lie val Tyr Leu Arg lie Gly Gly Phe Ser Ser val val Ala Leu 
20 25 30 

Gly Ala Ser lie lie Cys Asn Lys lie Pro Gly Leu Ala Pro Arg Gin 
35 40 ' 45 

Arg Ala lie Cys Gin Ser Arg Pro Asp Ala lie lie val He Gly Glu 
50 55 60 

Gly Ser Gin Met Gly Leu Asp Glu cys Gin Phe Gin Phe Arg Asn Gly 
65 70 75 80 
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Arg Trp Asn Cys Ser Ala Leu Gly Glu Arg Thr val Phe Gly Lys Glu 
85 90 95 

Leu Lys Val Gly Ser Arg Glu Ala Ala Phe Thr Tyr Ala lie lie Ala 
100 ' 105 110 

Ala Gly Val Ala His Ala lie Thr Ala Ala Cys Thr Gin Gly Asn Leu 
115 120 125 

Ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr His Arg Asp 
130 135 140 

Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg Tyr Gly lie 
145 150 155 160 

Gly Phe Ala Lys Val Phe Val Asp Ala Arg Glu lie Lys Gin Asn Ala 
165 170 175 

Arg Thr Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg Lys lie Leu 
180 185 190 

Glu Glu Asn Met Lys Leu Glu Cys Lys Cys His Gly val Ser Gly Ser 
195 200 205 

Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Gin Phe Arg Glu Leu 
210 215 220 

Gly Tyr val Leu Lys Asp Lys Tyr Asn Glu Ala val His val Glu Pro 
225 230 235 240 

val Arg Ala Ser Arg Asn Lys Arg Pro Thr Phe Leu Lys lie Lys Lys 
245 250 " 255 

Pro Leu Ser Tyr Arg Lys Pro Met Asp Thr Asp Leu val Tyr lie Glu 
260 265 270 

Lys Ser Pro Asn Tyr Cys Glu Glu Asp Pro val Thr Gly Ser val Gly 

275 " 280 285 

Thr Gin Gly Arg Ala Cys Asn Lys Thr Ala Pro Gin Ala Ser Gly Cys 
290 295 300 

Asp Leu Met Cys cys Gly Arg Gly Tyr Asn Thr His Gin Tyr Ala Arg 
305 310 315 320 

Val Trp Gin Cys Asn Cys Lys Phe His Trp Cys Cys Tyr val Lys Cys 
325 330 335 

Asn Thr Cys Ser Glu Arg Thr Glu Met Tyr Thr Cys Lys 
340 ' 345 

<210> 69 
<211> 349 
<212> PRT 

<213> Mus musculus 
<400> 69 

Met Thr Arg Lys Ala Arg Arg Cys Leu Gly His Leu Phe Leu Ser Leu 
15 10 15 

Gly lie val Tyr Leu Arg lie Gly Gly Phe Ser Ser val val Ala Leu 
20 25 30 
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Gly Ala Ser lie lie Cys Asn Lys lie Pro Gly Leu Ala Pro Arg Gin 
35 40 45 

Arg Ala lie Cys Gin Ser Arg Pro Asp Ala lie lie Val lie Gly Glu 
50 55 60 

Gly Ser Gin Met Gly Leu Asp Glu Cys Gin Phe Gin Phe Arg Asn Gly 
65 70 75 80 

Arg Trp Asn Cys Ser Ala Leu Gly Glu Arg Thr Val Phe Gly Lys Glu 
85 90 95 

Leu Lys val Gly Ser Arg Glu Ala Ala Phe Thr Tyr Ala lie lie Ala 
100 105 ' 110 

Ala Gly val Ala His Ala lie Thr Ala Ala Cys Thr Gin Gly Asn Leu 
115 120 125 

Ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr His Trp Asp 
130 135 140 

Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg Tyr Gly lie 
145 150 155 160 

Gly Phe Ala Lys Val Phe val Asp Ala Arg Glu lie Lys Gin Asn Ala 
165 170 175 

Arg Thr Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg Lys lie Leu 
180 185 190 

Glu Glu Asn Met Lys Leu Glu cys Lys Cys His Gly val Ser Gly Ser 
195 200 205 

Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Gin Phe Arg Glu Leu 
210 215 220 

Gly fyr Val Leu Lys Asp Lys Tyr Asn Glu Ala val His val Glu Pro 
225 230 235 240 

Val Arg Ala Ser Arg Asn Lys Arg Pro Thr Phe Leu Lys lie Lys Lys 
245 250 255 

Pro Leu Ser Tyr Arg Lys Pro Met Asp Thr Asp Leu val Tyr lie Glu 
260 265 270 

Leu Ser Pro Asn Tyr Cys Glu Glu Asp Pro Val Thr Gly Ser val Gly 
275 280 285 

Thr Gin Gly Arg Ala Cys Asn Lys Thr Ala Pro Gin Ala Ser Gly Cys 
290 295 300 

Asp Leu Met Cys Cys Gly Arg Gly Tyr Asn Thr His Gin Tyr Ala Arg 
305 310 315 320 

Val Trp Gin Cys Asn Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys 
325 330 335 

Asn Thr Cys Ser Glu Arg Thr Glu Met Tyr Thr Cys Lys 
340 345 
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<211> 349 
<212> PRT 

<213> Gallus gallus 
<400> 70 

Met Asn Arg Lys Thr Arg Arg Trp lie Phe His lie Phe Leu Ser Leu 
15 10 15 

Gly lie val Tyr lie Lys lie Gly Gly Phe Ser Ser Val val Ala Leu 
20 25 30 

Gly Ala Ser lie lie Cys Asn Lys lie Pro Gly Leu Ala Pro Arg Gin 
35 40 45 

Arg Ala lie Cys Gin Ser Arg Pro Asp Ala lie lie Val lie Gly Glu 
50 55 60 

Gly Ser Gin Met Gly lie Asn Glu Cys Gin Phe Gin Phe Arg Asn Gly 
65 70 75 80 

Arg Trp Asn Cys Ser Ala Leu Gly Glu Arg Thr val Phe Gly Lys Glu 
85 90 95 

Leu Lys val Gly Ser Arg Glu Ala Ala Phe Thr Tyr Ala lie lie Ala 
100 105 110 

Ala Gly Val Ala His Ala lie Thr Ala Ala Cys Thr Gin Gly Asn Leu 
115 120 125 

Ser Asp Cys Gly Cys Asp Lys Glu Lys Gin Gly Gin Tyr His Lys Glu 
130 135 140 

Glu Gly Trp Lys Trp Gly Gly Cys Ser Ala Asp lie Arg Tyr Gly lie 
145 150 155 160 

Gly Phe Ala Lys val Phe Val Asp Ala Arg Glu lie Lys Gin Asn Ala 
165 170 175 

Arg Thr Leu Met Asn Leu His Asn Asn Glu Ala Gly Arg Lys lie Leu 
180 185 190 

Glu Glu Asn Met Lys Leu Glu Cys Lys Cys His Gly Val Ser Gly Ser 
195 200 205 

Cys Thr Thr Lys Thr Cys Trp Thr Thr Leu Pro Lys Phe Arg Glu Leu 
210 215 220 

Gly Tyr lie Leu Lys Asp Lys Tyr Asn Glu Ala val Gin Val Glu Pro 
225 230 235 240 

val Arg Ala Ser Arg Asn Lys Arg Pro Thr Phe Leu Lys lie Lys Lys 
245 250 255 

Pro Leu Ser Tyr Arg Lys Pro Met Asp Thr Asp Leu Val Tyr lie Glu 
260 265 270 

Lys Ser Pro Asn Tyr Cys Glu Glu Asp Pro Val Thr Gly Ser val Gly 
275 280 285 

Thr Gin Gly Arg Met Cys Asn Lys Thr Ala Gin Gin ser Asn Gly Cys 
290 295 300 

Asp Leu Met Cys Cys Gly Arg Gly Tyr Asn Thr His Gin Tyr Ser Arg 
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315 



320 



val Trp Gin Cys Asn Cys Lys Phe His Trp cys cys Tyr val Lys Cys 
325 330 335 

Asn Thr Cys Ser Glu Arg Thr Glu val Tyr Thr cys Lys 



<210> 71 
<211> 352 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: WNT domain 
sequence 

<400> 71 

Leu Cys Arg Ser Leu Pro Gly Leu Ser Pro Arg Gin Arg Gin Leu Cys 
1 5 10 15 

Arg Arg Asn Pro Asp val Met Ala Ser val Ser Glu Gly Ala Gin Leu 
20 25 30 

Ala lie Gin Glu Cys Gin His Gin Phe Arg Gly Arg Arg Trp Asn Cys 
35 '40 45 

Ser Thr Leu Asp Ser Leu Asn Glu Arg Ser val Phe Gly Lys val Leu 
50 55 60 

Lys Lys Gly Thr Arg Glu Thr Ala Phe Val Tyr Ala lie Ser Ser Ala 
65 70 75 80 

Gly Val Ala His Ala Val Thr Arg Ala Cys Ser Glu Gly Glu Leu Glu 
85 ' 90 95 

Ser Cys Gly Cys Asp Asp Lys Arg Lys Ala Asp Glu Glu Arg Leu Arg 
100 105 110 

lie Lys Leu Glu Pro Lys Gly Pro Gly Gly Pro Gin Gly Ser Trp Lys 
115 120 125 

Trp Gly Gly Cys Ser Asp Asn Val Glu Phe Gly lie Arg Phe Ser Arg 
130 135 140 

Glu Phe Val Asp Ala Arg Glu Arg Glu Lys Leu Met Thr Lys Ser Arg 
145 150 155 160 

Asp Arg Asp Ala Arg Ser Leu Met Asn Leu His Asn Asn Glu Ala Gly 
165 170 175 

Arg Lys Ala val Lys Ser His Met Arg Arg Glu Cys Lys Cys His Gly 
180 185 190 

Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu Ser Leu Pro Asp 
195 200 205 

Phe Arg Glu Val Gly Asp Leu Leu Lys Glu Lys Tyr Asp Gly Ala lie 
210 215 220 

Glu Val Glu val Asn Lys Arg Gly Lys Gly Gin Arg Ser Leu Ser Ser 



340 



345 



225 



230 



235 
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Arg Lys Gin Ala ser Ala Leu Glu Ala Ala Asn Glu Arg Phe Lys Lys 
245 250 255 

Pro Thr Arg Asn Gin Tyr Thr Asp Leu Val Tyr Leu Glu Lys Ser Pro 
260 265 270 

Asp Tyr Cys Glu Arg Asp Arg Glu Thr Gly Ser Leu Gly Thr Gin Gly 
275 280 285 

Arg val Cys Asn Lys Thr Ser Lys Gly Leu Gin Trp Arg Asp Gly Cys 
290 295 300 

Glu Leu Leu Cys Cys Gly Arg Gly Tyr Asn Thr Glu Gin Lys val Glu 

305 310 315 320 

Arg Thr Glu Lys cys Asn Cys Lys Phe His Asn Gly Trp Cys Cys Tyr 
325 330 335 

val Lys Cys Glu Glu Cys Thr Glu val val Glu val His Thr Cys Lys 
340 345 350 



<210> 72 
<211> 1216 
<212> PRT 

<213> Rattus norvegicus 
<400> 72 

Met Cys Leu Pro ser cys Leu Leu Ser lie Trp val Leu Phe Met Ala 
15 10 15 

Ala Gin Ser Leu Gly Lys Thr Trp val Pro Asp His Cys Arg ser Pro 
20 25 30 

Thr Glu Ala Thr Cys Asn Phe Val Cys Asp Cys Gly Asp Cys Ser Asp 
35 40 45 

Glu Ala Gin Cys Gly Phe His Gly Ala Ser Thr Thr Pro Asn Thr Pro 
50 55 60 

Phe Thr Cys Asn Phe Glu Gin Asp Pro Cys Gly Trp Gin Asp He Ser 
65 70 75 80 

Thr Ser Gly Tyr Arg Trp Leu Arg Asp Arg Ala Gly Ala Gly Leu Asp 
85 90 95 

Ser Ser Gly Pro His Ser Asp His Thr Arg Gly Thr Asp Leu Gly Trp 
100 105 110 

Tyr Met Ala Val Gly Thr His Ser Gly Lys Glu Pro Ser Thr Arg Thr 
115 120 125 

Leu Arg Ser Pro val Met Arg Glu Ala Ala Pro Thr Cys Glu Leu Arg 
130 135 140 

Leu Trp Tyr His Thr Asp Ser Arg Asp val Ala Glu Leu Arg Leu Asp 
145 150 155 160 

Leu Thr His Gly Met Glu Thr Leu Thr Leu Trp Gin Ser Ser Gly Pro 
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165 170 175 

Trp Gly Pro Trp Pro Gly Arg Glu Leu Ala val Asn Thr Gly Arg lie 
180 185 190 

Gin Gly Asp Phe Lys Val Thr Phe Ser Ala Thr Arg Asn Ala Thr His 
195 200 205 

Arg Gly Ala val Ala Leu Asp Asp Met Glu Phe Trp Asp Cys Gly Leu 
210 215 220 

pro lie Pro Gin Ala Arg cys Pro Leu Gly His His His Cys Gin Asn 
225 230 235 240 

Lys Ala Cys Val Glu Pro His Gin Leu Cys Asp Gly Glu Asp Asn Cys 
245 250 255 

Gly Asp Ser ser Asp Glu Asp Pro Leu lie Cys Ser His His Met Ala 
260 265 270 

Thr Asp Phe Glu Thr Gly Leu Gly Pro Trp Thr Gin Leu Glu Gly Trp 
275 280 285 

Thr Arg Asn Phe Ser Ala Gly Ser Met val Ser Pro Ala Trp Pro His 
290 295 300 

Arg Asp His Ser Arg Asn Ser Ala Tyr Gly Phe Phe Leu Val Ser val 
305 310 315 320 

Ala Lys Pro Gly Thr Thr Ala val Leu Tyr Ser Pro Glu Phe Gin Gly 
325 330 335 

Ser val Ser Tyr Asn Cys Ser Phe Thr Phe Tyr Tyr Tyr Leu His Gly 
340 345 350 

Ser Glu Ala Asn Gin Phe Gin Leu Phe val Gin Ala Gin Gly Leu Asn 
355 360 365 

Thr Thr Gin Pro Pro Val Leu Leu Arg ser Arg His Gly Glu Leu Gly 
370 375 380 

Thr Ala Trp val Arg Asp Arg val Asn lie Gin Ser Ala His Pro Phe 
385 390 395 400 

Arg lie Leu Leu Ala Gly Glu Thr Gly Pro Gly Gly Phe val Gly Leu 
405 410 415 

Asp Asp Leu lie Met ser Asn His Cys He Leu val pro Gly Met Ser 
420 425 430 

Thr Leu Gin Ser Ser Leu Ser Gly Pro Val Pro Leu Ala Leu Tyr Pro 
435 440 445 

Gin Thr Ser lie Lys Arg Thr Cys Asp Ala Gly His Leu Ser Cys Asp 
450 455 460 

Glu Leu Cys val Pro Pro Glu Gin Leu cys Asp Phe Gin Gin His Cys 
465 470 475 480 

Ala Glu Gly Glu Asp Glu Glu Lys cys Gly Thr Thr Asp Phe Glu ser 
485 490 495 

Ala Ser Ala Gly Gly Trp Glu Asp lie Ser lie Gly Lys Leu Gin Trp 
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500 505 510 

Gin Arg Ala Glu Ala Gin Glu ser Gly Lys Pro Ala Arg Asp Thr Asn 
515 520 525 

Arg Asn Ala Pro Gly His Phe Leu Ser Leu Arg Lys Ala Trp Gly Gin 
530 535 540 

Leu Arg Ser Glu Ala Arg Ala Leu Thr Pro Thr Leu Gly Pro Ser Gly 
545 550 555 560 

Pro His Cys Glu Leu His Met Thr Tyr Tyr Phe His Ser His Pro Gin 
565 570 575 

Gly Phe Leu Ala Leu Ala val Val Glu Asn Gly Phe Arg Glu Leu Leu 
580 585 590 

Trp Gin Ala Pro Ser Ser Ser Ser Gly Gly Trp Thr Leu Gin Lys lie 
595 600 605 

Leu Leu Gly Ala Arg Arg Trp Pro Phe Gin Leu Glu Phe val Ser Leu 
610 ' 615 620 

val Asp Leu Asp Gly Pro Gly Gin Gin Gly Ala Gly Val Asp Asn val 
625 630 635 640 

Thr Leu Arg Asp Cys Asn Pro Met Val Thr Thr Glu Ser Asp Gin Glu 
645 650 655 

Val Ser Cys Asn Phe Glu Arg Asp Ser Cys Ser Trp His Thr Gly His 
660 665 670 

Leu Thr Asp Ala His Trp His Arg val Lys Ser His Gly Ser Gin Tyr 
675 680 685 

Asp His Thr Thr Gly Gin Gly Phe Phe Met Phe Leu Asp Pro Met Asp 
690 695 700 

Pro Pro Ala Arg Gly Gin Gly Ala Leu Leu Leu Thr Arg Pro Gin Val 
705 710 715 ~ 720 

Pro Val Val Pro Lys Glu Cys Leu Ser Phe Trp Tyr His Leu His Gly 
725 730 735 

Pro Gin lie Gly Thr Leu Cys Leu Ala Met Arg Arg Glu Gly Glu Glu 
740 745 750 

Asp Thr Leu Leu Trp ser Arg Ser Gly Thr His Gly Asn Arg Trp His 
755 760 765 

Gin Ala Trp val Thr Leu His His Gin Leu Gin Pro Ser Thr Lys Tyr 
770 775 780 

Gin Leu Leu Phe Glu Gly Leu Arg Asp Gly Tyr His Gly Thr Met Gly 
785 790 795 800 

Leu Asp Asp Met Ala val Arg Pro Gly Pro Cys Trp Ala Ala Lys Arg 
805 810 815 

Cys Ser Phe Glu Asp Ser Asp Cys Gly Phe Ser Pro Gly Asp Trp Gly 
820 825 830 

Leu Trp Thr Arg Gin Asn Asn Ala Ser Gly Leu Gly Pro Trp Gly Pro 
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835 840 845 

Trp lie Asp His Thr Thr Gly Thr Ala Gin Gly His Tyr Met Val val 
850 855 860 

Asp Thr Ser Pro Asn Leu Leu Pro Lys Gly His val Ala Ser Leu Thr 
865 870 875 880 

Ser Glu Glu His Pro Pro Leu Ser Arg Pro Ala Cys Leu Ser Phe Trp 
885 890 895 

Tyr His Leu Ser Phe His Asn Pro Gly Thr Leu Arg Val Phe Val Glu 
900 905 910 

Glu Ser Thr Arg Arg Gin Glu Leu Ser lie Ser Gly His Gly Gly Phe 
915 920 925 

Ala Trp Arg Leu Gly Ser Val Asn val Gin Ala Glu Gin Ala Trp Lys 
930 935 940 

Val val Phe Glu Ala Met Ala Ser Gly val Glu His Ser Tyr Met Ala 
945 950 955 960 

Leu Asp Asp lie Ser Leu Gin Asp Gly Pro Cys Ala Gin Pro Gly Ser 
965 970 975 

Cys Asp Phe Glu ser Gly Leu Cys Gly Trp Ser His Leu Pro Trp Pro 
980 985 990 

Gly Leu Gly Gly Tyr Ser Trp Asp Trp Ser ser Gly Ala Thr Pro Ser 
995 1000 1005 

Arg Tyr Pro Arg Pro Ser val Asp His Thr val Gly Thr Glu Ala Gly 
1010 1015 1020 

His Phe Ala Phe Phe Glu Thr Ser Val Leu Gly Pro Gly Gly Gin Ala 
1025 1030 1035 1040 

Ala Trp Leu Gly Ser Glu Pro Leu Pro Ala Thr Ala val Ser Cys Leu 
1045 1050 1055 

His Phe Trp Tyr Tyr Met Gly Phe Pro Ala His Phe Tyr Lys Gly Glu 
1060 1065 1070 

Leu Arg Val Leu Leu Ser Ser Thr Gin Gly Gin Leu Ala Val Trp His 
1075 1080 1085 

Arg Gly Gly His Leu Arg Asp Gin Trp Leu Gin Val Gin lie Glu val 
1090 1095 1100 

Ser Ser ser Glu Glu Phe Gin lie val Phe Glu Ala Thr Leu Gly Gly 
1105 1110 1115 1120 

Gin Pro Ala Leu Gly Pro lie Ala Leu Asp Asp Val Glu Tyr Leu Ala 
1125 1130 1135 

Gly Gin His Cys Lys Gin Pro Thr Pro Ser Gin Gly Arg val Ala Ala 
1140 1145 1150 

Pro val ser val Pro val Ala val Gly Gly Ala Leu Leu Leu Phe Leu 
1155 1160 1165 

Leu Leu Leu Gly Leu Gly Gly Trp His Trp Leu Gin Lys Gin His Leu 
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1170 1175 1180 

Pro Cys Gin ser Thr Asp Ala Ala Ala Ser Gly Phe Asp Asn lie Leu 
1185 1190 1195 1200 

Phe Asn Ala Asp Gin val Thr Leu Pro Glu Ser lie Thr ser Asn Pro 



<210> 73 
<211> 688 
<212> PRT 

<213> Xenopus laevis 
<400> 73 

Met Met Leu Ser His Trp val Leu Leu Leu Ser Leu Gly Ala Val Trp 
15 10 15 

Leu Ala Glu Gly Gly Glu lie Ser Pro Gly Ser cys Thr Phe Glu Asn 
20 25 ' 30 

Ser Thr cys Ala Tyr Thr Ser Ala Phe Pro Phe Leu Gin Trp Thr val 
35 40 45 

Asn lie Glu Gly His Tyr Val Ser val Asp ser ser Asn Gly Leu Arg 
50 55 60 

Gly Gin Lys Ala val Leu lie Ser Pro Asp Leu His Leu Ala Glu Trp 
65 70 75 80 

Ser Cys Leu Arg Leu val Tyr Gin lie Ala Gly Ser Glu Ser Ser Pro 
85 90 95 

Ser Pro Ser Ser Leu Asn Val Phe Val Arg Pro Glu Gly Glu Ser Phe 
100 105 110 

Asp Tyr Leu Leu Trp ser Ala Glu Glu His Ser Asp Ser Trp Leu lie 
115 120 125 

Ser Ser lie Asp Leu Lys Asn Thr Thr Lys Arg Phe Lys lie lie Leu 
130 135 140 

Glu Gly val Leu Gly Glu Asn Thr Met Ser Ser lie Ala lie Phe Glu 
145 150 15 5 160 

Val Lys Met Thr Thr Gly Tyr Cys lie Glu Cys Asp Phe Glu Glu Asn 
165 170 175 

His Leu Cys Gly Tyr Met Asn Ser Trp Asn Pro Asn val Asn Trp Phe 
180 185 190 

val Gly Gly Gly Asn val Lys Asn Ser His ser lie Leu Pro Arg Asp 
195 200 205 

His Thr Leu Asn Asn Glu Leu Gly His Tyr Met Tyr val Asp Ser val 
210 215 220 

Tyr val Lys His Phe Gin Glu val Ala Gin Leu val Ser Pro Leu lie 



1205 



1210 



1215 




230 



235 



240 
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lie Thr Pro lie Ser Gly Cys Leu Ser Phe Tyr Tyr Gin Leu Gin Arg 
245 250 255 

Glu Thr Ser Asn lie Phe Leu val His Thr Arg Asp Leu His Gly Ser 
260 265 270 

Tyr Asp Glu lie Trp Lys Met Gly Ala Val Arg Gin Gly Glu Trp Asn 
275 280 285 

Leu Ala Glu val Asp Leu Asn Ala His Val Pro Leu Glu val lie Phe 
290 295 300 

Glu val Ala Phe Asn Gly lie Gin Ala Gly Tyr Val Ala Leu Asp Asp 
305 310 315 320 

lie Leu Phe Ser Pro Val Ser Cys Ser Gly Gin Glu Gly Met Phe Phe 

325 330 335 

Asp Ala Arg Glu Ala Gly Cys Asp Phe Glu Glu Gly Met Cys Gin Phe 
340 345 350 

His Gin Asp Asp Asn Asn Gly Ser Gly Trp Ser Arg val Lys val Lys 
355 360 365 

Pro Asn Ala Tyr Gin Met Gly Asp His Thr Thr Gly Leu Gly Tyr Phe 
370 ' 375 380 

Met lie Ala Asn Thr Arg Phe Thr Gly Gin Pro Ala Tyr Phe Gly Arg 
385 390 395 400 

Leu Tyr Gly Pro Ser Leu Pro Gly Asn lie Gin Tyr Cys lie Arg Phe 
405 410 ' 415 

Phe Tyr ser Leu Tyr Gly Phe Tyr Lys Thr lie Asp Ser Leu Ala val 
420 425 430 

Tyr lie Phe Glu Glu Asn His val val Gin Glu Lys lie Trp Ser Ala 

435 440 445 

His Glu Thr Pro Lys Gly Val Trp Leu Gin Ala Glu lie Ser lie His 
450 455 460 

Lys Pro Met Pro Phe Lys Val Val Phe val Ser Trp Cys Lys Ser Leu 
465 470 475 480 

Trp Asp Cys Gly lie Ala Ala Leu Asp Asp lie Ser val Ser lie Gly 
485 490 495 

Ser Cys Lys lie Ser Asp Arg lie Pro Pro Leu Pro Gly Lys Cys Thr 
500 505 510 

Phe Glu Lys Asn Asp Cys Gly Phe Gly Ala Gly Met Ala Lys Glu Gly 
515 520 525 

Tyr Leu Ala Gin Asn Thr Arg Glu Asp Pro Thr Phe Tyr Thr Gly Pro 
530 535 540 

Asn Gly Asp His Thr Ser Gly Val Gly Tyr Tyr Met Tyr lie Glu Ala 
545 550 555 560 

Thr Asn Met val Phe Gly Gin Lys Ala Lys Leu lie Ser Arg Pro Leu 
565 570 575 
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Arg Ala Val Ala Gly Lys Gin Cys Leu Thr Phe Tyr Tyr His Met Tyr 
580 585 590 

Gly Ala Gly Thr Gly Leu Leu Asn val Tyr Leu Thr Lys Glu Gly Asp 
595 600 605 

lie Asn Lys Asp Thr Leu Leu Trp Thr Arg Lys Gly Glu Gin Ser lie 
610 615 620 

Thr Trp Leu Lys Ala Gin Met Glu Tyr Glu Ser Glu Gin Gin His Lys 
625 630 635 640 

lie val Phe Glu Ala Val Arg Gly lie Ser lie Arg Ser Asp lie Ala 
645 " 650 655 

lie Asp Asp lie Leu Phe Gin Asn Gly Pro Cys Asn Asp Ser Ser Asp 
660 665 670 

Pro Leu Gin Ser ser Gly Tyr Ser Asp Asn Phe Asn Asn lie Glu Phe 
675 680 685 



<210> 74 

<211> 5376 

<212> PRT 

<213> Mus musculus 

<400> 74 

Met Ala Leu Pro val Trp Thr Leu Met Leu Leu val Gly Ala Ala Trp 
15 10 15 

Gly Gin Glu Gin val Pro Ala Trp Arg Pro Asn Ser Pro Asp Leu Gly 
20 25 30 

Pro Met Val His Thr Ser Arg Glu Asp Ser lie Leu Ser Lys Cys Asp 
35 40 45 

Phe Glu Asp Asn Ser Arg Pro Phe Cys Asp Trp Ser Gin Met Ser Ala 
50 55 60 

Asp Asp Gly Asp Trp lie Arg Thr Thr Gly Pro Ser Leu Thr Gly Thr 
65 70 75 80 

Ser Gly Pro Pro Gly Gly Tyr Pro Asn Gly Glu Gly Tyr Tyr Leu His 
85 90 95 

Met Asp Pro Lys Thr Phe Pro Gin Gly Gly Val Ala Arg Leu Arg ser 
100 105 110 

Pro Asp lie Trp Glu Gin Gly Pro Leu Cys Val His Phe Ala Phe His 
115 120 125 

Met Phe Gly Leu Ser Trp Gly Ala Gin Leu Arg Leu Leu Leu Leu Arg 
130 135 140 

Gly Arg Lys His Leu Arg Pro Tyr val Leu Trp Lys His val Asn Thr 
145 150 155 160 

Gin Ser Pro Ser Trp Met Pro Thr Thr Val Thr Val Pro Ala Asp His 
165 170 175 
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Asp lie Pro Ser Trp Leu Met Phe Glu Gly Met Arg Gly Asn Thr Ala 
180 185 190 

Tyr Leu Asp lie Ser Leu Asp Gly Leu Ser lie Gin Arg Gly Thr Cys 
195 200 205 

Asn Gin val Cys Met ser Gin Met Cys Thr Phe Asp Thr Leu Asn Asp 
210 215 220 

Leu Cys Gly Trp Ser Trp Val Pro Thr Ala Thr Gly Ala Lys Trp Thr 
225 230 235 240 

Gin Lys Lys Gly Pro Thr Gly Lys Gin Gly Val Gly Pro Ala Glu Asp 
245 250 255 

Phe Ser Asn Pro Gly Asn Gly Tyr Tyr Met Leu Leu Asp Ser Thr Asn 

260 265 270 . 

Ala Arg Pro Gly Gin Lys Ala val Leu Leu Ser Pro Leu Ser His Ser 
275 280 285 

Arg Gly Cys Met Thr Leu Ser Phe His Tyr lie Met His Gly Gin Gly 
290 295 ' 300 

His Glu Glu Gly Leu Phe val Tyr Ala Thr Phe Leu Gly Asn lie Arg 
305 310 315 320 

Lys Tyr Thr Leu Phe Ser Gly His Pro Gly Pro Asp Trp Gin Ala val 
325 330 335 

Ser val Asn Tyr Thr Gly Gin Gly Gin lie Gin Phe Met val val Gly 
340 345 350 

Met Phe Gly Asn lie Pro Glu Pro Ala lie Ala Val Asp Ala lie Ser 
355 360 365 

lie Ala Pro Cys Gly Glu Ser Phe Pro Gin Cys Asp Phe Glu Asp Arg 
370 375 380 

Val His Pro Phe Cys Asp Trp Asn Gin val Tyr Gly Asp Met Gly His 
385 390 395 400 

Trp Ser Trp Gly Ser Lys Ser val Pro Thr Leu lie Ala Gly Ser Pro 
405 410 415 

Arg Glu Phe Pro Tyr Gly Gly Glu His Tyr lie Phe Phe Asp Ser val 
420 425 430 

Lys Leu ser Gin Glu Gly Gin Ser Ala Arg Leu Val Ser Pro Pro Phe 
435 440 445 

Cys Ala Pro Gly Gly lie Cys val Glu Phe Ala Tyr His Met Tyr Gly 
450 455 460 

Leu Gly Lys Gly Thr Thr Leu Lys Leu Leu Leu Gly Ser Pro Ala Gly 
465 470 475 480 

Ser Ser Pro lie Pro Leu Trp Asn Arg Val Gly Ser Gin Ser Ser Gly 
485 490 495 

Trp Met Asn Ser Ser Val Thr lie Pro Lys Gly Tyr Gin Gin Pro Met 
500 505 510 
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Gin Leu Phe He Glu Ala Thr Arg Gly Thr ser Thr Ala Phe val val 
515 520 525 

Ala Leu Asn Phe lie Leu lie Ser His Gly Pro Cys Arg Val Leu Leu 
530 535 540 

Gin Thr Glu lie Pro Ser Ser Pro Leu Leu Pro Pro Thr Gly Pro Ser 
545 550 555 560 

Glu Ser Thr Val Pro Thr Leu Pro Met Glu Gin Pro Thr Ser Pro Thr 
565 570 575 

Lys Ala Thr Thr val Thr lie Glu He Pro Thr Thr Pro Thr Glu Glu 
580 585 590 

Ala Thr lie Pro Thr Glu Thr Thr Thr val Pro Thr Glu val lie Asn 
595 600 605 

Val ser Pro Lys Glu Thr Ser lie Pro Pro Glu Val Thr lie Pro Thr 
610 615 620 

Glu val lie Thr Val Ser Pro Glu Glu lie lie Ser Pro Thr Glu Val 
625 630 635 640 

Thr Pro Val Pro Thr Asp val Thr Ala Ala Tyr val Glu Ala Thr Asn 
645 650 655 

Ala Ser Pro Glu Glu Thr ser val Pro Pro Glu val Thr lie Leu Thr 
660 665 670 

Glu val Thr Thr val Ser Pro Glu Glu Thr Thr val Pro Thr Glu val 
675 680 685 

pro lie val Leu lie Glu Ala Thr Ala Phe Pro Thr Gly Glu Thr Thr 
690 695 700 

Leu Tyr Thr Glu val Pro Thr val Pro Thr Glu val Thr Gly Val His 
705 710 715 720 

Thr Glu Val Thr Asn val ser Pro Glu Glu Thr Ser val Pro Thr Glu 
725 730 735 

Glu Thr lie Ser Thr Glu val Thr Thr Val Ser Pro Glu Glu Thr Thr 
740 745 750 

val Pro Thr Glu val Pro lie val Leu He Glu Ala Thr Ala Ser Pro 
755 760 765 

Thr Gly Glu lie Thr Leu Tyr Thr Glu Val Pro Thr Val Pro Thr Glu 
770 775 780 

val Thr Gly val His Thr Glu val Thr Asn val Ser Pro Glu Glu Thr 
785 790 795 800 

Ser val Pro Thr Glu Glu Thr lie ser Thr Glu val Thr Thr val ser 
805 810 815 

Pro Glu Glu Thr Thr Leu Pro Thr Glu val Pro Thr val ser Thr Glu 
820 825 830 

val Thr Asn val ser Pro Glu Glu Thr ser val Pro Pro Glu Glu Thr 
835 840 845 
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lie Leu Thr Thr Leu Tyr Thr Glu val Pro Thr val Pro Thr Glu val 
850 855 860 

Thr Gly Val His Thr Glu Val Thr Asn Val Ser Pro Glu Glu Thr Ser 
865 870 875 880 

val Pro Thr Glu Glu Thr lie Ser Thr Glu val Thr Thr val Ser Pro 
885 890 895 

Glu Glu Thr Thr Leu Pro Thr Glu val Pro Thr val Ser Thr Glu val 
900 905 910 

Thr Asn val Ser Pro Glu Glu Thr Ser Val Pro Pro Glu Glu Thr lie 
915 920 925 

Leu Thr Glu He Thr Thr val Ser Pro Glu Glu Thr val Phe Pro He 

930 935 940 

Glu Gly Thr Thr Leu Pro Thr Glu val Leu Thr val Pro lie Glu Val 
945 950 955 960 

Thr Thr Phe Pro Thr Gly Glu Thr Thr Val Pro Thr Glu val Pro Thr 
965 970 975 

val ser Thr Glu Met Thr Gly Val His Thr Glu val Thr Thr val Phe 
980 985 990 

Pro Glu Glu Thr ser lie Pro Thr Glu val Ala Thr val Leu Pro Ala 
995 1000 1005 

Ser lie Pro Pro Glu Glu Thr Thr Thr Pro Thr Glu val Thr Thr Thr 
1010 1015 1020 

Pro Pro Glu Glu Thr Thr He Pro Ala Glu Val Thr Thr Val Pro Pro 
1025 1030 1035 1040 

Ala Ser lie Pro Pro Glu Glu Thr Ala Ser Leu Thr Glu val Thr Thr 
1045 1050 1055 

Thr Pro Pro Glu Glu Thr Thr Thr Pro Thr Glu val Thr Thr Val Pro 
1060 1065 1070 

Pro Glu Lys Thr Thr lie Pro Thr Glu Val Thr Thr val Pro Pro Ala 
1075 1080 1085 

Ser lie Phe Pro Glu Glu Thr Thr val Pro Pro Glu Glu Thr Thr lie 
1090 1095 1100 

Ala Ser Glu Glu Thr Thr val ser Thr Gin Glu Thr Thr Leu Leu Thr 
1105 1110 1115 1120 

Glu Gin Ser Ala val Thr Gin Thr Ser lie Ala Cys Arq pro Pro Cys 
1125 1130 1135 

Pro ser Pro Pro Leu Met Pro lie Gly Pro Leu Leu ser Lys Pro Pro 
1140 1145 1150 

Gly val ser Met Phe Ser Leu Ala Pro Thr Thr Gly val ser Thr Thr 
1155 1160 1165 

Glu Ser Cys Pro Pro Asn Ala His lie Glu Leu Cys Ala Cys Pro Ala 
1170 1175 1180 
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Ser Cys Glu Ser Pro Lys Pro ser Cys Gin Pro Pro cys lie Pro Gly 
1185 1190 1195 1200 

Cys val Cys Asn Pro Gly Phe Leu Phe Ser Asn Asn Gin cys lie Asn 
1205 1210 1215 

Glu Ser Ser Cys Asn Cys Pro Tyr Asn Asn Lys His Tyr Lys Pro Gly 
1220 1225 1230 

Glu Glu Trp Phe Thr Pro Asn Cys Thr Glu Arg Cys Arg Cys Leu Pro 
1235 1240 1245 

Gly Ser Leu Met Glu Cys Gin lie Ser Gin Cys Gly Thr His Thr Val 
1250 1255 1260 

Cys Gin Leu Lys Ser Asp Gin Tyr Gin Cys Glu Pro Tyr Gly Lys Ala 
1265 1270 1275 1280 

Thr Cys Leu val Tyr Gly Asp Leu His Phe Val Thr Phe Asp Glu Arg 
1285 1290 1295 

His He Gly Phe Thr Gly Thr Cys Thr Tyr lie Leu Thr Gin Thr Cys 
1300 1305 1310 

Ser Asn ser Thr Asp His Phe Phe Arg lie Thr Ala Asn Thr Glu Glu 
1315 1320 1325 

Arg Gly val Glu Gly val Ser Cys Leu Asp Lys val Val lie Ser Leu 
1330 1335 1340 

Pro Glu Thr Thr val Thr Met lie Ser Gly Arg His Thr Leu lie Gly 
1345 1350 1355 1360 

Asp Gin Glu Val Thr Leu Pro Ala lie Leu Ser Asp Asp Thr Tyr val 
1365 1370 1375 

Gly Leu Ser Gly Arg Phe Val Glu Leu Arg Thr Thr Phe Gly Leu Arg 
1380 1385 1390 

val Arg Trp Asp Gly Asp Gin Gin Leu Phe val Thr Val Ser Ser Thr 
1395 1400 1405 

Phe Ser Gly Lys Leu Cys Gly Phe Cys Gly Asn Tyr Asp Gly Asp Ser 
1410 1415 1420 

Ser Asn Asp Asn Leu Lys Ser Asp Gly Met Met Thr His Asp Glu Glu 
1425 1430 143 5 1440 

Glu Leu Arg Leu Ser Trp Gin val Glu Glu Asp Glu Asp Lys Asp Trp 
1445 1450 1455 

Val Ser Ser Arg Cys Gin Lys Lys Lys Asn Pro Pro Ser Cys Asp Ala 
1460 1465 1470 

Ala Leu Gly Ser Thr Met Ser Gly Pro Lys Leu Cys Gly Gin Leu Val 
1475 1480 1485 

Asn Pro Ser Gly Pro Phe Glu Ala Cys Leu Leu His Leu Lys Ala Ser 
1490 1495 1500 

Ser Phe Leu Asp Asn Cys val Thr Asp Met Cys Ser Phe Gin Gly Leu 
1505 1510 1515 1520 
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Gin Gin Lys Leu Cys Ala Arg Met Ser Ala Met Thr Ala Thr Cys Gin 
1525 1530 1535 

Asp Ala Gly Tyr pro val Lys Pro Trp Arg Glu Pro Gin Phe Cys Pro 
1540 1545 1550 

Leu Val Cys Pro Lys Asn ser Arg Tyr ser Leu Cys Ala Lys Pro Cys 
1555 1560 1565 

Pro Glu Thr Cys His Pro lie Ser Thr Thr Gin His Cys Ser Asp Lys 
1570 1575 1580 

Cys val Glu Gly Cys Glu cys Asp Pro Gly Phe lie Leu ser Gly Ser 
1585 1590 1595 1600 

Glu Cys Val Pro Ser ser Gin Cys Gly Cys Thr Ser Phe Gin Gly Arg 
1605 1610 1615 

Tyr Phe Lys Leu Gin Glu Gin Trp Phe Asn Pro Asp Cys Lys Glu lie 
1620 162 5 1630 

Cys Thr Cys Glu Ser His Asn His lie Leu Cys Lys Pro Trp Lys Cys 
1635 1640 1645 

Lys Ala Gin Glu Ala Cys Ser Tyr Lys Asn Gly Val Leu Gly Cys His 
1650 165 5 1660 

Ala Gin Gly Ala Ala Thr cys Met val ser Gly Asp Pro His Tyr Leu 
1665 1670 1675 1680 

Thr Phe Asp Gly Ala Leu His His Phe Met Gly Thr Cys Thr Tyr val 
1685 1690 1695 

Leu Thr Gin Pro Cys Trp Ser Lys Ser Gin Glu Asn Asn Phe Val Val 
1700 1705 1710 

Ser Ala Thr Asn Glu lie His Asp Gly Asn Leu Glu val Ser Tyr val 
1715 1720 1725 

Lys Ala val His val Gin Val Phe Asp Leu Lys lie Ser Met Phe Lys 
1730 1735 1740 

Gly Gin Lys Val Val Leu Asn Asn Gin Arg Val val Leu Pro Val Trp 
1745 1750 1755 1760 

Pro Ser Gin Gly Arg val Thr lie Arg Leu Ser Gly lie Phe val Leu 
1765 1770 1775 

Leu Tyr Thr Asn Phe Gly Leu Gin Val Arg Tyr Asp Gly Arg His Leu 
1780 1785 1790 

val Glu val Thr val Pro Ser Ser Tyr Thr Gly ser Leu cys Gly Leu 
1795 1800 1805 

cys Gly Asn Tyr Asn Asn Asn Ser Met Asp Asp Asn Leu Arg Ala Asp 
1810 1815 1820 

Met Lys Pro Ala Gly Asn Ser Leu Leu Leu Gly Ala Ala Trp Lys lie 
1825 1830 1835 1840 

Leu Glu Ala Ser Asp Pro Gly Cys Phe Leu Ala Gly Gly Lys Pro Ser 
1845 1850 1855 
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Arg cys Ala Asp ser Asp Met Asp Asp val Trp Thr Lys Lys Cys Ala 
1860 1865 1870 

lie Leu Met Asn Pro Leu Gly Pro Phe Ser Asn Cys His Glu Ala Val 
1875 1880 1885 

Pro Pro Gin Ala Ser Phe Ser Ser Cys Val Tyr Gly Gin Cys Glu Thr 
1890 1895 1900 

Asn Gly Asp Asn Leu Thr Phe Cys His Ser Leu Gin Ala Tyr Ala Ser 
1905 1910 1915 1920 

Leu Cys Ala Gin Ala Gly Gin Val Thr Thr Trp Arg Asn Ser Thr Phe 
1925 1930 1935 

Cys Pro Met Arg Cys Pro Pro Arg Ser Ser Tyr Asn Pro Cys Ala Asn 
1940 1945 1950 

Ser Cys Pro Ala Thr Cys Leu Thr Leu Ser Thr Pro Arg Asp Cys Pro 
1955 1960 1965 

Thr Leu Pro Cys val Glu Gly Cys Glu Cys Gin Ser Gly His lie Leu 
1970 1975 1980 

Ser Gly Thr Thr Cys Val Pro Leu Arg Gin Cys Gly Cys Ser Asp Gin 
1985 1990 1995 2000 

Asp Gly Ser Tyr His Leu Leu Gly Glu Ser Trp Tyr Thr Glu Lys Thr 
2005 2010 2015 

Cys Thr Thr Leu Cys Thr Cys Ser Ala His ser Asn lie Thr Cys Ser 
2020 2025 2030 

Pro Thr Ala Cys Lys Ala Asn His Val Cys Leu Arg Gin Glu Gly Leu 
2035 2040 2045 

Leu Arg Cys Ala Ala Glu Met Gly Glu cys Arg lie Ser Glu Asp Ser 
2050 2055 2060 

Gin He val Ser Phe Asp Asp His Ser His Pro He Gin Asp Thr Cys 
2065 2070 2075 2080 

Thr Tyr lie Leu val Lys Val Cys His Pro Asn Thr Asn Met Pro Phe 
2085 2090 2095 

Phe Met He Ser Ala Lys Thr Asp lie Asn Thr Asn Gly Lys Asn Lys 
2100 2105 2110 

Thr Phe Gly val Tyr Gin Leu Tyr lie Asp lie Phe Asn Phe His lie 
2115 2120 2125 

Thr Leu Gin Lys Asp His Leu Val Leu lie Ser Leu lie Asn Asp Ser 
2130 2135 2140 

lie val Thr Leu Pro Thr Thr Thr His lie Pro Gly Val Ser val Met 
2145 2150 2155 2160 

Thr Glu Asp Val Tyr Thr He Val Thr lie Lys Asp Glu lie Gin Val 
2165 2170 2175 

Lys Phe Glu Ser Asn Asn Phe Leu Asp Val Lys lie Pro Ala Ser Ser 
2180 2185 2190 
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Asn Gly Lys val Cys Gly val Cys Gly Asn Phe Asn Gly Glu Glu Glu 
2195 2200 2205 

Asp Glu Leu Met Thr Pro Ser Gly Glu Leu Ala Glu Asp Glu Gin Glu 
2210 2215 2220 

Phe Met Asn Ser Trp Lys Asp Lys Ser Met Asp Pro Asn Cys Gin Lys 
2225 2230 2235 2240 

lie Glu Gly Gin Asn Leu Gin Val Glu Gin Gin Glu lie Met Asn Gly 
2245 2250 2255 

Lys Cys Arg Pro lie Asp Phe Glu Lys Ala Gin Ala Asn Cys Gin Thr 
2260 2265 2270 

Ala Leu Gin Gly Pro Ala Trp Ala His Cys Ser Ser Arg Val Pro lie 
2275 2280 2285 

Lys Pro Phe Leu Leu Lys Cys Met Asn Ser Phe Cys Glu Phe Arg Glu 
2290 2295 2300 

Leu Phe Arg Ala Leu Cys Asp Ser Leu Gin Ser Phe Glu Asp Ala Cys 
2305 ' 2310 2315 2320 

Gin Asn Gin Gly Leu Lys Pro Pro lie Trp Arg Asn Ser Ser Phe Cys 
2325 2330 2335 

Pro Leu Glu Cys Pro Ala His Ser His Tyr Thr Asn Cys Leu Pro Ser 
2340 2345 2350 

Cys Pro Pro Ser cys Leu Asp Pro Asp Ser Arg Cys Glu Gly Ser Gly 
2355 2360 2365 

His Lys Val Pro Ala Thr Cys Arg Glu Gly Cys lie Cys Gin Pro Asp 
2370 2375 2380 

Tyr val Leu Leu Asn Asp Lys Cys Val Leu Arg Ser His Cys Gly Cys 
2385 2390 2395 2400 

Lys Asp Ala Gin Gly val Phe lie Pro Ala Gly Lys Thr Trp lie Ser 
2405 2410 2415 

Glu Asp Cys Thr Gin Ser Cys Thr Cys Met Lys Gly Ser Met Arg Cys 
2420 2425 2430 

Trp Asp Phe Gin Cys Pro Pro Gly Thr Tyr Cys Lys Asn Ser Asn Asp 
2435 2440 2445 

Gly Ser ser Asn Cys val Lys lie Ser Leu Gin Cys Pro Ala His Ser 
2450 2455 2460 

Lys Phe Thr Asp Cys Leu Pro Pro Cys His Pro Ser Cys Ser Asp Pro 
2465 2470 2475 2480 

Asp Gly His Cys Glu Gly lie Ser Thr Asn Ala His ser Asn cys Lys 
2485 2490 2495 

Glu Gly Cys val Cys Gin Pro Gly Tyr Val Leu Arg Asn Asp Lys Cys 
2500 2505 2510 

val Leu Arg lie Glu Cys Gly Cys Gin His Thr Gin Gly Gly Phe lie 
2515 2520 2525 
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Pro Ala Gly Lys Asn Trp Thr ser Arg Gly Cys ser Gin Ser Cys Asp 
2530 2535 2540 

Cys Met Glu Gly val He Arg Cys Gin Asn Phe Gin Cys Pro Ser Gly 
2545 2550 2555 2560 

Thr Tyr Cys Gin Asp lie Glu Asp Gly Thr Ser Asn Cys Ala Asn lie 
2565 2570 2575 

Thr Leu Gin Cys Pro Ala His Ser ser Phe Thr Asn Cys Leu Pro Pro 
2580 2585 2590 

Cys Gin Pro Ser Cys Ser Asp Pro Glu Gly His Cys Gly Gly Ser Thr 
2595 2600 2605 

Thr Lys Ala Pro ser Ala Cys Gin Glu Gly Cys val Cys Glu Pro Asp 
2610 2615 2620 

Tyr val val Leu Asn Asn Lys Cys val Pro Arg lie Glu Cys Gly cys 
2625 2630 2635 2640 

Lys Asp Ala Gin Gly Val Leu lie Pro Ala Asp Lys lie Trp lie Asn 
y 2645 2650 2655 

Lys Gly Cys Thr Gin Thr Cys Ala Cys val Thr Gly Thr He His Cys 
2660 2665 2670 

Arg Asp Phe Gin Cys Pro Ser Gly Thr Tyr Cys Lys Asp He Lys Asp 
2675 2680 2685 

Asp Ala Ser Asn cys Thr Glu lie lie Leu Gin Cys Pro Asp His Ser 
2690 2695 2700 

Leu Tyr Thr His Cys Leu Pro Ser Cys Leu Leu Ser Cys Ser Asp Pro 
2705 2710 2715 2720 

Asp Gly Leu Cys Arg Gly Thr Ser Pro Glu Ala Pro Ser Thr Cys Lys 
2725 2730 2735 

Glu Gly Cys val Cys Asp Pro Asp Tyr val Leu Ser Asn Asp Lys Cys 
2740 2745 2750 

Val Leu Arg He Glu Cys Gly Cys Lys Asp Ala Gin Gly val Leu lie 
2755 2760 2765 

Pro Ala Gly Lys Thr Trp lie Asn Arg Gly Cys Thr Gin ser cys Ser 
2770 2775 2780 

Cys Met Gly Gly Ala lie Gin Cys Gin Asn Phe Lys Cys Pro Ser Glu 
2785 2790 2795 2800 

Ala Tyr cys Gin Asp Met Glu Asp Gly Asn Ser Asn Cys Thr Ser lie 
2805 2810 2815 

Pro Leu Gin Cys Pro Ala His Ser His Tyr Thr Asn Cys Leu Pro Thr 
2820 2825 2830 

Cys Gin Pro Ser Cys Ser Asp Pro Asp Gly His Cys Glu Gly Ser Ser 
2835 ' 2840 2845 

Thr Lys Ala Pro Ser Ala Cys Lys Glu Gly Cys val Cys Glu Pro Asp 
2850 2855 2860 
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Tyr Val Met Leu Asn Asn Lys Cys val Pro Arg He Glu Cys Gly Cys 
2865 2870 2875 2880 

Lys Asp Thr Gin Gly val Leu lie Pro Ala Asp Lys Thr Trp He Asn 
2885 2890 2895 

Arg Gly Cys Thr Gin ser Cys Thr cys Arg Gly Gly Ala He Gin cys 
2900 2905 2910 

Gin Lys Tyr His Cys Ser Ser Gly Thr Tyr cys Lys Asp Met Glu Asp 
2915 2920 2925 

Asp Ser Ser Ser Cys Ala Thr lie Thr Leu Gin Cys Pro Ala His Ser 
2930 2935 2940 

His Phe Thr Asn Cys Leu Pro Pro Cys Gin Pro Ser Cys Leu Asp Ser 
2945 2950 2955 2960 

Glu Gly His Cys Glu Gly Ser Thr Thr Lys Ala Pro Ser Ala Cys Gin 
2965 2970 2975 

Glu Gly Cys val Cys Glu Pro Asp Tyr val Val Leu Asn Asn Lys cys 
2980 2985 2990 

val Pro Arg lie Glu Cys Gly Cys Lys Asp Ala Gin Gly val Leu lie 
2995 3000 3005 

pro Ala Asp Lys Thr Trp lie Asn Arg Gly Cys Thr Gin Ser Cys Thr 
3010 3015 3020 

Cys Lys Gly Gly Ala He Gin cys Gin Lys Phe Gin Cys Pro ser Glu 
3025 3030 3035 3040 

Thr Tyr Cys Lys Asp lie Glu Asp Gly Asn Ser Asn Cys Thr Arg lie 
3045 3050 3055 

Ser Leu Gin Cys Pro Ala Asn Ser Asn Phe Thr Ser Cys Leu Pro Ser 
3060 3065 3070 

Cys Gin Pro ser Cys Ser Asn Thr Asp val His Cys Glu Gly Ser Ser 
3075 3080 3085 

Pro Asn Thr Leu Ser Ser Cys Arg Glu Gly Cys val Cys Gin Ser Gly 
3090 3095 3100 

Tyr val Leu His Asn Asp Lys Cys lie Leu Arg Asn Gin Cys Gly Cys 
3105 3110 3115 3120 

Lys Asp Ala Gin Gly Ala Leu lie Pro Glu Gly Lys Thr Trp He Thr 
3125 3130 3135 

Ser Gly Cys Thr Gin Ser Cys Asn Cys Thr Gly Gly Ala He Gin Cys 
3140 3145 3150 

Gin Asn Phe Gin Cys Pro Leu Lys Thr Tyr Cys Lys Asp Leu Lys Asp 
3155 ' 3160 3165 

Gly Ser Ser Asn Cys Thr Asn lie Pro Leu Gin Cys Pro Ala His Ser 
3170 3175 3180 

Arg Tyr Thr Asn Cys Leu Pro Ser cys Pro Pro Leu Cys Leu Asp Pro 
3185 3190 3195 3200 

page 167 



CURA2221.APP 

Glu Gly Leu Cys Glu Gly Thr Ser Pro Lys val Pro Ser Thr Cys Arg 
3205 3210 3215 

Glu Gly cys lie Cys Gin Pro Gly Tyr Leu Met His Lys Asn Lys Cys 
3220 3225 3230 

val Leu Arg lie Phe Cys Gly Cys Lys Asn Thr Gin Gly Ala Phe lie 
3235 3240 3245 

Ser Ala Asp Lys Thr Trp lie ser Arg Gly Cys Thr Gin Ser cys Thr 
3250 3255 3260 

Cys Pro Ala Gly Ala lie His cys Arg Asn Phe Lys Cys Pro Ser Gly 
3265 3270 3275 3280 

Thr Tyr Cys Lys Asn Gly Asp Asn Gly Ser Ser Asn Cys Thr Glu lie 
3285 3290 3295 

Thr Leu Gin Cys Pro Thr Asn Ser Gin Phe Thr Asp Cys Leu Pro Ser 
3300 3305 3310 

Cys val Pro Ser Cys Ser Asn Arg Cys Glu val Thr ser Pro ser Val 
3315 3320 3325 

Pro Ser ser Cys Arg Glu Gly Cys Leu Cys Asn His Gly Phe Val Phe 
3330 3335 3340 

Ser Glu Asp Lys Cys Val Pro Arg Thr Gin Cys Gly Cys Lys Asp Ala 
3345 3350 3355 3360 

Arg Gly Ala lie lie Pro Ala Gly Lys Thr Trp Thr Ser Lys Gly Cys 
3365 3370 3375 

Thr Gin Ser Cys Ala Cys val Glu Gly Asn lie Gin Cys Gin Asn Phe 
3380 J 3385 3390 

Gin cys Pro Pro Glu Thr Tyr Cys Lys Asp Asn Ser Glu Gly Ser Ser 
3395 3400 3405 

Thr Cys Thr Lys lie Thr Leu Gin Cys Pro Ala His Thr Gin Tyr Thr 
3410 3415 3420 

Ser Cys Leu Pro ser Cys Leu Pro Ser Cys Leu Asp Pro Glu Gly Leu 
3425 3430 3435 3440 

Cys Lys Asp lie Ser Pro Lys val Pro Ser Thr Cys Lys Glu Gly Cys 
3445 3450 3455 

val Cys Gin Ser Gly Tyr val Leu Asn Ser Asp Lys Cys val Leu Arg 
3460 3465 3470 

Ala Glu cys Asp Cys Lys Asp Ala Gin Gly Ala Leu lie Pro Ala Gly 
3475 3480 3485 

Lys Thr Trp Thr Ser Pro Gly Cys Thr Gin Ser Cys Ala Cys Met Gly 
3490 3495 3500 

Gly Ala val Gin Cys Gin Ser Ser Gin cys Pro Pro Gly Thr Tyr Cys 
3505 3510 3515 3520 

Lys Asp Asn Glu Asp Gly Asn Ser Asn Cys Ala Lys lie Thr Leu Gin 
3525 3530 3535 
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Cys Pro Ala His Ser Leu Phe Thr Asn Cys Leu Pro Pro cys Leu Pro 
3540 3545 3550 

Ser cys Leu Asp Pro Asp Gly Leu Cys Lys Gly Ala Ser Pro Lys val 
3555 3560 3565 

Pro Ser Thr Cys Lys Glu Gly Cys lie Cys Gin ser Gly Tyr val Leu 
3570 3575 3580 

Ser Asn Asn Lys Cys Leu Leu Arg Asn Arg Cys Gly Cys Lys Asp Ala 
3585 3590 3595 3600 

His Gly Ala Leu lie Pro Glu Asp Lys Thr Trp Val Ser Arg Gly Cys 
3605 3610 3615 

Thr Gin ser cys val Cys Thr Gly Gly Ser lie Gin Cys Leu Ser Ser 
3620 3625 3630 

Gin Cys Pro Pro Gly Ala Tyr Cys Lys Asp Asn Glu Asp Gly Ser Ser 
3635 3640 3645 

Asn Cys Ala Arg lie Pro Pro Gin Cys Pro Ala Asn Ser His Tyr Thr 
3650 " 3655 3660 

Asp Cys Phe Pro Pro Cys Pro Pro Ser Cys Ser Asp Pro Glu Gly His 
3665 3670 3675 3680 

Cys Glu Ala Ser Gly Pro Arg val Leu Ser Thr Cys Arg Glu Gly Cys 
3685 3690 3695 

Leu cys Asn Pro Gly Phe val Leu Asp Arg Asp Lys Cys val Pro Arg 
3700 3705 3710 

val Glu Cys Gly Cys Lys Asp Ala Gin Gly Ala Leu lie Pro Ser Gly 
3715 3720 3725 

Lys rhr Trp Thr Ser Pro Gly Cys Thr Gin Ser Cys Ala Cys Met Gly 
3730 3735 3740 

Gly val val Gin Cys Gin ser Ser Gin Cys Pro Pro Gly Thr Tyr Cys 
3745 3750 3755 3760 

Lys Asp Asn Glu Asp Gly Asn Ser Asn Cys Ala Lys lie Thr Leu Gin 
3765 3770 3775 

Cys Pro Thr His Ser Asn Tyr Thr Asp Cys Leu Pro Phe Cys Leu Pro 
3780 3785 3790 

Ser Cys Leu Asp Pro Ser Ala Leu Cys Gly Gly Thr Ser Pro Lys Gly 
3795 3800 3805 

Pro Ser Thr Cys Lys Glu Gly Cys val Cys Gin Pro Gly Tyr val Leu 
3810 3815 3820 

Asp Lys Asp Lys Cys lie Leu Lys lie Glu Cys Gly cys Arg Asp Thr 
3825 3830 3835 3840 

Gin Gly Ala Val lie Pro Ala Gly Lys Thr Trp Leu Ser Thr Gly Cys 
3845 3850 3855 

He Gin ser cys Ala Cys Val Glu Gly Thr lie Gin cys Gin Asn Phe 
3860 3865 3870 
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Gin Cys Pro Pro Gly Thr Tyr cys Asn His Asn Asn Asn Cys Ala Lys 
3875 3880 3885 

lie Pro Leu Gin cys Pro Ala His Ser His Phe Thr Ser Cys Leu Pro 
3890 3895 3900 

Ser cys Pro Pro Ser Cys Ala Asn Leu Asp Gly Ser Cys Glu Gin Thr 
3905 3910 3915 3920 

Ser Pro Lys Val Pro Ser Thr Cys Lys Glu Gly Cys Leu Cys Gin Pro 
3925 3930 3935 

Gly Tyr Phe Leu Asn Asn Gly Lys Cys Val Leu Gin Thr His Cys Asp 
3940 3945 3950 

Cys Lys Asp Ala Glu Gly Gly Leu Val Pro Ala Gly Lys Thr Trp Thr 
3955 3960 3965 

Ser Lys Asp Cys Thr Gin Ser Cys Ala Cys Thr Gly Gly Ala val Gin 
3970 3975 3980 

Cys Gin Asn Phe Gin Cys Pro Leu Gly Thr Tyr Cys Lys Asp Ser Gly 
3985 3990 3995 4000 

Asp Gly Ser Ser Asn Cys Thr Lys lie His Lys Gly Ala Met Gly Asp 
4005 4010 4015 

Gly Val Leu Met Ala Gly Gly lie Arg Ala Leu Gin Cys Pro Ala His 
4020 4025 4030 

ser His Phe Thr ser Cys Leu Pro Ser Cys Pro Pro ser Cys Ser Asn 
4035 4040 4045 

Leu Asp Gly Ser Cys Val Glu ser Asn Phe Lys Ala Pro ser val Cys 
4050 4055 4060 

Lys Lys Gly Cys lie Cys Gin Pro Gly Tyr Leu Leu Asn Asn Asp Lys 
4065 4070 4075 4080 

Cys val Leu Arg lie Gin Cys Gly Cys Lys Asp Thr Gin Gly Gly Leu 
4085 4090 4095 

lie Pro Ala Gly Arg Thr Trp lie Ser Ser Asp Cys Thr Lys Ser Cys 
4100 4105 4110 

ser cys Met Gly Gly lie lie Gin Cys Arg Asp Phe Gin cys Pro Pro 
4115 4120 4125 

Gly Thr Tyr Cys Lys Glu Ser Asn Asp Ser Ser Arg Thr Cys Ala Lys 
4130 4135 4140 

lie Pro Leu Gin Cys Pro Ala His Ser His Tyr Thr Asn Cys Leu Pro 
4145 4150 4155 4160 

Ala Cys Ser Arg Ser Cys Thr Asp Leu Asp Gly His Cys Glu Gly Thr 
4165 4170 4175 

Ser Pro Lys val Pro Ser Pro Cys Lys Glu Gly Cys Leu Cys Gin Pro 
4180 4185 4190 

Gly Tyr val val His Asn His Lys Cys val Leu Gin He His Cys Gly 
4195 4200 4205 
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Cys Lys Asp Ala Gin Gly Gly Phe val Pro Ala Gly Lys Thr Trp lie 
4210 4215 4220 

Ser Arg Gly Cys Thr Gin Ser cys Ala Cys Val Gly Gly Ala val Gin 
4225 4230 4235 4240 

Cys His Asn Phe Thr Cys Pro Thr Gly Thr Gin Cys Gin Asn Ser Ser 
4245 4250 4255 

Cys ser Lys lie Thr val Gin Cys Pro Ala His Ser Gin Tyr Thr Thr 
4260 4265 4270 

cys Leu Pro ser cys Leu Pro Ser cys Phe Asp Pro Glu Gly Leu Cys 
4275 4280 4285 

Gly Gly Ala Ser pro Arg Ala Pro Ser Thr Cys Arg Glu Gly Cys Val 
4290 4295 4300 

Cys Glu Ala Asp Tyr Val Leu Arg Glu Asp Lys Cys val Leu Arg Thr 
4305 4310 4315 4320 

Gin Cys Gly Cys Lys Asp Ala Gin Gly Asp Leu lie Pro Ala Asn Lys 
4325 4330 4335 

Thr Trp Leu Thr Arg Gly Cys Ala Gin Lys Cys Thr Cys Lys Gly Gly 
4340 4345 4350 

Asn lie His Cys Trp Asn Phe Lys Cys Pro Leu Gly Thr Glu Cys Lys 
4355 4360 4365 

Asp Ser Val Asp Gly Gly Ser Asn Cys Thr Lys lie Ala Leu Gin Cys 
4370 4375 4380 

Pro Ala His Ser His His Thr Tyr Cys Leu Pro Ser Cys lie Pro Ser 
4385 4390 4395 4400 

Cys Ser Asn val Asn Asp Arg cys Glu Ser Thr Ser Leu Gin Arg Pro 
4405 4410 4415 

ser Thr Cys lie Glu Gly Cys Leu Cys His Ser Gly Phe val Phe Ser 
4420 4425 4430 

Lys Asp Lys Cys val Pro Arg Thr Gin Cys Gly Cys Lys Asp Ser Gin 
4435 4440 4445 

Gly Thr Leu lie Pro Ala Gly Lys Asn Trp lie Thr Thr Gly Cys Ser 
4450 4455 4460 

Gin Arg Cys Thr cys Thr Gly Gly Leu val Gin Cys His Asp Phe Gin 
4465 4470 4475 4480 

Cys Pro Ser Gly Ala Glu Cys Gin Asp lie Glu Asp Gly Asn Ser Asn 
4485 4490 4495 

Cys Val Glu lie Thr val Gin Cys Pro Ala His Ser His Tyr Ser Lys 
4500 4505 4510 

Cys Leu Pro Pro Cys Gin Pro Ser Cys Ser Asp Pro Asp Gly His Cys 
4515 4520 4525 

Glu Gly Thr Ser Pro Glu Ala Pro Ser Thr Cys Glu Glu Gly Cys Val 
4530 4535 4540 
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Cys Glu Pro Asp Tyr val Leu ser Asn Asp Lys Cys val Pro Ser Ser 
4545 4550 4555 4560 

Glu Cys Gly Cys Lys Asp Ala His Gly val Leu lie Pro Glu Ser Lys 
4565 4570 4575 

Thr Trp val Ser Arg Gly Cys Thr Lys Asn Cys Thr Cys Lys Gly Gly 
4580 4585 4590 

Thr Val Gin Cys His Asp Phe Ser Cys Pro Thr Gly Ser Arg Cys Leu 
4595 4600 4605 

Asp Asn Asn Glu Gly Asn Ser Asn Cys Val Thr Tyr Ala Leu Lys Cys 
4610 4615 ' 4620 

Pro Ala His Ser Leu Tyr Thr Asn Cys Leu Pro Ser Cys Leu Pro Ser 
4625 4630 4635 4640 

Cys Ser Asp Pro Glu Gly Leu Cys Gly Gly Thr Ser Pro Glu Val Pro 
4645 4650 4655 

Ser Thr Cys Lys Glu Gly Cys lie Cys Gin Ser Gly Tyr val Leu His 
4560 4665 4670 

Lys Asn Lys Cys Met Leu Arg lie His Cys Asp Cys Lys Asp Phe Gin 
4675 4680 4685 

Gly Ser Leu lie Lys Thr Gly Gin Thr Trp lie Ser Ser Gly Cys Ser 
4690 4695 4700 

Lys lie Cys Thr cys Lys Gly Gly Phe Phe Gin Cys Gin Ser Tyr Lys 
4705 4710 4715 4720 

Cys Pro Ser Gly Thr Gin Cys Glu Glu Ser Glu Asp Gly Ser Ser Asn 
4725 4730 4735 

Cys Val Ser Ser Thr Met Lys Cys Pro Ala Asn Ser Leu Tyr rhr His 
4740 4745 4750 

Cys Leu Pro Thr cys Leu Pro Ser Cys Ser Asn Pro Asp Gly Arg Cys 
4755 4760 4765 

Glu Gly Thr Ser His Lys Ala Pro Ser Thr Cys Arg Glu Gly Cys val 
4770 4775 4780 

Cys Gin Pro Gly Tyr Leu Leu Asn Lys Asp Thr cys val His Lys Asn 
4785 4790 4795 4800 

Gin Cys Gly Cys Lys Asp lie Arg Gly Asn lie lie Pro Ala Gly Asn 
4805 4810 4815 

Thr Trp lie ser ser Asp cys Thr Gin ser Cys Ala Cys Thr Asp Gly 
4820 4825 4830 

Val lie Gin Cys Gin Asn Phe val Cys Pro Ser Gly Ser His Cys Gin 
4835 4840 4845 

Tyr Asn Glu Asp Gly Ser Ser Asp Cys Ala Ala Asn Lys Leu Glu Arg 
4850 4855 4860 

Cys Thr lie Phe Gly Asp Pro Tyr Tyr Leu Thr Phe Asp Gly Phe Thr 
4865 4870 4875 4880 
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Tyr His Phe Leu Gly Arg Met Asn Tyr Tyr Leu lie Lys Thr val Asp 
4885 4890 4895 

Lys Leu Pro Arg Gly lie Glu Pro Leu He Met Glu Gly Arg Asn Lys 
4900 4905 4910 

lie Ser Pro Lys Gly ser Ser Thr Leu His Glu val Thr Thr lie val 
4915 4920 4925 

Tyr Gly Tyr Lys lie Gin Leu Gin Glu Glu Leu val val Leu val Asn 
4930 4935 4940 

Asp Glu Lys Val Ala val Pro Tyr Asn Pro Asn Glu His Leu Arg Val 
4945 4950 4955 4960 

Met Leu Arg Ala Gin Arg Leu Leu Leu Val Thr Asp Phe Glu Met val 
4965 4970 4975 

Leu Asp Phe Asp Gly Lys His Ser Ala val lie Ser Leu Pro Thr Thr 
4980 4985 4990 

Tyr Arg Gly Leu Thr Arg Gly Leu Cys Gly Asn Tyr Asp Arg Asp Gin 
4995 5000 5005 

Ser Asn Glu Leu Met Leu Pro Ser Gly val Leu Thr ser Asn val His 
5010 5015 5020 

val Phe Gly Asn Ser Trp Glu Val Lys Ala Gin His Ala Phe Phe Arg 
5025 ' 5030 5035 5040 

Phe Pro Arg Ala Leu Pro Glu Asp Glu Glu Arg Asp Glu Glu Pro Asp 
5045 5050 5055 

Leu Leu Gin Ser Glu Cys Ser Gin Glu Gin Thr Ala Leu lie Ser Ser 
5060 5065 5070 

Thr Gin Ala Cys Arg Val Leu val Asp Pro Gin Gly Pro Phe Ala Ala 
5075 5080 5085 

Cys His Gin lie lie Ala Pro Glu Pro Phe Glu Gin Arg Cys Met Leu 
5090 5095 5100 

Asp Met Cys Thr Gly Trp Lys Thr Lys Glu Glu Glu Glu Leu Arg Cys 
5105 5110 5115 5120 

Arg val Leu Ser Gly Tyr Ala He lie cys Gin Glu Ala Gly Ala Asn 
5125 5130 5135 

Met Thr Gly Trp Arg Asp His Thr His Cys Ala Met Thr Cys Pro Ala 
5140 5145 5150 

Asn Thr val Tyr Gin Arg cys Met Thr Pro Cys Pro Ala Ser cys Ala 
5155 5160 5165 

Lys Phe Val Thr Pro Lys Val Cys Glu Gly Pro Cys val Glu Gly Cys 
5170 5175 5180 

Ala ser Leu Pro Gly Tyr He Tyr Ser Asp Thr Gin ser Leu Pro val 
5185 5190 5195 . 5200 

Thr His Cys Gly Cys Thr Ala Asp Gly He Tyr Tyr Lys Leu Gly Asp 
5205 5210 5215 

Page 173 



CURA2221.APP 

Ser Phe val Thr Asn Asp Cys ser Gin His cys Thr cys Ala Ser Gin 
5220 5225 5230 

Gly lie Leu Leu Cys Glu Pro Tyr Gly Cys Arg Ala Gly Glu Ser Cys 
5235 5240 5245 

Met val Ala Asn Phe Thr Arg Gly Cys Phe Gin Asp ser Pro Cys Leu 
5250 5255 5260 

Gin Asn Pro Cys His Asn Asp Gly Arg Cys Glu Glu Gin Gly Ala Thr 
5265 5270 5275 5280 

Phe lie Cys His Cys Asp Phe Gly Tyr Gly Gly Glu Phe Cys Thr Glu 
5285 5290 5295 

Pro Gin Asp lie Thr Thr Arg Lys Lys lie Glu Ala Ser Ser Leu val 
5300 5305 5310 

Ala lie Leu Pro Gly val Leu val Met val Leu val Pro val Leu Leu 
5315 5320 5325 

Pro Arg val Tyr val Tyr Met Ala Thr Arg Thr Thr Met Gly Arg Arg 
5330 5335 5340 

Arg Met Lys Arg Lys Glu Lys Lys Leu Leu Arg Gin Ser Arg Leu Arg 
5345 5350 5355 5360 

Leu Glu Asp Ala Asp Val Pro Glu Pro Thr Phe Lys Ala Thr Glu Phe 
5365 5370 5375 



<210> 75 
<211> 5374 
<212> PRT 

<213> Mus musculus 
<400> 75 

Met Ala Leu Pro Val Trp Thr Leu Met Leu Leu val Gly Ala Ala Trp 
15 10 15 

Gly Gin Glu Gin val Pro Ala Trp Arg Pro Asn Ser Pro Asp Leu Gly 
20 25 30 

Pro Met val His Thr Ser Arg Glu Asp Ser lie Leu Ser Lys Cys Asp 
35 40 45 

Phe Glu Asp Asn Ser Arg Pro Phe Cys Asp Trp Ser Gin Met ser Ala 
50 55 60 

Asp Asp Gly Asp Trp lie Arg Thr Thr Gly Pro Ser Leu Thr Gly Thr 
65 70 75 80 

Ser Gly Pro Pro Gly Gly Tyr Pro Asn Gly Glu Gly Tyr Tyr Leu His 
85 90 95 

Met Asp Pro Lys Thr Phe Pro Gin Gly Gly Val Ala Arg Leu Arg Ser 
100 105 110 

pro Asp lie Trp Glu Gin Gly Pro Leu cys val His Phe Ala Phe His 
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115 120 125 

Met Phe Gly Leu Ser Trp Gly Ala Gin Leu Arg Leu Leu Leu Leu Arg 
130 135 140 

Gly Arg Lys His Leu Arg Pro Tyr Val Leu Trp Lys His val Asn Thr 
145 150 155 160 

Gin Ser Pro Ser Trp Met Pro Thr Thr val Thr val Pro Ala Asp His 
165 170 175 

Asp lie Pro ser Trp Leu Met Phe Glu Gly Met Arg Gly Asn Thr Ala 
180 185 190 

Tyr Leu Asp lie Ser Leu Asp Gly Leu Ser lie Gin Arg Gly Thr Cys 
195 200 205 

Asn Gin val Cys Met Ser Gin Met Cys Thr Phe Asp Thr Leu Asn Asp 
210 215 220 

Leu Cys Gly Trp Ser Trp val Pro Thr Ala Thr Gly Ala Lys Trp Thr 
225 230 235 240 

Gin Lys Lys Gly Pro Thr Gly Lys Gin Gly Val Gly Pro Ala Glu Asp 
245 250 255 

Phe Ser Asn Pro Gly Asn Gly Tyr Tyr Met Leu Leu Asp Ser Thr Asn 
260 265 270 

Ala Arg Pro Gly Gin Lys Ala Val Leu Leu Ser Pro Leu Ser His Ser 
275 280 285 

Arg Gly Cys Met Thr Leu Ser Phe His Tyr He Met His Gly Gin Gly 
290 295 300 

His Glu Glu Gly Leu Phe val Tyr Ala Thr Phe Leu Gly Asn lie Arg 
305 310 315 320 

Lys Tyr Thr Leu Phe Ser Gly His Pro Gly Pro Asp Trp Gin Ala Val 
325 330 335 

Ser val Asn Tyr Thr Gly Gin Gly Gin lie Gin Phe Met Val val Gly 
340 ' 345 350 

Met Phe Gly Asn lie Pro Glu Pro Ala lie Ala val Asp Ala lie Ser 
355 360 365 

lie Ala Pro Cys Gly Glu Ser Phe Pro Gin Cys Asp Phe Glu Asp Arg 
370 375 380 

val His Pro Phe Cys Asp Trp Asn Gin Val Tyr Gly Asp Met Gly His 
385 390 395 400 

Trp Ser Trp Gly Ser Lys ser val Pro Thr Leu lie Ala Gly Ser Pro 
405 410 415 

Arg Glu Phe Pro Tyr Gly Gly Glu His Tyr He Phe Phe Asp Ser val 
420 425 430 

Lys Leu ser Gin Glu Gly Gin Ser Ala Arg Leu val Ser Pro Pro Phe 
435 440 445 

Cys Ala Pro Gly Asp lie Cys val Glu Phe Ala Tyr His Met Tyr Gly 

Page 175 



CURA2221.APP 
450 455 460 

Leu Gly Lys Gly Thr Thr Leu Lys Leu Leu Leu Gly Ser Pro Ala Gly 
465 470 475 480 

Ser Phe Pro lie Pro Leu Trp Asn Arg Val Gly Ser Gin Ser ser Gly 
485 490 495 

Trp Met Asn Ser Ser Val Thr lie Pro Lys Gly Tyr Gin Gin Pro Met 
500 505 510 

Gin Leu Phe lie Glu Ala Thr Arg Gly Thr ser Thr Ala Phe val val 

515 520 525 

Ala Leu Asn Phe lie Leu lie Ser His Gly Pro Cys Arg val Leu Leu 
530 535 540 

Gin Thr Glu lie Pro Ser Ser Pro Leu Leu Pro Pro Thr Gly Pro Ser 
545 550 555 560 

Glu Ser Thr Val Pro Thr Leu Pro Met Glu Gin Pro Thr ser Pro Thr 
565 570 575 

Lys Ala Thr Thr Val Thr lie Glu lie Pro Thr Thr Pro Thr Glu Glu 
580 585 590 

Ala Thr lie Pro Thr Glu Thr Thr Thr val Pro Thr Glu val lie Asn 
595 600 605 

val Ser Pro Lys Glu Thr Ser lie Pro Pro Glu val Thr lie Pro Thr 
610 ' 615 620 

Glu val lie Thr val Ser Pro Glu Glu lie lie Ser Pro Thr Glu val 
625 630 635 640 

Thr Pro val Pro Thr Asp Val Thr Ala Ala Tyr Val Glu Ala Thr Asn 
645 650 655 

Ala Ser Pro Glu Glu Thr Ser Val Pro Pro Glu val Thr lie Leu Thr 
660 665 670 

Glu val Thr Thr val Ser Pro Glu Glu Thr Thr Val Pro Thr Glu Val 
675 680 685 

Pro lie Val Leu lie Glu Ala Thr Ala Phe Pro Thr Gly Glu Thr Thr 
690 695 700 

Leu Tyr Thr Glu val Pro Thr Val Pro Thr Glu Val Thr Gly val His 
705 710 715 720 

Thr Glu val Thr Asn Val Ser Pro Glu Glu Thr Ser Val Pro Thr Glu 
725 730 735 

Glu Thr lie Ser Thr Glu Val Thr Thr val Ser Pro Glu Glu Thr Thr 
740 745 750 

Leu Pro Thr Glu val Pro Thr val Ser Thr Glu val Thr Asn val ser 
755 760 765 

Pro Glu Glu Thr Ser Val Pro Pro Glu Glu Thr lie Leu Thr Glu lie 
770 775 780 

Thr Thr val Ser Pro Glu Glu Thr val Phe Pro Thr Glu Gly Thr Thr 
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785 790 795 800 

Leu Pro Thr Glu Val Leu Thr Val Pro He Glu val Thr Thr Phe Pro 
805 810 815 

Thr Gly Glu Thr Thr val Pro Thr Glu val Pro Thr val Ser Thr Glu 
820 825 830 

Met Thr Gly val His Thr Glu val Thr Thr Val Phe Pro Glu Glu Thr 
835 840 845 

ser lie Pro Thr Glu val Ala Thr val Leu Pro Ala Ser lie Pro Pro 
850 855 860 

Glu Glu Thr Thr Thr Pro Thr Glu Val Thr Thr Thr Pro Pro Glu Glu 

865 870 875 880 

Thr Thr lie Pro Ala Glu Val Thr Thr Val Pro Pro Val Ser He Pro 
885 890 895 

Ser Glu Glu Thr Thr Thr Pro Thr Glu Val Thr Thr Thr Pro Pro Glu 
900 905 910 

Glu Thr Thr He Pro Ala Glu Val Thr Thr val Pro Pro val ser He 
915 920 925 

Pro Ser Glu Glu Thr Thr Thr Pro Thr Glu val Thr Thr Thr Pro Pro 
930 935 940 

Glu Glu Thr Thr He Pro Ala Glu Val Thr Thr val Pro Pro val Ser 

945 950 955 960 

He Pro Ser Glu Glu Thr Thr He Pro Thr Glu val Thr Thr Val Pro 
965 970 975 

Pro Glu Glu Thr Thr lie Pro Ala Glu val Thr Thr Val Pro Pro val 
980 985 990 

Ser lie Pro Ser Glu Glu Thr Thr He Pro Thr Glu val Thr Thr val 
995 1000 1005 

Pro Pro Glu Glu Thr Thr lie Pro Ala Glu val Thr Thr Thr Pro Pro 
1010 1015 1020 

Glu Glu Thr Thr lie Pro Thr Glu Val Thr Thr val Pro Pro Ala ser 
1025 1030 1035 1040 

He Pro Pro Glu Glu Thr Ala ser Leu Thr Glu val Thr Thr Thr Pro 
1045 1050 1055 

Pro Glu Glu Thr Thr Thr Pro Thr Glu val Thr Thr val Pro Pro Glu 
1060 1065 1070 

Lys Thr Thr He Pro Thr Glu Val Thr Thr val Pro Pro Ala Ser He 
1075 1080 1085 

Phe Pro Glu Glu Thr Thr val Pro Pro Glu Glu Thr Thr lie Ala Ser 
1090 1095 1100 

Glu Glu Thr Thr val Ser Thr Gin Glu Thr Thr Leu Leu Thr Glu Gin 
1105 1110 1115 1120 

Ser Ala val Thr Gin Thr Ser lie Ala Cys Arg Pro Pro Cys Pro Ser 
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1125 1130 1135 

Pro Pro Leu Met Pro lie Gly Pro Leu Leu Ser Lys Pro Pro Gly val 
1140 1145 1150 

Ser Met Phe Ser Leu Ala Pro Thr Thr Gly val Ser Thr Thr Glu ser 
1155 1160 1165 

cys Pro Pro Asn Ala His lie Glu Leu Cys Ala cys Pro Ala Ser cys 
1170 1175 1180 

Glu ser Pro Lys Pro Ser cys Gin Pro Pro Cys lie Pro Gly Cys val 
1185 1190 1195 1200 

Cys Asn Pro Gly Phe Leu Phe Ser Asn Asn Gin Cys lie Asn Glu Ser 
1205 1210 1215 

Ser Cys Asn Cys Pro Tyr Asn Asn Lys Tyr Tyr Lys Pro Gly Glu Glu 
1220 1225 1230 

Trp Phe Thr Pro Asn Cys Thr Glu Arg cys Arg cys Leu Pro Gly Ser 
1235 1240 1245 

Leu Met Glu Cys Gin He Ser Gin Cys Gly Thr His Thr val Cys Gin 
1250 1255 1260 

Leu Lys Ser Asp Gin Tyr Gin Cys Glu Pro Tyr Gly Lys Ala Thr Cys 
1265 1270 1275 1280 

Leu val Tyr Gly Asp Leu His Phe val Thr Phe Asp Glu Arg His lie 
1285 1290 1295 

Gly Phe Thr Gly Thr Cys Thr Tyr lie Leu Thr Gin Thr Cys Ser Asn 
1300 1305 1310 

Ser Thr Asp His Phe Phe Arg lie Thr Ala Asn Thr Glu Glu Arg Gly 
1315 1320 1325 

Val Glu Gly Val Ser Cys Leu Asp Lys Val Val lie Ser Leu Pro Glu 
1330 1335 1340 

Thr Thr val Thr Met lie Ser Gly Arg His Thr Leu lie Gly Asp Gin 
1345 1350 1355 1360 

Glu val Thr Leu Pro Ala lie Leu Ser Asp Asp Thr Tyr Val Gly Leu 
1365 1370 1375 

Ser Gly Arg Phe Val Glu Leu Arg Thr Thr Phe Gly Leu Arg val Arg 
1380 1385 1390 

Trp Asp Gly Asp Gin Gin Leu Phe val Thr val Ser Ser Thr Phe Ser 
1395 1400 1405 

Gly Lys Leu Cys Gly Phe Cys Gly Asn Tyr Asp Gly Asp ser Ser Asn 
1410 1415 1420 

Asp Asn Leu Lys Ser Asp Gly Met Met Thr His Asp Glu Glu Glu Leu 
1425 1430 1435 1440 

Arg Leu Ser Trp Gin val Glu Glu Asp Glu Asp Lys Asp Trp val Ser 
1445 1450 1455 

Ser Arg Cys Gin Lys Lys Lys Asn Pro Pro Ser Cys Asp Ala Ala Leu 
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1460 1465 1470 

Gly Ser Thr Met Ser Gly Pro Lys Leu cys Gly Gin Leu val Asn Pro 
1475 1480 1485 

Ser Gly Pro Phe Glu Ala Cys Leu Leu His Leu Lys Ala Ser Ser Phe 
1490 1495 1500 

Leu Asp Asn Cys val Thr Asp Met Cys Ser Phe Gin Gly Leu Gin Gin 
1505 1510 1515 1520 

Lys Leu Cys Ala His Met Ser Ala Met Thr Ala Thr Cys Gin Asp Ala 
1525 1530 1535 

Gly Tyr Pro Val Lys Pro Trp Arg Glu Pro Gin Phe Cys Pro Leu Val 
1540 1545 1550 

Cys Pro Lys Asn Ser Arg Tyr Ser Leu Cys Ala Lys Pro Cys Pro Glu 
1555 1560 1565 

Thr Cys His Pro lie Ser Thr Thr Gin His Cys Ser Asp Lys Cys Val 
1570 1575 1580 

Glu Gly Cys Glu Cys Asp Pro Gly Phe lie Leu Ser Gly Ser Glu cys 
1585 1590 1595 1600 

Val Pro Ser Ser Gin Cys Gly Cys Thr Ser Phe Gin Gly Arg Tyr Phe 
1605 1610 1615 

Lys val Gin Glu Gin Trp Phe Asn Pro Asp Cys Lys Glu lie Cys Thr 
1620 1625 1630 

Cys Glu Ser His Asn His lie Leu Cys Lys Pro Trp Lys Cys Lys Ala 
1635 1640 1645 

Gin Glu Ala Cys Ser Tyr Lys Asn Gly val Leu Gly Cys His Ala Gin 
1650 ' 1655 1660 

Gly Ala Ala Thr Cys Met Val Ser Gly Asp Pro His Tyr Leu Thr Phe 
1665 1670 1675 1680 

Asp Gly Ala Leu His His Phe Met Gly Thr Cys Thr Tyr Val Leu Thr 
1685 1690 1695 

Gin Pro Cys Trp ser Lys Ser Gin Glu Asn Asn Phe Val val Ser Ala 
1700 1705 1710 

Thr Asn Glu lie His Asp Gly Asn Leu Glu val Ser Tyr Val Lys Ala 
1715 1720 1725 

Val His val Gin val Phe Asp Leu Lys lie Ser Met Phe Lys Gly Gin 
1730 1735 1740 

Lys val Val Leu Asn Asn Gin Arg Val Val Leu Pro Val Trp Pro Ser 
1745 1750 ~ 1755 1760 

Gin Gly Arg val Thr lie Arg Leu Ser Gly lie Phe Val Leu Leu Tyr 
1765 1770 1775 

Thr Asn Phe Gly Leu Gin Val Arg Tyr Asp Gly Arg His Leu val Glu 
1780 1785 1790 

val Thr val Pro Ser Ser Tyr Thr Gly Ser Leu cys Gly Leu Cys Gly 
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1795 1800 1805 

Asn Tyr Asn Asn Asn Ser Met Asp Asp Asn Leu Arg val Asp Met Lys 
1810 1815 1820 

Pro Ala Gly Asn Ser Leu Leu Leu Gly Ala Ala Trp Lys lie Leu Glu 
1825 1830 1835 1840 

Ala Ser Asp Pro Gly Cys Phe Leu Val Gly Gly Lys Pro Ser Arg Cys 
1845 1850 1855 

Ala Asp ser Asp Met Asp Asp val Trp Thr Lys Lys Cys Ala lie Leu 
1860 1865 1870 

Met Asn Pro Leu Gly Pro Phe ser Asn Cys His Glu Ala val Pro Pro 
1875 1880 1885 

Gin Ala ser Phe Ser Ser Cys Val Tyr Gly Gin Cys Glu Thr Asn Gly 
1890 1895 1900 

Asp Asn Leu Thr Leu Cys His Ser Leu Gin Ala Tyr Ala Ser Leu Cys 
1905 1910 1915 1920 

Ala Gin Ala Gly Gin Val Thr Thr Trp Arg Asn Ser Thr Phe cys Pro 
1925 1930 1935 

Met Arg cys Pro Pro Arg Ser Ser Tyr Asn Pro Cys Ala Asn Ser cys 
1940 1945 1950 

Pro Ala Thr Cys Leu Thr Leu Ser Thr Pro Arg Asp Cys Pro Thr Leu 
1955 1960 1965 

Pro Cys val Glu Gly Cys Glu Cys Gin ser Gly His lie Leu Ser Gly 
1970 1975 1980 

Thr Thr Cys Val Pro Leu Arg Gin Cys Gly Cys Ser Asp Gin Asp Gly 
1985 1990 1995 2000 

Ser Tyr His Leu Leu Gly Glu Ser Trp Tyr Thr Glu Lys Thr Cys Thr 
2005 2010 2015 

Thr Leu Cys Thr Cys Ser Ala His Ser Asn lie Thr Cys Ser Pro Thr 
2020 2025 2030 

Ala Cys Lys Ala Asn His Val Cys Leu Arg Gin Glu Gly Leu Leu Arg 
2035 2040 ~ 2045 

Cys Ala Ala Glu Met Gly Glu Cys Arg lie Ser Glu Asp Ser Gin lie 
2050 2055 2060 

val Ser Phe Asp Asp His Ser His Pro lie Gin Asp Thr Cys Thr Tyr 
2065 2070 2075 2080 

lie Leu val Lys Val Cys His Pro Asn Thr Asn Met Pro Phe Phe Met 
2085 2090 2095 

lie Ser Ala Lys Thr Asp lie Asn Thr Asn Gly Lys Asn Lys Thr Phe 
2100 2105 2110 

Gly Val Tyr Gin Leu Tyr lie Asp lie Phe Asn Phe His lie Thr Leu 
2115 2120 2125 

Gin Lys Asp His Leu Val Leu lie Ser Leu lie Asn Asp Ser lie val 
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2130 2135 2140 

Thr Leu Pro Thr Thr Thr His lie Pro Gly val ser val Met Thr Glu 
2145 2150 2155 2160 

Asp val Tyr Thr lie val Thr lie Lys Asp Glu lie Gin val Lys Phe 
2165 2170 2175 

Glu Ser Asn Asn Phe Leu Asp Val Lys He Pro Ala Ser Ser Asn Gly 
2180 2185 2190 

Lys val cys Gly val Cys Gly Asn Phe Asn Gly Glu Glu Glu Asp Glu 
2195 2200 2205 

Leu Met Thr Pro Ser Gly Glu Leu Ala Glu Asp Glu Gin Glu Phe Met 
2210 2215 2220 

Asn Ser Trp Lys Asp Lys Ser Met Asp Pro Asn Cys Gin Lys lie Glu 
2225 2230 2235 2240 

Gly Gin Asn Leu Gin Val Glu Gin Gin Glu lie Met Asn Gly Lys Cys 
2245 2250 2255 

Arq Pro He Asp Phe Glu Lys Ala Gin Ala Asn Cys Gin Thr Ala Leu 
2260 2265 2270 

Gin Gly Pro Ala Trp Ala His Cys Ser ser Arg val Pro lie Lys Pro 
2275 2280 2285 

Phe Leu Leu Lys Cys Met Asn Ser Phe Cys Glu Phe Arg Glu Leu Phe 
2290 2295 2300 

Arg Ala Leu Cys Asp ser Leu Gin Ser Phe Glu Asp Ala Cys Gin Asn 
2305 2310 2315 2320 

Gin Gly Leu Lys Pro Pro lie Trp Arg Asn Ser Ser Phe Cys Pro Leu 
2325 2330 2335 

Glu Cys Pro Ala His ser His Tyr Thr Asn Cys Leu Pro Ser Cys Pro 
2340 2345 2350 

Pro Ser Cys Leu Asp Pro Asp Ser Arg Cys Glu Gly Ser Gly His Lys 
2355 2360 2365 

Val Pro Ala Thr Cys Arg Glu Gly Cys lie Cys Gin Pro Asp Tyr val 
2370 2375 2380 

Leu Leu Asn Asp Lys Cys val Leu Arg Ser His Cys Gly Cys Lys Asp 
2385 2390 2395 2400 

Ala Gin Gly Val Phe lie Pro Ala Gly Lys Thr Trp lie Ser Glu Asp 
2405 2410 2415 

cys Thr Gin Ser Cys Thr cys Met Lys Gly Ser Met Arg Cys Trp Asp 
2420 2425 2430 

Phe Gin Cys Pro Pro Gly Thr Tyr Cys Lys Asn Ser Asn Asp Gly Ser 
2435 2440 2445 

Ser Asn cys val Lys lie Ser Leu Gin Cys Pro Ala His Ser Lys Phe 
2450 2455 2460 

Thr Asp cys Leu Pro Pro Cys His Pro Ser Cys Ser Asp Pro Asp Gly 
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2465 2470 2475 2480 

His Cys Glu Gly lie Ser Thr Asn Ala His Ser Asn Cys Lys Glu Gly 
2485 2490 2495 

Cys Val Cys Gin Pro Gly Tyr val Leu Arg Asn Asp Lys Cys val Leu 
2500 2505 2510 

Arg lie Glu Cys Gly Cys Gin His Thr Gin Gly Gly Phe lie Pro Ala 
y 2515 2520 2525 

Gly Lys Ser Trp Thr Ser Arg Gly Cys ser Gin Ser cys Asp Cys Met 
2530 2535 2540 

Glu Gly val lie Arg Cys Gin Asn Phe Gin Cys Pro Ser Gly Thr Tyr 
2545 2550 2555 2560 

Cys Gin Asp lie Glu Asp Gly Thr Ser Asn Cys Ala Asn He Thr Leu 
2565 2570 2575 

Gin Cys Pro Ala His Ser Ser Phe Thr Asn Cys Leu Pro Pro Cys Gin 
2580 2585 2590 

pro Ser Cys Ser Asp Pro Glu Gly His Cys Gly Gly Ser Thr Thr Lys 
2595 2600 2605 

Ala Pro Ser Ala Cys Gin Glu Gly Cys val Cys Glu Pro Asp Tyr val 
2610 2615 2620 

Val Leu Asn Asn Lys Cys val Pro Arg lie Glu Cys Gly Cys Lys Asp 
2625 2630 2635 2640 

Ala Gin Gly Val Leu He Pro Ala Asp Lys He Trp lie Asn Lys Gly 
2645 2650 2655 

Cys Thr Gin Thr Cys Ala Cys val Thr Gly Thr lie His Cys Arg Asp 
2660 2665 2670 

Phe Gin Cys Pro Ser Gly Thr Tyr Cys Lys Asp lie Lys Asp Asp Ala 
2675 2680 2685 

Ser Asn Cys Thr Glu lie Thr Leu Gin Cys Pro Asp His Ser Leu Tyr 
2690 2695 2700 

Thr His Cys Leu Pro Ser Cys Leu Pro Ser Cys Ser Asp Pro Asp Gly 
2705 2710 2715 2720 

Leu Cys Arq Gly Thr Ser Pro Glu Ala Pro Ser Thr Cys Lys Glu Gly 
2725 2730 2735 

Cys Val Cys Asp Pro Asp Tyr Val Leu ser Asn Asp Lys Cys val Leu 
2740 2745 2750 

Arq lie Glu cys Gly cys Lys Asp Ala Gin Gly val Leu lie Pro Ala 
2755 2760 2765 

Gly Lys Thr Trp He Asn Arg Gly Cys Thr Gin Ser Cys Ser Cys Met 
2770 2775 2780 

Gly Gly Ala lie Gin Cys Gin Asn Phe Lys Cys Pro Ser Glu Ala Tyr 
2785 2790 2795 2800 

Cys Gin Asp Leu Glu Asp Gly Asn Ser Asn Cys Thr Ser He Pro Leu 
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2805 2810 2815 

Gin Cys Pro Ala His Ser His Tyr Thr Asn Cys Leu Pro Thr Cys Gin 
2820 2825 2830 

Pro Ser Cys Ser Asp Pro Asp Gly His Cys Glu Gly Ser Ser Thr Lys 
2835 2840 2845 

Ala Pro ser Ala Cys Lys Glu Gly Cys val cys Glu Pro Asp Tyr val 
2850 2855 2860 

Met Leu Asn Asn Lys Cys Val Pro Arg lie Glu Cys Gly Cys Lys Asp 
2865 2870 2875 2880 

Thr Gin Gly val Leu He Pro Ala Asp Lys Thr Trp lie Asn Arg Gly 
2885 2890 2895 

Cys Thr Gin Ser Cys Thr Cys Lys Gly Gly Ala lie Gin Cys Gin Lys 
2900 2905 2910 

Tyr His Cys Ser ser Gly Thr Tyr Cys Lys Asp Met Glu Asp Asp Ser 
2915 2920 2925 

Ser Ser Cys Ala Thr lie Thr Leu Gin Cys Pro Ala His Ser His Phe 
2930 2935 2940 

Thr Asn Cys Leu Pro Pro Cys Gin Pro Ser Cys Leu Asp Ser Glu Gly 
2945 2950 2955 2960 

His Cys Glu Gly Ser Thr Thr Lys Ala Pro Ser Ala Cys Gin Glu Gly 
2965 2970 2975 

Cys val Cys Glu Pro Asp Tyr val val Leu Asn Asn Lys Cys val Pro 
2980 2985 2990 

Arq lie Glu Cys Gly Cys Lys Asp Ala Gin Gly Val Leu lie Pro Ala 
2995 3000 3005 

Asp Lys Thr Trp lie Asn Arg Gly Cys Thr Gin Ser Cys Thr Cys Lys 
3010 3015 3020 

Gly Gly Ala lie Gin Cys Gin Lys Phe Gin Cys Pro Ser Glu Thr Tyr 
3025 3030 3035 3040 

Cys Lys Asp lie Glu Asp Gly Asn Ser Asn Cys Thr Arg lie Ser Leu 
3045 3050 3055 

Gin Cys Pro Ala Asn Ser Asn Phe Thr Ser Cys Leu Pro Ser Cys Gin 
3060 3065 3070 

Pro Ser Cys Ser Asn Thr Asp val His Cys Glu Gly Ser Ser Pro Asn 
3075 3080 3085 

Thr Leu Ser Ser Cys Arg Glu Gly Cys Val Cys Gin Ser Gly Tyr val 
3090 3095 3100 

Leu His Asn Asp Lys Cys lie Leu Arg Asn Gin Cys Gly Cys Lys Asp 
3105 3110 3115 3120 

Ala Gin Gly Ala Leu lie Pro Glu Gly Lys Thr Trp He Thr Ser Gly 
3125 3130 3135 

cys Thr Gin Ser Cys Asn Cys Thr Gly Gly Ala lie Gin Cys Gin Asn 
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3140 3145 3150 

Phe Gin Cys Pro Leu Lys Thr Tyr Cys Lys Asp Leu Lys Asp Gly Ser 
3155 3160 3165 

Ser Asn Cys Thr Asn lie Pro Leu Gin Cys Pro Ala His Ser Arg Tyr 
3170 3175 3180 

Thr Asn Cys Leu Pro Ser Cys Pro Pro Ser Cys Leu Asp Pro Glu Gly 
3185 3190 3195 3200 

Leu Cys Glu Gly Thr Ser Pro Lys val Pro ser Thr Cys Arg Glu Gly 
3205 3210 3215 

Cys lie Cys Gin Pro Gly Tyr Leu Met His Lys Asn Lys Cys val Leu 
3220 3225 3230 

Arg He Phe Cys Gly Cys Lys Asn Thr Gin Gly Ala Phe lie Ser Ala 
3235 3240 3245 

Asp Lys Thr Trp lie Ser Arg Gly Cys Thr Gin Ser Cys Thr Cys Ser 
3250 3255 3260 

Ala Gly Ala lie His Cys Arg Asn Phe Lys Cys Pro Ser Gly Thr Tyr 
3265 3270 3275 3280 

Cys Lys Asn Gly Asp Asn Gly Ser Ser Asn Cys Thr Glu lie Thr Leu 
3285 3290 3295 

Gin Cys Pro Thr Asn Ser Gin Phe Thr Asp Cys Leu Pro Ser Cys Val 
3300 3305 3310 

Pro Ser cys Ser Asn Arg Cys Glu val Thr Ser Pro Ser val Pro Ser 
3315 3320 3325 

Ser Cys Arg Glu Gly Cys Leu Cys Asn His Gly Phe val Phe Ser Glu 
3330 3335 3340 

Asp Lys Cys Val Pro Arg Thr Gin Cys Gly Cys Lys Asp Ala Arg Gly 
3345 3350 3355 3360 

Ala lie lie Pro Ala Gly Lys Thr Trp Thr Ser Lys Gly Cys Thr Gin 
3365 3370 3375 

Ser Cys Ala Cys val Glu Gly Asn lie Gin Cys Gin Asn Phe Gin Cys 
3380 3385 3390 

Pro Pro Glu Thr Tyr Cys Lys Asp Asn Ser Glu Gly Ser ser Thr Cys 
3395 3400 3405 

Thr Lys lie Thr Leu Gin Cys Pro Ala His Thr Gin Tyr Thr Ser Cys 
3410 3415 3420 

Leu Pro Ser Cys Leu Pro Ser Cys Leu Asp Pro Glu Gly Leu Cys Lys 
3425 3430 3435 3440 

Asp He ser Pro Lys val Pro Ser Thr Cys Lys Glu Gly Cys val Cys 
3445 3450 3455 

Gin Ser Gly Tyr Val Leu Asn Ser Asp Lys Cys val Leu Arg Ala Glu 
3460 3465 3470 

Cys Asp Cys Lys Asp Ala Gin Gly Ala Leu lie Pro Ala Gly Lys Thr 
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3475 3480 3485 

Trp Thr Ser Pro Gly Cys Thr Gin ser Cys Ala Cys Met Gly Gly Ala 
3490 3495 3500 

Val Gin Cys Gin ser Ser Gin Cys Pro Pro Gly Thr Tyr cys Lys Asp 
3505 3510 3515 3520 

Asn Glu Asp Gly Asn Ser Asn Cys Ala Lys lie Thr Leu Gin Cys Pro 
3525 3530 3535 

Ala His Ser Leu Phe Thr Asn cys Leu Pro Ser cys Leu Pro ser Cys 
3540 3545 3550 

Leu Asp Pro Asp Gly Leu Cys Lys Gly Ala Ser Pro Lys Val Pro Ser 
3555 3560 3565 

Thr Cys Lys Glu Gly Cys lie Cys Gin Ser Gly Tyr val Leu Ser Asn 
3570 3575 3580 

Asn Lys Cys Leu Leu Arg Asn Arg Cys Gly Cys Lys Asp Ala His Gly 
3585 3590 3595 3600 

Ala Leu lie Pro Glu Asp Lys Thr Trp Val Ser Arg Gly Cys Thr Gin 
3605 3610 3615 

Ser Cys Val Cys Thr Gly Gly Ser lie Gin Cys Leu Ser Phe Gin Cys 
3620 3625 3630 

pro Pro Gly Ala Tyr Cys Lys Asp Asn Glu Asp Gly Ser Ser Asn Cys 
3635 3640 3645 

Ala Arg lie Pro Pro Gin Cys Pro Ala Asn Ser His Tyr Thr Asp Cys 
3650 3655 3660 

Phe Pro Pro Cys Pro Pro ser Cys ser Asp Pro Glu Gly His Cys Glu 
3665 3670 3675 3680 

Ala Ser Gly Pro Arg Val Pro Ser Thr Cys Arg Glu Gly Cys Leu Cys 
3685 3690 3695 

Asn Pro Gly Phe Val Leu Asp Arg Asp Lys Cys val Pro Arg val Glu 
3700 3705 3710 

Cys Gly Cys Lys Asp Ala Gin Gly Ala Leu lie Pro Ser Gly Lys Thr 
3715 3720 3725 

Trp Thr Ser Pro Gly Arg Thr Gin Ser Cys Ala Cys Met Gly Gly val 
3730 3735 3740 

val Gin Cys Gin Ser Ser Gin Cys Pro Pro Gly Thr Tyr Cys Lys Asp 
3745 3750 3755 3760 

Asn Glu Asp Gly Asn Ser Asn Cys Ala Lys lie Thr Leu Gin Cys Pro 
3765 3770 3775 

Thr His Ser Asn Tyr Thr Asp Cys Leu Pro Phe Cys Leu Pro Ser Cys 
3780 3785 3790 

Leu Asp Pro Ser Ala Leu Cys Gly Gly Thr Ser Pro Lys Gly Pro Ser 
3795 3800 3805 

Thr Cys Lys Glu Gly Cys val Cys Gin Pro Gly Tyr val Leu Asp Lys 
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3810 3815 3820 

Asp Lys Cys lie Leu Lys lie Glu Cys Gly Cys Lys Asp Thr Gin Gly 
3825 3830 3835 3840 

Ala val lie Pro Ala Gly Lys Thr Trp Leu Ser Thr Gly Cys lie Gin 
3845 3850 3855 

Ser Cys Ala Cys val Glu Gly Thr lie Gin Cys Gin Asn Phe Gin Cys 
3860 3865 3870 

pro Pro Gly Thr Tyr Cys Asn His Asn Asn Asn Cys Ala Lys lie Pro 
3875 3880 3885 

Leu Gin Cys Pro Ala His Ser His Phe Thr Ser Cys Leu Pro Ser Cys 
3890 3895 3900 

Pro Pro Ser Cys Ala Asn Leu Asp Gly Ser Cys Glu Gin Thr Ser Pro 
3905 3910 3915 3920 

Lys val Pro Ser Thr Cys Lys Glu Gly Cys Leu Cys Gin Pro Gly Tyr 
3925 3930 3935 

Phe Leu Asn Asn Gly Lys Cys val Leu Gin Thr His Cys Asp Cys Lys 
3940 3945 3950 

Asp Ala Glu Gly Gly Leu Val Pro Ala Gly Lys Thr Trp Thr Ser Lys 
3955 3960 3965 

Asp Cys Thr Gin Ser Cys Ala Cys Thr Gly Gly Ala Val Gin Cys Gin 
3970 3975 3980 

Asn Phe Gin Cys Pro Leu Gly Thr Tyr Cys Lys Asp Ser Gly Asp Gly 
3985 ' 3990 3995 4000 

Ser Ser Asn Cys Thr Lys lie His Lys Gly Ala Met Gly Asp Gly val 
4005 4010 4015 

Leu Met Ala Gly Gly lie Arg Ala Leu Gin Cys Pro Ala His Ser His 
4020 4025 4030 

Phe Thr Ser Cys Leu Pro Ser Cys Pro Pro ser Cys Ser Asn Leu Asp 
4035 4040 4045 

Gly Ser Cys val Glu Ser Asn Phe Lys Ala Pro Ser val Cys Lys Lys 
4050 4055 4060 

Gly Cys lie Cys Gin Pro Gly Tyr Leu Leu Asn Asn Asp Lys Cys Val 
4065 4070 4075 4080 

Leu Arg lie Gin Cys Gly Cys Lys Asp Thr Gin Gly Gly Leu lie Pro 
4085 4090 4095 

Ala Gly Arg Thr Trp lie Ser Ser Asp Cys Thr Lys Ser Cys Ser Cys 
4100 4105 4110 

Met Gly Gly Thr He Gin Cys Arg Asp Phe Gin Cys Pro Pro Gly Thr 
4115 4120 4125 

Tyr cys Lys Glu Ser Asn Asp Ser Ser Arg Thr Cys Ala Lys lie Pro 
4130 4135 4140 

Leu Gin Cys Pro Ala His Ser His Tyr Thr Asn Cys Leu Pro Ala Cys 
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4145 4150 4155 4160 

Ser Arg Ser Cys Thr Asp Leu Asp Gly His Cys Glu Gly Thr ser Pro 
4165 4170 4175 

Lys val Pro Ser Pro cys Lys Glu Gly Cys Leu Cys Gin Pro Gly Tyr 
4180 4185 4190 

val val His Asn His Lys cys val Leu Gin He His Cys Gly Cys Lys 
4195 4200 4205 

Asp Ala Gin Gly Gly Phe val Pro Ala Gly Lys Thr Trp lie Ser Arg 
4210 4215 4220 

Gly Cys Thr Gin Ser Cys Ala Cys val Gly Gly Ala val Gin Cys His 
4225 4230 4235 4240 

Asn Phe Thr Cys Pro Thr Gly Thr Gin Cys Gin Asn Ser Ser Cys Ser 
4245 4250 4255 

Lys lie Thr val Gin Cys Pro Ala His Ser His Tyr Thr Thr Cys Leu 
4260 4265 4270 

Pro Ser Cys Leu Pro Ser cys Phe Asp Pro Glu Gly Leu Cys Gly Gly 
4275 4280 4285 

Ala Ser Pro Arg Ala Pro ser Thr Cys Arg Glu Gly Cys val Cys Glu 
4290 4295 4300 

Ala Asp Tyr val Leu Arg Glu Asp Lys Cys val Leu Arg Thr Gin Cys 
4305 4310 4315 4320 

Gly Cys Lys Asp Ala Gin Gly Asp Leu lie Pro Ala Asn Lys Thr Trp 
4325 4330 4335 

Leu Thr Arg Gly Cys Ala Gin Lys Cys Thr Cys Lys Gly Gly Asn lie 
4340 4345 4350 

His Cys Trp Asn Phe Lys Cys Pro Leu Gly Thr Glu Cys Lys Asp Ser 
4355 4360 4365 

Val Asp Gly Gly Ser Asn Cys Thr Lys lie Ala Leu Gin Cys Pro Ala 
4370 4375 4380 

His Ser His His Thr Tyr Cys Leu Pro Ser cys lie Pro Ser Cys Ser 
4385 4390 4395 4400 

Asn val Asn Asp Arg Cys Glu Ser Thr Ser Leu Gin Arg Pro Ser Thr 
4405 4410 4415 

Cys He Glu Gly Cys Leu Cys His Ser Gly Phe val Phe ser Lys Asp 
4420 4425 4430 

Lys Cys val Pro Arg Thr Gin Cys Gly cys Lys Asp ser Gin Gly Thr 
4435 4440 4445 

Leu He Pro Ala Gly Lys Asn Trp lie Thr Thr Gly Cys Ser Gin Arg 
4450 4455 4460 

cys Thr cys Thr Gly Gly Leu val Gin Cys His Asp Phe Glu Cys Pro 
4465 4470 4475 4480 

Ser Gly Ala Glu Cys Gin Asp lie Glu Asp Gly Asn Ser Asn Cys val 
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4485 4490 4495 

Glu lie Thr val Gin Cys Pro Ala His Ser His Tyr ser Lys Cys Leu 
4500 4505 4510 

Pro Pro Cys Gin Pro Ser Cys Ser Asp Pro Asp Gly His Cys Glu Gly 
4515 4520 4525 

Thr ser Pro Glu Ala Pro Ser Thr Cys Glu Glu Gly Cys val Cys Glu 
4530 4535 4540 

Pro Asp Tyr val Leu Ser Asn Asp Lys cys val Pro Ser Ser Glu Cys 
4545 4550 4555 4560 

Gly Cys Lys Asp Ala His Gly val Leu lie Pro Glu Ser Lys Thr Trp 
4565 4570 4575 

val ser Arg Gly Cys Thr Lys Asn Cys Thr cys Lys Gly Gly Thr val 
4580 4585 4590 

Gin Cys His Asp Phe Ser Cys Pro Thr Gly Ser Arg Cys Leu Asp Asn 
4595 4600 4605 

Asn Glu Gly Asn ser Asn Cys Val Thr Tyr Ala Leu Lys Cys Pro Ala 
4610 4615 4620 

His Ser Leu Tyr Thr Asn Cys Leu Pro Ser Cys Leu Pro Ser Cys Ser 
4625 4630 4635 4640 

Asp Pro Glu Gly Leu Cys Gly Gly Thr Ser Pro Glu Val Pro Ser Thr 
4645 4650 4655 

Cys Lys Glu Gly Cys lie Cys Gin Ser Gly Tyr Val Leu His Lys Asn 
4660 4665 4670 

Lys Cys Met Leu Arg lie His Cys Asp Cys Lys Asp Phe Gin Gly Ser 
4675 4680 4685 

Leu lie Lys Thr Gly Gin Thr Trp lie Ser Ser Gly Cys Ser Lys lie 
4690 4695 4700 

Cys Thr Cys Lys Gly Gly Phe Phe Gin Cys Gin Ser Tyr Lys Cys Pro 
4705 4710 4715 4720 

Ser Gly Thr Gin Cys Glu Glu Ser Glu Asp Gly Ser Ser Asn Cys val 
4725 4730 4735 

Ser Ser Thr Met Lys Cys Pro Ala Asn ser Leu Tyr Thr His Cys Leu 
4740 4745 4750 

Pro Thr Cys Leu Pro Ser Cys Ser Asn Pro Asp Gly Arg Cys Glu Gly 
4755 4760 4765 

Thr Ser His Lys Ala Pro Ser Thr Cys Arg Glu Gly Cys val Cys Gin 
4770 4775 4780 

Pro Gly Tyr Leu Leu Asn Lys Asp Thr Cys val His Lys Asn Gin Cys 
4785 4790 4795 4800 

Gly Cys Lys Asp lie Arg Gly Asn lie lie Pro Ala Gly Asn Thr Trp 
4805 4810 4815 

lie ser ser Asp cys Thr Gin Ser Cys Ala Cys Thr Asp Gly val lie 
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4820 4825 4830 

Gin Cys Gin Asn Phe val Cys Pro Ser Gly Ser His Cys Gin Tyr Asn 
4835 4840 4845 

Glu Asp Gly Ser Ser Asp Cys Ala Ala Asn Lys Leu Glu Arg Cys Thr 
4850 4855 4860 

lie Phe Gly Asp Pro Tyr Tyr Leu Thr Phe Asp Gly Phe Thr Tyr His 
4865 4870 4875 4880 

Phe Leu Gly Arg Met Asn Tyr Tyr Leu lie Lys Thr val Asp Lys Leu 
4885 4890 4895 

Pro Arg Gly lie Glu Pro Leu lie Met Glu Gly Arg Asn Lys lie Ser 
4900 4905 4910 

Pro Lys Gly Ser Ser Thr Leu His Glu Val Thr Thr lie Val Tyr Gly 
4915 4920 4925 

Tyr Lys lie Gin Leu Gin Glu Glu Leu val Val Leu val Asn Asp Glu 
4930 4935 4940 

Lys val Ala val Pro Tyr Asn Pro Asn Glu His Leu Arg Val Met Leu 
4945 4950 4955 4960 

Arg Ala Gin Arg Leu Leu Leu val Thr Asp Phe Glu Met val Leu Asp 
4965 4970 4975 

Phe Asp Gly Lys His Ser Ala Val lie Ser Leu Pro Thr Thr Tyr Arg 
4980 4985 4990 

Gly Leu Thr Arg Gly Leu Cys Gly Asn Tyr Asp Arg Asp Gin Ser Asn 
4995 5000 5005 

Glu Leu Met Leu Pro Ser Gly val Leu Thr Ser Asn val His val Phe 
5010 5015 5020 

Gly Asn Ser Trp Glu Val Lys Ala Gin His Ala Phe Phe Arg Phe Pro 
5025 5030 5035 5040 

Arq Ala Leu Pro Glu Asp Glu Glu Arg Asp Glu Glu Pro Asp Leu Leu 
5045 5050 5055 

Gin Ser Glu Cys Ser Gin Glu Gin Thr Ala Leu lie Ser Ser Thr Gin 
5060 5065 5070 

Ala Cys Arg val Leu Val Asp Pro Gin Gly Pro Phe Ala Ala Cys His 
5075 5080 5085 

Gin lie lie Ala Pro Glu Pro Phe Glu Gin Arg Cys Met Leu Asp Met 
5090 5095 5100 

Cys Thr Gly Trp Lys Thr Lys Glu Glu Glu Glu Leu Arg Cys Arg val 
5105 5110 5115 5120 

Leu Ser Gly Tyr Ala lie lie Cys Gin Glu Ala Gly Ala Asn Met Thr 
5125 5130 5135 

Gly Trp Arg Asp His Thr His Cys Ala Met Thr Cys Pro Ala Asn Thr 
5140 5145 5150 

val Tyr Gin Arg Cys Met Thr Pro Cys Pro Ala Ser Cys Ala Lys Phe 
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5155 5160 5165 

Val Thr Pro Lys val Cys Glu Gly Pro Cys Val Glu Gly Cys Ala Ser 
5170 5175 5180 

Leu Pro Gly Tyr lie Tyr ser Asp Thr Gin ser Leu Pro Val Thr His 
5185 5190 5195 5200 

Cys Gly Cys Thr Ala Asp Gly lie Tyr Tyr Lys Leu Gly Asp Ser Phe 
5205 5210 5215 

val Thr Asn Asp Cys ser Gin His cys Thr cys Ala ser Gin Gly He 
5220 5225 5230 

Leu Leu cys Glu Pro Tyr Gly Cys Arg Ala Gly Glu Ser Cys Met val 
5235 5240 5245 

Ala Asn Phe Thr Arg Gly Cys Phe Gin Asp Ser Pro Cys Leu Gin Asn 
5250 5255 5260 

Pro Cys His Asn Asp Gly Arg Cys Glu Glu Gin Gly Ala Thr Phe lie 
5265 5270 5275 5280 

Cys His Cys Asp Phe Gly Tyr Gly Gly Glu Phe Cys Thr Glu Pro Gin 
5285 5290 5295 

Asp lie Thr Thr Arg Lys Lys lie Glu Ala Ser Ser Leu Val Ala lie 
5300 5305 5310 

Leu Pro Gly val Leu Val Met val Leu val Pro val Leu Leu Pro Arg 
5315 5320 5325 

val Tyr val Tyr Met Ala Thr Arg Thr Thr Met Gly Arg Arg Arg Met 
5330 5335 5340 

Lys Arg Lys Glu Lys Lys Leu Leu Arg Gin Ser Arg Leu Arg Leu Glu 
5345 5350 5355 5360 

Asp Ala Asp val Pro Glu Pro Thr Phe Lys Ala Thr Glu Phe 
5365 5370 

<210> 76 

<211> 2601 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Met Val Pro Pro Val Trp Thr Leu Leu Leu Leu Val Gly Ala Ala Leu 
15 10 15 

Phe Arg Lys Glu Lys Pro Pro Asp Gin Lys Leu Val val Arg Ser Ser 
20 25 30 

Arg Asp Asn Tyr val Leu Thr Gin Cys Asp Phe Glu Asp Asp Ala Lys 
35 40 45 

Pro Leu Cys Asp Trp Ser Gin val Ser Ala Asp Asp Glu Asp Trp Val 
50 55 60 

Arg Ala Ser Gly Pro Ser Pro Thr Gly Ser Thr Gly Ala Pro Gly Gly 
65 70 75 80 
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Tyr Pro Asn Gly Glu Gly Ser Tyr Leu His Met G"lu Ser Asn Ser Phe 
85 90 95 

His Arg Gly Gly val Ala Arg Leu Leu Ser Pro Asp Leu Trp Glu Gin 
100 105 110 

Gly Pro Leu Cys Val His Phe Ala His His Met Phe Gly Leu Ser Trp 
115 120 125 

Gly Ala Gin Leu Arg Leu Leu Leu Leu ser Gly Glu Glu Gly Arg Arg 
130 135 140 

Pro Asp Val Leu Trp Lys His Trp Asn Thr Gin Arg Pro Ser Trp Met 
145 150 155 160 

Leu Thr Thr Val Thr Val Pro Ala Gly Phe Thr Leu Pro Thr Arg Leu 
165 170 175 

Met Phe Glu Gly Thr Arg Gly Ser Thr Ala Tyr Leu Asp lie Ala Leu 
180 185 190 

Asp Ala Leu Ser lie Arg Arg Gly ser cys Asn Arg val cys Met Met 
195 200 205 

Gin Thr Cys Ser Phe Asp lie Pro Asn Asp Leu Cys Asp Trp Thr Trp 
210 215 220 

lie Pro Thr Ala Ser Gly Ala Lys Trp Thr Gin Lys Lys Gly Ser Ser 
225 230 235 240 

Gly Lys Pro Gly Val Gly Pro Asp Gly Asp Phe Ser Ser Pro Gly ser 
245 250 255 

Gly Cys Tyr Met Leu Leu Asp Pro Lys Asn Ala Arg Pro Gly Gin Lys 
260 265 270 

Ala Val Leu Leu Ser Pro Val Ser Leu Ser Ser Gly Cys Leu Ser Phe 

275 280 285 

Ser Phe His Tyr lie Leu Arg Gly Gin Ser Pro Gly Ala Ala Leu His 
290 295 300 

lie Tyr Ala Ser Val Leu Gly Ser lie Arg Lys His Thr Leu Phe Ser 
305 310 315 320 

Gly Gin Pro Gly Pro Asn Trp Gin Ala val Ser Val Asn Tyr Thr Ala 
325 330 335 

val Gly Arg lie Gin Phe Ala val Val Gly val Phe Gly Lys Thr Pro 
340 345 350 

Glu Pro Ala val Ala Val Asp Ala Thr ser lie Ala Pro Cys Gly Glu 
355 360 365 

Gly Phe Pro Gin cys Asp Phe Glu Asp Asn Ala His Pro Phe cys Asp 
370 375 380 

Trp val Gin Thr Ser Gly Asp Gly Gly His Trp Ala Leu Gly His Lys 
385 390 395 400 

Asn Gly Pro val His Gly Met Gly Pro Ala Gly Gly Phe Pro Asn Ala 
405 410 415 
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Gly Gly His Tyr lie Tyr Leu Glu Ala Asp Glu Phe Ser Gin Ala Gly 
420 425 430 

Gin Ser val Arg Leu val Ser Arg Pro Phe Cys Ala Pro Gly Asp lie 
435 440 445 

Cys val Glu Phe Ala Tyr His Met Tyr Gly Leu Gly Glu Gly Thr Met 
450 455 460 

Leu Glu Leu Leu Leu Gly Ser Pro Ala Gly Ser Pro Pro lie Pro Leu 
465 470 475 480 

Trp Lys Arg val Gly Ser Gin Arg Pro Tyr Trp Gin Asn Thr Ser val 
485 490 495 

Thr val Pro Ser Gly His Gin Gin Pro Met Gin Leu lie Phe Lys Gly 
500 505 510 

lie Gin Gly Ser Asn Thr Ala Ser Val val Ala Met Gly Phe lie Leu 
515 520 525 

lie Asn Pro Gly Thr Cys Pro Val Lys val Leu Pro Glu Leu Pro Pro 

530 ' 535 540 

val Ser Pro val Ser Ser Thr Gly Pro Ser Glu Thr Thr Gly Leu Thr 

545 550 555 560 

Glu Asn Pro Thr lie Ser Thr Lys Lys Pro Thr val Ser lie Glu Lys 
565 570 575 

Pro Ser val Thr Thr Glu Lys Pro Thr val Pro Lys Glu Lys Pro Thr 
580 585 590 

lie Pro Thr Glu Lys Pro Thr lie Ser Thr Glu Lys Pro Thr lie Pro 
595 600 605 

Ser Glu Lys Pro Asn Met Pro Ser Glu Lys Pro Thr lie Pro Ser Glu 
610 615 620 

Lys Pro Thr lie Leu Thr Glu Lys Pro Thr lie Pro Ser Glu Lys Pro 

625 630 635 640 

Thr lie Pro Ser Glu Lys Pro Thr lie Ser Thr Glu Lys Pro Thr Val 
645 650 655 

Pro Thr Glu Glu Pro Thr Thr Pro Thr Glu Glu Thr Thr Thr Ser Met 
660 665 670 

Glu Glu Pro Val lie Pro Thr Glu Lys Pro Ser lie Pro Thr Glu Lys 
675 680 685 

Pro Ser lie Pro Thr Glu Lys Pro Thr lie Ser Met Glu Glu Thr lie 
690 695 700 

lie Ser Thr Glu Lys Pro Thr lie Ser Pro Glu Lys Pro Thr lie Pro 
705 710 715 720 

Thr Glu Lys Pro Thr lie Pro Thr Glu Lys Ser Thr lie Ser Pro Glu 
725 730 735 

Lys Pro Thr Thr Pro Thr Glu Lys Pro Thr lie Pro Thr Glu Lys Pro 
740 745 750 
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Thr lie Ser pro Glu Lys Pro Thr Thr Pro Thr Glu Lys Pro Thr He 
755 760 765 

Ser pro Glu Lys Leu Thr lie Pro Thr Glu Lys Pro Thr lie Pro Thr 

770 * 775 780 

Glu Lys Pro Thr lie Pro Thr Glu Lys Pro Thr lie Ser Thr Glu Glu 
785 790 795 800 

Pro Thr Thr Pro Thr Glu Glu Thr Thr lie Ser Thr Glu Lys Pro Ser 
805 810 815 

lie Pro Met Glu Lys Pro Thr Leu Pro Thr Glu Glu Thr Thr Thr Ser 
820 825 830 

val Glu Glu Thr Thr He Ser Thr Glu Lys Leu Thr He Pro Met Glu 
835 840 845 

Lys Pro Thr lie ser Thr Glu Lys Pro Thr lie Pro Thr Glu Lys Pro 
850 855 860 

Thr lie Ser Pro Glu Lys Leu Thr lie Pro Thr Glu Lys Leu Thr lie 
865 870 875 880 

Pro Thr Glu Lys Pro Thr lie Pro lie Glu Glu Thr Thr lie Ser Thr 

885 890 895 

Glu Lys Leu Thr lie Pro Thr Glu Lys Pro Thr lie Ser Pro Glu Lys 
900 905 910 

Pro Thr lie Ser Thr Glu Lys Pro Thr lie Pro Thr Glu Lys Pro Thr 
915 920 925 

lie Pro Thr Glu Glu Thr Thr lie Ser Thr Glu Lys Leu Thr lie Pro 
930 935 940 

Thr Glu Lys Pro Thr lie Ser Pro Glu Lys Leu Thr lie Pro Thr Glu 
945 950 955 960 

Lys Pro Thr lie Ser Thr Glu Lys Pro Thr lie Pro Thr Glu Lys Leu 

965 970 975 

Thr lie Pro Thr Glu Lys Pro Thr lie Pro Thr Glu Lys Pro Thr lie 
980 985 990 

Pro Thr Glu Lys Leu Thr Ala Leu Arg Pro Pro His Pro Ser Pro Thr 
995 1000 1005 

Ala Thr Gly Leu Ala Ala Leu Val Met Ser Pro His Ala Pro Ser Thr 
1010 1015 1020 

Pro Met Thr Ser val lie Leu Gly Thr Thr Thr Thr Ser Arg Ser Ser 
1025 1030 1035 1040 

Thr Glu Arg Cys Pro Pro Asn Ala Arg Tyr Glu Ser Cys Ala Cys Pro 
1045 1050 1055 

Ala ser cys Lys ser Pro Arg Pro Ser Cys Gly Pro Leu Cys Arg Glu 
1060 1065 1070 

Gly cys val Cys Asn Pro Gly Phe Leu Phe Ser Asp Asn His Cys He 
1075 1080 1085 
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Gin Ala Ser ser cys Asn Cys Phe Tyr Asn Asn Asp Tyr Tyr Glu Pro 
1090 1095 1100 

Gly Ala Glu Trp Phe Ser Pro Asn Cys Thr Glu His Cys Arg Cys Trp 
1105 1110 1115 1120 

Pro Gly Ser Arg val Glu Cys Gin lie Ser Gin Cys Gly Thr His Thr 
1125 1130 1135 

Val Cys Gin Leu Lys Asn Gly Gin Tyr Gly Cys His Pro Tyr Ala Gly 
1140 1145 1150 

Thr Ala Thr Cys Leu Val Tyr Gly Asp Pro His Tyr Val Thr Phe Asp 
1155 1160 1165 

Gly Arg His Phe Gly Phe Met Gly Lys Cys Thr Tyr He Leu Ala Gin 
1170 1175 1180 

Pro Cys Gly Asn ser Thr Asp Pro Phe Phe Arg Val Thr Ala Lys Asn 
1185 1190 1195 1200 

Glu Glu Gin Gly Gin Glu Gly val Ser Cys Leu Ser Lys val Tyr Val 
1205 1210 1215 

Thr Leu Pro Glu Ser Thr Val Thr Leu Leu Lys Gly Arg Arg Thr Leu 
1220 1225 1230 

val Gly Gly Gin Gin val Thr Leu Pro Ala lie Pro Ser Lys Gly val 
1235 1240 1245 

Phe Leu Gly Ala Ser Gly Arg Phe Val Glu Leu Gin Thr Glu Phe Gly 
1250 1255 1260 

Leu Arg val Arg Trp Asp Gly Asp Gin Gin Leu Tyr Val Thr val Ser 
1265 1270 1275 1280 

Ser Thr Tyr Ser Gly Lys Leu Cys Gly Leu Cys Gly Asn Tyr Asp Gly 
1285 1290 1295 

Asn Ser Asp Asn Asp His Leu Lys Leu Asp Gly Ser Pro Ala Gly Asp 
1300 1305 1310 

Lys Glu Glu Leu Gly Asn Ser Trp Gin Thr Asp Gin Asp Glu Asp Gin 
1315 1320 1325 

Glu Cys Gin Lys Tyr Gin val Val Asn Ser Pro Ser Cys Asp Ser Ser 
1330 1335 1340 

Leu Gin Ser Ser Met Ser Gly Pro Gly Phe Cys Gly Arg Leu val Asp 
1345 1350 1355 1360 

Thr His Gly Pro Phe Glu Thr Cys Leu Leu His Val Lys Ala Ala Ser 
1365 1370 1375 

Phe Phe Asp Ser Cys Met Leu Asp Met Cys Gly Phe Gin Gly Leu Gin 
1380 1385 1390 

His Leu Leu Cys Thr His Met Ser Thr Met Thr Thr Thr Cys Gin Asp 
1395 1400 1405 

Ala Gly His Ala val Lys Pro Trp Arg Glu Pro His Phe Cys Pro Met 
1410 1415 1420 
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Ala Cys Pro Pro Asn Ser Lys Tyr Ser Leu Cys Ala Lys Pro Cys Pro 
1425 1430 1435 1440 

Asp Thr Cys His ser Gly Phe Ser Gly Met Phe Cys Ser Asp Arg Cys 
1445 1450 1455 

val Glu Ala Cys Glu Cys Asn Pro Gly Phe val Leu Ser Gly Leu Glu 
1460 1465 1470 

Cys lie Pro Arg ser Gin Cys Gly Cys Leu His Pro Ala Gly Ser Tyr 
1475 1480 1485 

Phe Lys Val Gly Glu Arg Trp Tyr Lys Pro Gly Cys Lys Glu Leu Cys 
1490 1495 1500 

Val Cys Glu ser Asn Asn Arg lie Arg Cys Gin Pro Trp Arg Cys Arg 
1505 1510 1515 1520 

Ala Gin Glu Phe Cys Gly Gin Gin Asp Gly lie Tyr Gly Cys His Ala 
1525 1530 1535 

Gin Gly Ala Ala Thr Cys Thr Ala Ser Gly Asp Pro His Tyr Leu Thr 
1540 1545 1550 

Phe Asp Gly Ala Leu His His Phe Met Gly Thr Cys Thr Tyr Val Leu 
1555 1560 1565 

Thr Arg Pro Cys Trp Ser Arg Ser Gin Asp Ser Tyr Phe val val Ser 
1570 1575 1580 

Ala Thr Asn Glu Asn Arg Gly Gly lie Leu Glu val Ser Tyr lie Lys 
1585 1590 1595 1600 

Ala val His val Thr Val Phe Asp Leu ser lie ser Leu Leu Arg Gly 
1605 1610 1615 

Cys Lys Val Met Leu Asn Gly His Arg val Ala Leu Pro Val Trp Leu 
1620 1625 1630 

Ala Gin Gly Arg Val Thr lie Arg Leu Ser Ser Asn Leu Val Leu Leu 
1635 1640 1645 

Tyr Thr Asn Phe Gly Leu Gin val Arg Tyr Asp Gly Ser His Leu val 
1650 1655 1660 

Glu Val Thr val Pro Ser Ser Tyr Gly Gly Gin Leu Cys Gly Leu Cys 
1665 1670 1675 1680 

Gly Asn Tyr Asn Asn Asn Ser Leu Asp Asp Asn Leu Arg Pro Asp Arg 
1685 1690 1695 

Lys Leu Ala Gly Asp Ser Met Gin Leu Gly Ala Ala Trp Lys Leu Pro 
1700 1705 1710 

Glu Ser Ser Glu Pro Gly Cys Phe Leu val Gly Gly Lys Pro Ser Ser 
1715 1720 1725 

Cys Gin Glu Asn ser Met Ala Asp Ala Trp Asn Lys Asn Cys Ala lie 
1730 1735 1740 

Leu lie Asn Pro Gin Gly Pro Phe ser Gin Cys His Gin val val Pro 
1745 1750 1755 1760 
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Pro Gin Ser Ser Phe Ala Ser Cys val His Gly Gin Cys Gly Thr Lys 
1765 1770 1775 

Gly Asp Thr Thr Ala Leu cys Arg Ser Leu Gin Ala Tyr Ala Ser Leu 
1780 1785 1790 

Cys Ala Gin Ala Gly Gin Ala Pro Ala Trp Arg Asn Arg Thr Phe Cys 
1795 1800 1805 

Pro Met Arg Cys Pro Pro Gly Ser Ser Tyr Ser Pro cys Ser ser Pro 
1810 1815 1820 

Cys Pro Asp Thr cys ser Ser lie Asn Asn Pro Arg Asp Cys Pro Lys 
1825 1830 1835 1840 

Ala Leu Pro Cys Ala Glu Ser cys Glu Cys Gin Lys Gly His lie Leu 
1845 1850 1855 

Ser Gly Thr Ser cys val Pro Leu Gly Gin Cys Gly Cys Thr Asp Pro 
1860 1865 1870 

Ala Gly Ser Tyr His Pro Val Gly Glu Arg Trp Tyr Thr Glu Asn Thr 
1875 1880 1885 

Cys Thr Arg Leu Cys Thr Cys Ser Val His Asn Asn lie Thr Cys Phe 
1890 1895 1900 

Gin Ser Thr cys Lys Pro Asn Gin lie cys Trp Ala Leu Asp Gly Leu 
1905 1910 1915 1920 

Leu Arg Cys Arg Ala Ser Gly Val Gly Val Cys Gin Leu Pro Gly Glu 
1925 1930 1935 

ser His Tyr val ser Phe Asp Gly Ser Asn His Ser He Pro Asp Ala 
1940 1945 1950 

Cys Thr Leu val Leu val Lys Val Cys His Pro Ala Met Ala Leu Pro 
1955 1960 1965 

Phe Phe Lys He Ser Ala Lys His Glu Lys Glu Glu Gly Gly Thr Glu 
1970 1975 1980 

Ala Phe Arg Leu His Glu val Tyr lie Asp lie Tyr Asp Ala Gin val 
1985 " 1990 1995 2000 

Thr Leu Gin Lys Gly His Arg val Leu lie Asn Ser Lys Gin val Thr 
2005 2010 2015 

Leu Pro Ala lie Ser Gin lie Pro Gly val ser Val Lys Ser Ser Ser 
2020 2025 2030 

lie Tyr Ser lie val Asn lie Lys lie Gly val Gin val Lys Phe Asp 
2035 2040 2045 

Gly Asn His Leu Leu Glu lie Glu lie Pro Thr Thr Tyr Tyr Gly Lys 
2050 2055 2060 

val cys Gly Met Cys Gly Asn Phe Asn Asp Glu Glu Glu Asp Glu Leu 
2065 2070 2075 2080 

Met Met Pro Ser Asp Glu val Ala Asn ser Asp Ser Glu Phe val Asn 
2085 2090 2095 
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ser Trp Lys Asp Lys Asp lie Asp Pro ser Cys Gin ser Leu Leu val 
2100 2105 2110 

Asp Glu Gin Gin lie Pro Ala Glu Gin Gin Glu Asn Pro ser Gly Asn 
2115 2120 2125 

Cys Arg Ala Ala Asp Leu Arg Arg Ala Arg Glu Lys Cys Glu Ala Ala 
2130 2135 2140 

Leu Arg Ala Pro Val Trp Ala Gin Cys Ala Ser Arg lie Asp Leu Thr 
2145 2150 2155 2160 

Pro Phe Leu val Asp Cys Ala Asn Thr Leu Cys Glu Phe Gly Gly Leu 
2165 2170 2175 

Tyr Gin Ala Leu Cys Gin Ala Leu Gin Ala Phe Gly Ala Thr Cys Gin 
2180 2185 2190 

ser Gin Gly Leu Lys Pro Pro Leu Trp Arg Asn Ser Ser Phe Cys Pro 
2195 2200 2205 

Leu Glu Cys Pro Ala Tyr Ser Ser Tyr Thr Asn Cys Leu Pro Ser Cys 
2210 2215 2220 

Ser Pro Ser Cys Trp Asp Leu Asp Gly Arg Cys Glu Gly Ala Lys val 
2225 2230 2235 2240 

pro Ser Ala Cys Ala Glu Gly Cys lie Cys Gin Pro Gly Tyr val Leu 
2245 2250 2255 

Ser Glu Asp Lys Cys Val Pro Arg Ser Gin Cys Gly Cys Lys Asp Ala 
2260 2265 2270 

His Gly Gly Ser lie Pro Leu Gly Lys Ser Trp val Ser ser Gly Cys 
2275 2280 2285 

Thr Glu Lys Cys val Cys Thr Gly Gly Ala lie Gin Cys Gly Asp Phe 
2290 2295 2300 

Arg Cys Pro Ser Gly Ser His Cys Gin Leu Thr Ser Asp Asn Ser Asn 
2305 2310 2315 2320 

Ser Asn Cys Val Ser Asp Lys Ser Glu Gin Cys ser val Tyr Gly Asp 
2325 2330 2335 

Pro Arg Tyr Leu Thr Phe Asp Gly Phe Ser Tyr Arg Leu Gin Gly Arg 
2340 2345 2350 

Met Thr Tyr val Leu lie Lys Thr Val Asp val Leu Pro Glu Gly Val 
2355 2360 2365 

Glu Pro Leu Leu Val Glu Gly Arg Asn Lys Met Asp Pro Pro Arg Ser 
2370 2375 2380 

Ser lie Phe Leu Gin Glu val lie Thr Thr val Tyr Gly Tyr Lys val 
2385 2390 2395 2400 

Gin Leu Gin Ala Gly Leu Glu Leu val Val Asn Asn Gin Lys Met Ala 
2405 2410 2415 

val Pro Tyr Arg Pro Asn Glu His Leu Arg val Thr Leu Trp Gly Gin 
2420 2425 2430 
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Arg Leu Tyr Leu val Thr Asp Phe Glu Leu val val Ser phe Gly Gly 
2435 2440 2445 

Arg Lys Asn Ala val lie Ser Leu Pro Ser Met Tyr Glu Gly Leu val 
2450 2455 2460 

Ser Gly Leu Cys Gly Asn Tyr Asp Lys Asn Arg Lys Asn Asp Met Met 
2465 2470 2475 2480 

Leu Pro Ser Gly Ala Leu Thr Gin Asn Leu Asn Thr Phe Gly Asn Ser 
2485 2490 2495 

Trp Glu Val Lys Thr Glu Asp Ala Leu Leu Arg Phe Pro Arg Ala lie 
2500 2505 2510 

Pro Ala Glu Glu Glu Gly Gin Gly Ala Glu Leu Gly Leu Arg Thr Gly 
2515 2520 2525 

Leu Gin Val Ser Glu Cys Ser Pro Glu Gin Leu Ala Ser Asn Ser Thr 
2530 2535 2540 

Gin Ala Cys Arg val Leu Ala Asp Pro Gin Gly Pro Phe Ala Ala Cys 
2545 2550 2555 2560 

His Gin Thr Val Ala Pro Glu Pro Phe Gin Glu His Cys val Leu Asp 
2565 2570 2575 

Leu Cys Ser Ala Gin Asp Pro Arg Glu Gin Glu Glu Leu Arg Cys Gin 
2580 2585 2590 

val Leu Ser Gly Trp Ala Ala Ala Phe 
2595 2600 

<210> 77 
<211> 170 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: mam domain 
sequence 

<400> 77 

Cys Asp Phe Glu Asp Gly Ser His Pro Phe Cys Gly Trp Ser Gin Asp 
15 10 15 

Ser Gly Asp Asp Gly Asp Asp Leu Gin Trp Thr Arg val Asn Ser Ala 
20 25 30 

Thr Gly Gly Ser Thr Gly Pro Arg Gly Asp His Thr Thr Gly Asn Gly 
35 40 45 

His Tyr Met Tyr val Asp Thr Ser Ser Gly Leu Leu Gin Glu Gly Gin 
50 55 60 

Lys Ala Arg Leu Leu Ser Pro Pro Leu Pro Pro Asn Arg Ser Pro Glu 
65 " 70 75 ' 80 

Cys Cys Leu Thr Phe Trp Tyr His Met Tyr Gly Ser Gly Val Gly Thr 
85 90 95 

Pro Gly Leu Asn val Tyr val Arg Glu Asn Gly Glu Thr Leu Leu Trp 
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100 105 110 

ser Arg Ser Gly His Gin Gly Gly Gin Trp Leu Leu Ala Glu val Thr 
115 120 125 

Leu Pro Thr Phe ser Thr Lys Pro Phe Gin val val Phe Glu Gly Thr 
130 135 140 

Arq Gly Gly Gly Ser Arq Gly Gly lie Ala Leu Asp Asp lie Ser Leu 
145 150 155 160 

Ser Thr His lie Glu Gly Pro Cys Asn Gin 
165 170 

<210> 78 
<211> 170 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: MAM domain 
sequence 

<400> 78 

Cys Asp Phe Glu Asp Gly Ser His Pro Phe Cys Gly Trp Ser Gin Asp 
15 10 15 

Ser Gly Asp Asp Gly Asp Asp Leu Gin Trp Thr Arg Val Asn Ser Ala 
20 25 30 

Thr Gly Gly Ser Thr Gly Pro Arg Gly Asp His Thr Thr Gly Asn Gly 
35 40 45 

His Tyr Met Tyr val Asp Thr Ser Ser Gly Leu Leu Gin Glu Gly Gin 
50 55 60 

Lys Ala Arg Leu Leu Ser Pro Pro Leu Pro Pro Asn Arg Ser Pro Glu 
65 70 75 80 

Cys Cys Leu Thr Phe Trp Tyr His Met Tyr Gly Ser Gly val Gly Thr 
85 90 95 

Pro Gly Leu Asn val Tyr Val Arg Glu Asn Gly Glu Thr Leu Leu Trp 
100 105 110 

Ser Arg Ser Gly His Gin Gly Gly Gin Trp Leu Leu Ala Glu val Thr 
115 120 125 

Leu Pro Thr Phe Ser Thr Lys Pro Phe Gin val Val Phe Glu Gly Thr 
130 135 140 

Arg Gly Gly Gly Ser Arg Gly Gly lie Ala Leu Asp Asp lie Ser Leu 
145 150 155 160 

Ser Thr His lie Glu Gly Pro Cys Asn Gin 
165 170 

<210> 79 

<211> 812 

<212> PRT 

<213> Homo sapiens 
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<400> 79 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro val Pro Gly Ala Gly val Leu Gin 
20 25 30 

Gly His lie Pro Gly Gin Pro val Thr Pro His Trp val Leu Asp Gly 
35 40 45 

Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 
50 55 60 

Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 
65 70 75 80 

Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 
85 90 95 

Tyr Gly Pro Asp Gly Gin Pro val val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arg val Arg Gly Phe Pro Asp Ser Trp val 
115 120 125 

val Leu Cys Thr Cys ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 
130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 185 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie val Ala Asp His Thr Leu Phe Leu 
210 215 220 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 
225 230 235 240 

Ala Asn Tyr val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin val Ala 
245 250 255 

Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg val Thr 
260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 
275 280 285 

Leu Trp Ala Gin Arg Pro His Asp ser Ala Gin Leu Leu Thr Gly Arg 
290 295 300 

Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 
305 310 315 320 

Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu Pro 
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325 330 335 

lie Gly Ala Ala Ala Thr Met Ala His Glu He Gly His Ser Leu Gly 
340 345 350 

Leu Ser His Asp Pro Asp Gly Cys Cys val Glu Ala Ala Ala Glu Ser 
355 360 365 

Gly Gly Cys val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg val 
370 375 380 

Phe Ser Ala Cys ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 
385 390 395 400 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro val Pro 
405 410 415 

Pro Ala Leu Cys Gly Asn Gly Phe val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 
450 455 460 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe cys Thr Gly Thr Ser Ser His Cys Pro 
485 490 495 

Pro Asp val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 
500 505 510 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Gly ser His Pro Ala Pro Glu Ala Cys Phe Gin Val 
530 535 540 

Val Asn ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu 
545 550 555 560 

Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu 
565 570 575 

Gin Cys Gin Gly Gly Lys Pro ser Leu Leu Ala Pro His Met Val Pro 
580 585 590 

val Asp Ser Thr Val His Leu Asp Gly Gin Glu Val Thr Cys Arg Gly 
595 600 605 

Ala Leu Ala Leu Pro ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 
610 615 620 

val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met val cys Gin Ser Arg 
625 630 635 640 

Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala 
645 650 655 

cys His Ser His Gly val Cys Asn ser Asn His Asn cys His Cys Ala 
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660 665 670 

Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser 
675 680 685 

Met Asp Ser Gly Pro val Gin Ala Glu Asn His Asp Thr Phe Leu Leu 
690 695 700 

Ala Met Leu Leu Ser Val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu 
705 710 715 720 

Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys Ser 
725 730 735 

Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly Pro 
740 745 750 

His Arg Asp His Pro Leu Gly Gly val His Pro Met Glu Leu Gly Pro 
755 760 765 

Thr Ala Thr Gly Gin Pro Trp Pro Leu Asp Pro Glu Asn Ser His Glu 
770 775 780 

Pro Ser ser His Pro Glu Lys Pro Leu Pro Ala val ser Pro Asp Pro 
785 790 795 800 

Gin Asp Gin Val Gin Met Pro Arg Ser Cys Leu Trp 
805 810 

<210> 80 

<211> 728 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His Tyr Gly Pro Asp Gly 
1 5 10 15 

Gin Pro Val val Leu Ala Pro Asn His Thr Asp His cys His Tyr Gin 
20 25 30 

Gly Arg Val Arg Gly Phe Pro Asp Ser Trp val val Leu Cys Thr Cys 
35 40 45 

Ser Gly Met Ser Gly Leu lie Thr Leu ser Arg Asn Ala Ser Tyr Tyr 
50 55 60 

Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp Phe Ser Thr His Glu 
65 70 75 80 

lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys Gly Thr cys Gly His 
85 90 95 

Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser Leu Pro Gly Gly Pro 
100 105 110 

Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr Arg Lys Tyr Leu Glu 
115 120 125 

Leu Tyr lie val Ala Asp His Thr Leu Phe Leu Thr Arg His Arg Asn 
130 135 140 
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Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val Ala Asn Tyr Val Asp 
145 150 155 160 

Gin Leu Leu Arg Thr Leu Asp He Gin val Ala Leu Thr Gly Leu Glu 
165 170 175 

Val Trp Thr Glu Arg Asp Arg Ser Arg val Thr Gin Asp Ala Asn Ala 
180 185 190 

Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly Leu Trp Ala Gin Arg 
195 200 205 

Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg Ala Phe Gin Gly Ala 
210 215 220 

Thr Val Gly Leu Ala Pro val Glu Gly Met Cys Arg Ala Glu Ser Ser 
225 230 235 240 

Gly Gly val Ser Thr Asp His ser Glu Leu Pro lie Gly Ala Ala Ala 
245 250 255 

Thr Met Ala His Glu lie Gly His Ser Leu Gly Leu ser His Asp Pro 
260 265 270 

Asp Gly Cys Cys val Glu Ala Ala Ala Glu Ser Gly Gly Cys val Met 
275 280 285 

Ala Ala Ala Thr Gly His Pro Phe Pro Arg val Phe Ser Ala Cys Ser 
290 295 300 

Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly Gly Gly Ala Cys Leu 
305 310 315 320 

Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro Pro Ala Leu Cys Gly 
325 330 335 

Asn Gly Phe val Glu Ala Gly Glu Glu Cys Asp Cys Gly Pro Gly Gin 
340 345 350 

Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn Cys ser Leu Arg Pro 
355 360 365 

Gly Ala Gin cys Ala His Gly Asp Cys Cys val Arg Cys Leu Leu Lys 
370 375 380 

Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly Asp cys Asp Leu Pro 
385 390 395 400 

Glu Phe Cys Thr Gly Thr Ser Ser His cys Pro Pro Asp Val Tyr Leu 
405 410 415 

Leu Asp Gly ser Pro Cys Ala Arg Gly Ser Gly Tyr Cys Trp Asp Gly 
420 425 430 

Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin Leu Trp Gly Pro Gly 
435 440 445 

Ser His Pro Ala Pro Glu Ala Cys Phe Gin val val Asn ser Ala Gly 
450 455 460 

Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu Gly His Phe Leu Pro 
465 470 475 480 
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cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu Gin Cys Gin Gly Gly 
485 490 495 

Lys Pro Ser Leu Leu Ala Pro His Met val Pro val Asp Ser Thr val 
500 505 510 

His Leu Asp Gly Gin Glu val Thr Cys Arg Gly Ala Leu Ala Leu Pro 
515 520 525 

Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu Val Glu Pro Gly Thr 
530 535 540 

Gin Cys Gly Pro Arg Met Val Cys Gin Ser Arg Arg Cys Arg Lys Asn 
545 550 555 560 

Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala Cys His Ser His Gly 

565 ' 570 575 

val Cys Asn Ser Asn His Asn Cys His Cys Ala Pro Gly Trp Ala Pro 
580 585 590 

Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser Met Asp Ser Gly Pro 
595 600 605 

Val Gin Ala Glu Asn His Asp Thr Phe Leu Leu Ala Met Leu Leu Ser 
610 615 620 

Val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu Ala Trp Cys Cys Tyr 
625 630 635 640 

Arg Leu Pro Gly Ala His Leu Gin Arg cys Ser Trp Gly Cys Arg Arg 
645 650 655 

Asp Pro Ala cys Ser Gly Pro Lys Asp Gly Pro His Arg Asp His Pro 
660 665 670 

Leu Gly Gly val His Pro Met Glu Leu Gly Pro Thr Ala Thr Gly Gin 

675 680 685 

Pro Trp Pro Leu Asp Pro Glu Asn Ser His Glu Pro Ser Ser His Pro 
690 695 700 

Glu Lys Pro Leu Pro Ala val Ser Pro Asp Pro Gin Ala Asp Gin val 
705 710 715 720 

Gin Met Pro Arg Ser Cys Leu Trp 

725 

<210> 81 

<211> 802 

<212> PRT 

<213> Homo sapiens 

<400> 81 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly val Leu Gin 
20 25 30 

Gly His He Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp Gly 
35 40 45 
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Gin Pro Trp Arg Thr val ser Leu Glu Glu Pro val ser Lys Pro Asp 
50 55 60 

Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 
65 70 75 80 

Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 
85 90 95 

Tyr Gly Pro Asp Gly Gin Pro val Val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arg val Arg Gly Phe Pro Asp Ser Trp Val 
115 120 125 

Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 
130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 " 185 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu 
210 215 220 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu val 
225 230 235 240 

Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala 
245 250 255 

Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg ser Arg val Thr 
260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 
275 280 285 

Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 
290 295 300 

Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 
305 310 ' 315 320 

Arg Ala Glu Ser Ser Gly Gly val Ser Thr Asp His Ser Glu Leu Pro 
325 330 335 

lie Gly Ala Ala Ala Thr Met Ala His Glu lie Gly His Ser Leu Gly 
340 345 350 

Leu Ser His Asp Pro Asp Gly Cys Cys val Glu Ala Ala Ala Glu Ser 
355 360 365 

Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg Val 
370 375 380 
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Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 
385 390 395 400 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro 
405 410 415 

Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 
450 455 460 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 
485 490 495 

Pro Asp val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 
500 505 510 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala Cys Phe Gin val 
530 535 540 

val Asn ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu 
545 550 555 560 

Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu 
565 570 575 

Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met val Pro 
580 585 590 

Val Asp Ser Thr val His Leu Asp Gly Gin Glu Val Thr Cys Arg Gly 
595 600 605 

Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 
610 615 620 

Val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val Cys Gin Ser Arg 
625 630 635 640 

Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala 
645 650 655 

Cys His Ser His Gly Ala Gly Leu His Pro Ser val Thr Ser Gin Ala 
660 665 670 

Leu val Ala Ala Trp Thr val Ala Leu cys Arg Leu Lys Thr Met Thr 
675 680 685 

Pro Ser Cys Trp Pro Cys Ser Ser Ala Ser Cys Cys Leu Cys Ser Gin 
690 695 700 

Gly Pro Ala Trp Pro Gly Val Ala Thr Asp Ser Gin Glu Pro lie Cys 
705 710 715 720 
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Ser Asp Ala Ala Gly 
725 

Lys Met Ala His Thr 
740 

Ser Trp Ala Pro Gin 

755 

Thr Leu Met Ser Pro 
770 

Arg Leu Thr Pro Lys 
785 

Glu Arg 



<210> 82 

<211> 685 

<212> PRT 

<213> Mus musculus 

<400> 82 

Asp His Cys Gin Tyr 



Val val Leu Ser Thr 
20 

Ser Lys val Ser Tyr 
35 

Asp Phe Pro Thr His 
50 

Arg Gly val Gin Arg 
65 

Ser Leu Pro His val 
85 

Ser Pro Arg Tyr Leu 
100 

Leu Leu Gin His Gin 
115 

Val Ala Asn Cys val 
130 

val Leu Thr Gly Leu 
145 

Thr Gin Asp Ala Asn 
165 

Gly val Trp Ala Arg 
180 

Arg Thr Phe Gin Gly 
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Ala Ala Glu Gly Thr Leu Arg Ala val Ala Pro 
730 735 

Gly Thr Thr Pro Trp Ala Ala Phe Thr Pro Trp 
745 750 

Pro Leu Asp Ser Pro Gly Pro Trp Thr Leu Arg 
760 765 

Ala Ala Thr Leu Arg Ser Leu Cys Gin Gin Ser 
775 780 

lie Lys Ser Arg cys Gin Asp Pro Ala ser Gly 
790 795 800 



His Gly Arg val 
Cys Ser 
Tyr Leu 



Arg Gly Phe Arg 



Glu Ser Trp 
15 



Gly Met 
25 



Ser Gly Leu lie val Leu Ser 
30 



Gin Pro Arg Thr Pro Gly 
40 ~ 45 

Glu lie Phe Arg Met Glu Gin Leu 
55 60 

Asp Lys Asn Ser Gin Tyr Lys Ala 
70 75 

Pro Gin Ser Arg val Arg Arg Glu 
90 

Glu Leu Tyr lie Val Ala Asp His 
105 



Asn Leu Asn His 
120 



Asp Gin 
135 



Glu val 
150 



lie Leu 
Trp Thr 
Leu Trp 



Glu Thr 
Arg Pro 
Thr Thr val Gly 



Thr Arg Gin Arg 
125 



Arg Thr Leu Asp 
140 



Glu Gin Asp Leu 
155 



Ala Phe Leu Gin 
170 



Asp Thr Lys 
Phe Thr Trp 



Gly Met Ala 
80 



Ala Arg Arg 
95 



Thr Leu Phe 
110 



Leu Leu Glu 
lie Gin Leu 



Ser Arg lie 
160 



Trp Arg Arg 
175 



' HIS Asp 

185 



Ser Thr Gin Leu 



Leu Ala Pro val 
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Leu Thr Gly 
190 



Glu Asp Met 
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195 200 205 

Pro Arg Gly Glu Leu Ser Phe Gly Gly Val Ser Thr Asp His Ser Glu 
210 215 220 

Leu Pro lie Gly Thr Ala Ala Thr Met Ala His Glu lie Gly His Ser 
225 230 235 240 

Leu Gly Leu His His Asp Pro Glu Gly Cys cys val Gin Ala Asp Ala 
245 250 255 

Glu Gin Gly Gly cys val Met Glu Ala Ala Thr Gly His Pro Phe Pro 
260 265 270 

Arq val Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Thr Phe Phe Arg 
275 280 285 

Lys Gly Gly Gly Pro Cys Leu Ser Asn Thr Ser Ala Pro Gly Leu Leu 
290 295 300 

Val Leu Pro Ser Arg Cys Gly Asn Gly Phe Leu Glu Ala Gly Glu Glu 
305 310 315 320 

Cys Asp Cys Gly Ser Gly Gin Lys Cys Pro Asp Pro Cys Cys Phe Ala 
325 330 335 

His Asn Cys Ser Leu Arg Ala Gly Ala Gin Cys Ala His Gly Asp Cys 
340 " 345 350 

Cys Ala Arg Cys Leu Leu Lys Ser Ala Gly Thr Pro Cys Arg Pro Ala 
355 360 365 

Ala Thr Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Pro Tyr 
370 375 380 

Cys Pro Ala Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Glu Gly 
385 390 395 400 

Arg Gly Tyr Cys Leu Asp Gly Trp Cys Pro Thr Leu Glu Gin Gin Cys 
405 410 415 

Gin Gin Leu Trp Gly Pro Gly Ser Lys Pro Ala Pro Glu Pro Cys Phe 
420 425 430 

Gin Gin Met Asn Ser Met Gly Asn Ser Gin Gly Asn cys Gly Gin Asp 
435 440 445 

His Lys Gly Ser Phe Leu Pro Cys Ala Gin Arg Asp Ala Leu Cys Gly 
450 455 460 

Lys Leu Leu Cys Gin Gly Gly Glu Pro Asn Pro Leu val Pro His lie 
465 470 475 480 

Val Thr Met Asp Ser Thr lie Leu Leu Glu Gly Arg Glu val Val Cys 
485 490 495 

Arg Gly Ala Phe val Leu Pro Asp Ser His Leu Asp Gin Leu Asp Leu 
500 505 510 

Gly Leu val Glu Pro Gly Thr Gly Cys Gly Pro Arg Met Val Cys Gin 
515 520 525 

Asp Arg His Cys Gin Asn Ala Thr Ser Gin Glu Leu Glu Arg Cys Leu 
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530 



535 
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540 



Thr Ala Cys His Asn Gly Gly val Cys Asn ser Asn Arg Asn Cys His 
545 550 555 560 

Cys Ala Ala Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Leu Gly 
565 570 575 

Gly ser val Asp Ser Gly Pro Ala Gin ser Ala Asn Arg Asp Ala Phe 
580 585 590 

pro Leu Ala Met Leu Leu ser Phe Leu Leu Pro Leu Leu Pro Gly Ala 
595 600 605 

Gly Leu Ala Trp Cys Tyr Gin Leu Pro Thr Phe Cys His Arg Arg Gly 
610 615 620 

Leu Cys Cys Arg Arg Asp Pro Leu Trp Asn Arg Asp lie Pro Leu Gly 
625 630 635 640 

Ser val His Pro Val Glu Phe Gly Ser lie lie Thr Gly Glu Pro Ser 
645 650 655 

Pro Pro Pro Pro Trp Thr Ser Cys Gin Gin Arg Ser His Pro Pro ser 
660 665 " 670 

Leu Asp Leu Leu Ser Asp Pro Ala Asn Ser Glu Leu Thr 
675 680 685 



<210> 83 
<211> 914 
<212> PRT 

<213> Xenopus laevis 
<400> 83 

Met Gly Thr Glu Gly Arg Leu Ser Thr Trp Leu Gly Leu Gly Ala Val 

1 5 10 15 

lie Val Gly Leu Leu Leu Pro Pro val Leu Thr Leu Gly Ala His Gin 

20 25 30 

Gly Glu Leu val Thr Ala Phe Trp Leu Gin Asn Gly Arg Ala Lys Arg 
35 40 45 

Ser Val Asp Leu Leu Asp Lys Gly Thr Pro Asp Gly Gly Glu lie Leu 
50 55 60 

val Ser Ser Glu Gly Arg Lys Phe lie Leu Lys Val Glu Arg Asn His 
65 70 75 80 

Leu Leu Phe Ala Pro Gly Tyr Thr Glu Thr His Tyr Thr Asp Gly Gin 
85 90 95 

Met Val Thr Leu Ser Pro Asn His Thr Glu His Cys Tyr Tyr His Gly 
100 105 110 

Gin Val Glu Asn Tyr Asp Glu Ser Ser val Ala Leu Thr Thr Cys Ser 
115 120 125 

Gly lie Ser Gly Leu lie Trp Leu Ser Thr Asn Asn Ser Tyr Tyr Leu 



130 




140 
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Lys Pro Leu Glu Val Pro Gly Lys Glu Thr His Thr Leu Val Arg Thr 
145 150 155 160 

Glu His Leu Leu lie Lys Glu Gly Ser Cys Gly His Asp Gly His Ser 
165 170 175 

Gly Ser Thr Ala Ser Tyr Leu Gin Glu Phe Thr Ala Pro Ser Ser His 
180 185 190 

His His Arg val Arg Arg Asn val Trp Arg Ser Gin Lys Tyr Met Glu 
195 200 205 

Leu Phe lie Val Ala Asp Tyr Ser Met Phe Met Lys Gin Asn Arg Asn 
210 215 220 

Leu Gly Ser Thr Lys Gin Arg val Leu Glu lie Ala Asn Tyr val Asp 
225 230 235 240 

Lys Phe Tyr Met Ser Met Asn lie Lys Val Ala Leu lie Gly Leu Glu 
245 250 255 

val Trp Thr Glu Arg Asp Gin Cys Glu val Asn Asp Asp Ala Asn Asp 
260 265 270 

Ser Leu Lys Ser Phe Leu Gin Trp Lys Gin Lys Leu Arg ser Arg Lys 
275 280 285 

Lys His Asp Asn Ala Gin Leu Tie Thr Gly Val Thr Phe Lys Gly Thr 
290 295 300 

Thr lie Gly Met Ala Pro Leu Glu Gly Met Cys Thr Ala Glu Asn Ser 
305 310 315 320 

Gly Gly Val Ser Met Asp His Ser Glu Asn Ala lie Gly Ala Ala Ala 
325 330 335 

Thr Met Ala His Glu lie Gly His Asn Phe Gly Met Ser His Asp Asp 
340 345 ' 350 

Gly Cys Cys Val Glu Ala Thr Pro Glu Gin Gly Gly Cys He Met Ala 
355 360 365 

Ala Ala Thr Gly His Pro Phe Pro Arg Lys Phe Ser Ser Cys Ser Gin 
370 375 380 

Lys Gin Leu Met Ser Tyr Phe Gin Lys Gly Gly Gly Met cys Leu Phe 
385 390 395 400 

Asn Met Pro Asn Thr Lys Asp Leu Val Met Gly Lys Lys Cys Gly Asn 
405 410 ' 415 

Gly Phe Leu Glu Glu Gly Glu Gin Cys Asp Cys Gly Glu Pro Glu Glu 
420 425 430 

Cys Thr Asn ser Cys Cys Asn Ala Asn Asn Cys Thr Leu Lys Ala Gly 
435 "440 445 

Ala Gin Cys Ala His Gly Glu Cys Cys Gin Asp Cys Lys Leu Lys ser 
450 455 460 

Ala Gly Thr Gin Cys Arg Glu Met Ala Gly Ser Cys Asp Leu Pro Glu 
465 470 475 480 
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Phe Cys Thr Gly Asp Ala Pro Ser Cys Pro Ser Asn val Tyr Lys Leu 
485 490 495 

Asp Gly Ser Leu Cys Ala Asp Gly Asn Ala Tyr Cys Tyr Asn Gly Met 
500 505 510 

Cys Leu Thr His Gin Gin Gin Cys lie His Leu Trp Gly Ser Gly Ala 
515 520 525 

val val Ala Pro Asn Phe Cys Phe Gin Asp val Asn Lys Ala Gly Asp 
530 535 540 

Gin Tyr Gly Asn Cys Gly Lys Asn Gly Arg Gly Gin Phe Val Lys Cys 
545 550 555 560 

Thr Ser Arg Asp Ala Lys Cys Gly Lys lie Gin Cys Gin Thr Ser Ser 
565 570 575 

Glu Lys Pro Arg Asp Pro Ser Met val Lys Val Asp Asn Thr lie lie 
580 585 590 

lie Asn Gly Tyr Lys Met Lys Cys Gin Gly Val His Ala Tyr Ser Met 
595 600 605 

Gin Glu Glu Glu Gly Asp Pro Gly Leu val Met Thr Gly Thr Lys Cys 
610 615 620 

Gly Asp Gly Met val Cys Lys Asp Arg Arg Cys Gin Asn Ala Ser Phe 
625 630 635 640 

Phe Glu Leu Asp Gin Cys val Ser Lys Cys Asn Gly His Gly val Cys 
645 650 655 

Asn Ser Asn Arg Asn Cys His Cys Asp Ser Gly Trp Ala Pro Pro Tyr 
660 665 670 

Cys Asp Lys Pro Gly Pro Gly Gly Ser Gin Asp Ser Gly Pro Ala Pro 

675 680 685 

Ser Asp Leu Pro Val Gly Val Thr lie Phe Leu Val lie Leu Phe Leu 
690 695 700 

val Leu Leu Leu Ala Leu Ala Phe Ala Met Val Tyr Trp Tyr Arg Lys 
705 710 715 720 

Pro Gly Ser Leu Leu Asn Arg Trp Leu Met Lys Ser Lys Ala Lys Cys 
725 730 735 

Ser Leu Cys Lys Ala Thr Gin Pro Lys Ala Asn Arg Ala Tyr Ser Ser 
740 745 750 

Arg lie Phe Thr Leu Arg Asn lie Ser Tyr Pro Val Lys Ser Thr Ser 
755 760 765 

Lys Glu Thr Arg Ser Arg Asp lie Phe Gin Gly Lys Thr Thr Ala Ala 
770 ~ 775 780 

Gin Asn Ser Ser Gin Pro val Asn Val val Arg Pro Leu Arg Pro Ala 
785 790 795 800 

Pro Ser Pro val lie Gin His Gly Val Gin val Lys Pro Leu Arg Pro 
805 810 815 
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pro Pro Pro Pro Met Lys Pro Ser Pro lie Leu Pro Ala Lys Glu Gin 
820 825 830 

Thr Val His val Lys Leu Leu Pro Pro Lys Lys Pro Leu Pro Ser cys 
835 840 845 

Pro lie Arg Thr Gin Gin Leu Asn Pro Pro Ser Lys Pro Leu Pro val 
850 855 860 

Thr Pro Ala His Lys Glu Pro Leu Leu Val Leu Thr Pro Ala Thr His 
865 870 875 880 

Lys Pro Pro lie Thr Asn Ser Ala Thr Gin Leu Lys Gly Pro His Arg 
885 890 895 

Pro lie Gin Gly Gly Lys val Gin Ala Ala Ala Ala Ala Phe Leu Gin 
900 905 910 

Arg Lys 



<210> 84 
<211> 203 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: Reprolysin 

(M12B) family zinc metal! oprotease domain sequence 

<400> 84 

Lys Tyr lie Glu Leu val lie Val Val Asp His Gly Met Tyr Thr Lys 
1 5 10 15 

Tyr Gly Ser Asp Leu Asn Lys lie Arg Gin Arg val His Gin lie val 
20 25 30 

Asn Leu val Asn Glu lie Tyr Arg Pro Gin Leu Asn lie Arg Val Val 
35 40 45 

Leu Val Gly Leu Glu lie Trp Ser Asp Gly Asp Lys lie Asn Val Gin 
50 55 60 

Ser Asp Ala Asn Asp Thr Leu His Ser Phe Gly Glu Trp Arg Glu Thr 
65 70 75 80 

Asp Leu Leu Lys Arg Lys Ser His Asp Asn Ala Gin Leu Leu Thr Gly 
85 90 95 

lie Asp Phe Asp Gly Asn Thr lie Gly Ala Ala Tyr val Gly Gly Met 
100 105 110 

Cys Ser Pro Lys Arg ser val Gly val val Gin Asp His Ser Pro lie 
115 120 125 

val Leu Leu val Ala val Thr Met Ala His Glu Leu Gly His Asn Leu 
130 135 140 

Gly Met Thr His Asp Asp Lys Asn Lys Asp Gly Cys Thr Cys Glu Gly 
145 150 155 160 

Gly Gly ser cys lie Met Asn Pro val Ala ser Ser Ser Pro ser Lys 
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165 170 175 

Lys Lys Phe Ser Asn Cys Ser Lys Asp Asp Tyr Gin Lys Phe Leu Thr 
180 185 190 

Lys Gin Lys Pro Gin Cys Leu Leu Asn Lys Pro 
195 200 

<210> 85 
<211> 119 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: 

Pep_Ml2B_Propep (Reprolysin family propeptide) 
domain sequence 

<400> 85 

His Leu Glu Lys Asn Arg Ser Leu Leu Ala Pro Asp Phe Thr val Thr 
15 10 15 

Thr Tyr Asp Glu Asp Gly Thr Leu Val Thr Glu Glu Pro Leu lie Gin 
20 25 30 

Asp Asp His Cys Tyr Tyr Gin Gly Tyr Val Glu Gly Tyr Pro Asn Ser 
35 40 45 

Ala val Ser Leu Ser Thr Cys Ser Gly Gly Leu Arg Gly lie Leu Gin 
50 55 60 

Leu Glu Asn Leu Ser Tyr Gly lie Glu Pro Leu Glu Ser Ser Asp Gly 
65 70 75 80 

Phe Glu His lie lie Tyr Gin lie Glu Asn Asp Lys Thr Glu Pro Ser 
85 90 95 

Pro Cys Gly Glu Cys Gly Ser Leu Ser Thr Ser Thr Asp Ser Ser Tyr 
100 105 110 

Gly lie Arg Ser Ala Ser Pro 
115 

<210> 86 
<211> 422 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Phe Ser Asn Ser Asp Glu Ala Val lie Asn Lys Lys Leu Pro Lys 
1 5 10 ' 15 

Glu Leu Leu Leu Arg lie Phe Ser Phe Leu Asp val val Thr Leu Cys 
20 25 30 

Arg Cys Ala Gin Val Ser Arg Ala Trp Asn Val Leu Ala Leu Asp Gly 
35 40 45 

Ser Asn Trp Gin Arg lie Asp Leu Phe Asp Phe Gin Arg Asp lie Glu 
50 55 60 
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Gly Arg Val val Glu Asn He Ser Lys Arg cys Gly Gly Phe Leu Arg 
65 70 75 80 

Lys Leu Ser Leu Arg Gly Cys Leu Gly val Gly Asp Asn Ala Leu Arg 
85 90 95 

Thr Phe Ala Gin Asn Cys Arg Asn lie Glu val Leu Asn Leu Asn Gly 
100 105 110 

Cys Thr Lys Thr Thr Asp Ala Thr Cys Thr Ser Leu Ser Lys Phe Cys 
115 120 125 

Ser Lys Leu Arg His Leu Asp Leu Ala Ser Cys Thr Ser lie Thr Asn 
130 135 140 

Met Ser Leu Lys Ala Leu Ser Glu Gly Cys Pro Leu Leu Glu Gin Leu 
145 150 155 160 

Asn lie Ser Trp cys Asp Gin val Thr Lys Asp Gly lie Gin Ala Leu 
165 170 175 

val Arg Gly Cys Gly Gly Leu Lys Ala Leu Phe Leu Lys Gly Cys Thr 
180 185 190 

Gin Leu Glu Asp Glu Ala Leu Lys Tyr lie Gly Ala His Cys Pro Glu 
195 200 205 

Leu val Thr Leu Asn Leu Gin Thr Cys Leu Gin lie Thr Asp Glu Gly 
210 215 220 

Leu lie Thr lie Cys Arg Gly Cys His Lys Leu Gin Ser Leu Cys Ala 
225 230 235 240 

Ser Gly Cys ser Asn lie Thr Asp Ala lie Leu Asn Ala Leu Gly Gin 
245 250 255 

Asn Cys Pro Arg Leu Arg lie Leu Glu Val Ala Arg Cys Ser Gin Leu 
260 265 270 

Thr Asp Val Gly Phe Thr Thr Leu Ala Arg Asn Cys His Glu Leu Glu 
275 280 285 

Lys Met Asp Leu Glu Glu Cys val Gin lie Thr Asp Ser Thr Leu lie 
290 295 300 

Gin Leu Ser lie His Cys Pro Arg Leu Gin Val Leu Ser Leu Ser His 
305 310 315 320 

cys Glu Leu lie Thr Asp Asp Gly lie Arg His Leu Gly Asn Gly Ala 
325 330 335 

Cys Ala His Asp Gin Leu Glu Val lie Glu Leu Asp Asn Cys Pro Leu 
340 345 350 

lie Thr Asp Ala ser Leu Glu His Leu Lys Ser cys His Ser Leu Glu 
355 360 365 

Arg lie Glu Leu Tyr Asp Cys Gin Gin lie Thr Arg Ala Gly lie Lys 
370 375 380 

Arg Leu Arg Thr His Leu Pro Asn lie Lys Val His Ala Tyr Phe Ala 
385 ~ 390 395 400 
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pro val Thr Pro Pro Pro ser val Gly Gly Ser Arg Gin Arg Phe Cys 
405 410 415 

Arg cys Cys lie lie Leu 
420 

<210> 87 

<211> 422 

<212> PRT 

<213> Mus musculus 

<400> 87 

Met Phe Ser Asn Ser Asp Glu Ala val lie Asn Lys Lys Leu Pro Lys 
1 5 10 15 

Glu Leu Leu Leu Arg lie Phe Ser Phe Pro Asp val Val Thr Leu Cys 
20 25 30 

Arg Cys Ala Gin Val Ser Arg Ala Trp Asn val Leu Ala Leu Asp Gly 
35 40 45 

Ser Asn Trp Gin Arg lie Asp Leu Phe Asp Phe Gin Arg Asp lie Glu 
50 " 55 60 

Gly Arg val val Glu Asn lie Ser Lys Arg Cys Gly Gly Phe Leu Arg 
65 70 75 80 

Lys Leu Ser Leu Arg Gly Cys Leu Gly val Gly Asp Asn Ala Leu Arg 
85 90 95 

Thr Phe Ala Gin Asn Cys Arg Asn lie Glu val Leu Ser Leu Asn Gly 
100 105 110 

Cys Thr Lys Thr Thr Asp Ala Thr Cys Thr Ser Leu Ser Lys Phe Cys 
115 120 125 

Ser Lys Leu Arg His Leu Asp Leu Ala Ser Cys Thr Ser lie Thr Asn 
130 135 140 

Met ser Leu Lys Ala Leu Ser Glu Gly Cys Pro Leu Leu Glu Gin Leu 
145 150 155 160 

Asn lie ser Trp Cys Asp Gin val Thr Lys Asp Gly lie Gin Ala Leu 
165 170 175 

Val Arg Gly Cys Gly Gly Leu Lys Ala Leu Phe Leu Lys Gly Cys Thr 
180 185 190 

Gin Leu Glu Asp Glu Ala Leu Lys Tyr lie Gly Ala His Cys Pro Glu 
195 200 205 

Leu Val Thr Leu Asn Leu Gin Thr Cys Leu Gin lie Thr Asp Glu Gly 
210 215 220 

Leu lie Thr lie Cys Arg Gly Cys His Lys Leu Gin Ser Leu Cys Ala 
225 230 235 240 

Ser Gly Cys Ser Asn lie Thr Asp Ala lie Leu Asn Ala Leu Gly Gin 
245 250 255 

Asn Cys Pro Arg Leu Arg lie Leu Glu val Ala Arg cys Ser Gin Leu 
260 265 270 
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Thr Asp val Gly phe Thr Thr Leu Ala Arg Asn Cys His Glu Leu Glu 
275 280 285 

Lys Met Asp Leu Glu Glu Cys val Gin lie Thr Asp Ser Thr Leu lie 
290 295 300 

Gin Leu Ser lie His Cys Pro Arg Leu Gin val Leu Ser Leu Ser His 
305 310 315 320 

Cys Glu Leu lie Thr Asp Asp Gly lie Arg His Leu Gly Asn Gly Ala 
325 330 335 

Cys Ala His Asp Gin Leu Glu val lie Glu Leu Asp Asn Cys Pro Leu 
340 345 350 

lie Thr Asp Ala Ser Leu Glu His Leu Lys Ser Cys Pro Ser Phe Glu 
355 360 365 

Arg lie Glu Leu Tyr Asp Cys Gin Gin lie Thr Arg Ala Gly lie Lys 
370 375 380 

Arg Leu Arg Thr His Leu Pro Asn lie Lys Val His Ala Tyr Phe Ala 
385 ~ 390 395 400 

Pro val Thr Pro Pro Pro Ser val Gly Gly ser Arg Gin Arg Phe Cys 
405 410 415 

Arg Cys Cys lie lie Leu 
420 

<210> 88 

<211> 423 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Met Val Phe Ser Asn Asn Asp Glu Gly Leu lie Asn Lys Lys Leu Pro 
15 10 15 

Lys Glu Leu Leu Leu Arg lie Phe Ser Phe Leu Asp He val Thr Leu 
20 25 30 

Cys Arg Cys Ala Gin lie Ser Lys Ala Trp Asn lie Leu Ala Leu Asp 
35 40 45 

Gly ser Asn Trp Gin Arg lie Asp Leu Phe Asn Phe Gin Thr Asp Val 
50 55 60 

Glu Gly Arg val val Glu Asn lie Ser Lys Arg Cys Gly Gly Phe Leu 
65 70 75 80 

Arg Lys Leu Ser Leu Arg Gly Cys lie Gly Val Gly Asp Ser Ser Leu 
85 90 95 

Lys Thr Phe Ala Gin Asn Cys Arg Asn lie Glu His Leu Asn Leu Asn 
100 105 110 

Gly Cys Thr Lys lie Thr Asp ser Thr Cys Tyr Ser Leu Ser Arg Phe 
115 120 125 

cys ser Lys Leu Lys His Leu Asp Leu Thr Ser Cys Val ser He Thr 
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130 135 140 

Asn ser Ser Leu Lys Gly He Ser Glu Gly Cys Arg Asn Leu Glu Tyr 
145 150 155 160 

Leu Asn Leu Ser Trp cys Asp Gin lie Thr Lys Asp Gly lie Glu Ala 
165 170 175 

Leu val Arg Gly Cys Arg Gly Leu Lys Ala Leu Leu Leu Arg Gly Cys 
180 185 190 

Thr Gin Leu Glu Asp Glu Ala Leu Lys His lie Gin Asn Tyr Cys His 
195 200 205 

Glu Leu Val ser Leu Asn Leu Gin Ser Cys Ser Arg lie Thr Asp Glu 
210 215 220 

Gly val Val Gin lie Cys Arg Gly Cys His Arg Leu Gin Ala Leu Cys 
225 230 235 240 

Leu Ser Gly Cys Ser Asn Leu Thr Asp Ala Ser Leu Thr Ala Leu Gly 
245 250 255 

Leu Asn Cys Pro Arg Leu Gin lie Leu Glu Ala Ala Arg Cys Ser His 
260 265 270 

Leu Thr Asp Ala Gly Phe Thr Leu Leu Ala Arg Asn Cys His Glu Leu 
275 280 285 

Glu Lys Met Asp Leu Glu Glu Cys lie Leu lie Thr Asp Ser Thr Leu 
290 295 300 

lie Gin Leu Ser lie His Cys Pro Lys Leu Gin Ala Leu Ser Leu Ser 
305 310 315 320 

His Cys Glu Leu lie Thr Asp Asp Gly lie Leu His Leu Ser Asn Ser 
325 330 335 

Thr cys Gly His Glu Arg Leu Arg val Leu Glu Leu Asp Asn Cys Leu 
340 345 350 

Leu lie Thr Asp val Ala Leu Glu His Leu Glu Asn Cys Arg Gly Leu 
355 360 365 

Glu Arg Leu Glu Leu Tyr Asp Cys Gin Gin Val Thr Arg Ala Gly lie 
370 375 380 

Lys Arg Met Arg Ala Gin Leu Pro His val Lys Val His Ala Tyr Phe 
385 390 395 400 

Ala Pro Val Thr Pro Pro Thr Ala Val Ala Gly Ser Gly Gin Arg Leu 
405 410 415 

Cys Arg Cys Cys Val lie Leu 
420 

<210> 89 

<211> 425 

<212> PRT 

<213> Homo sapiens 

<400> 89 
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ser Ala Met val Phe Ser Asn Asn Asp Glu Gly Leu lie Asn Lys Lys 
15 10 15 

Leu Pro Lys Glu Leu Leu Leu Arg lie Phe Ser Phe Leu Asp lie Val 
20 25 30 

Thr Leu Cys Arg Cys Ala Gin lie Ser Lys Ala Trp Asn lie Leu Ala 
35 40 45 

Leu Asp Gly Ser Asn Trp Gin Arg lie Asp Leu Phe Asn Phe Gin lie 
50 55 60 

Asp val Glu Gly Arg Val val Glu Asn lie Ser Lys Arg Cys Gly Gly 
65 70 75 80 

Phe Leu Arg Lys Leu Ser Leu Arg Gly Cys lie Gly Val Gly Asp Ser 
85 90 95 

Ser Leu Lys Thr Phe Ala Gin Asn Cys Arg Asn lie Glu His Leu Asn 
100 105 110 

Leu Asn Gly Cys Thr Lys lie Thr Asp Ser Thr Cys Tyr Ser Leu Ser 
115 120 125 

Arg Phe Cys Ser Lys Leu Lys His Leu Asp Leu Thr Ser Cys val Ser 
130 135 140 

lie Thr Asn Ser ser Leu Lys Gly lie Ser Glu Gly Cys Arg Asn Leu 
145 150 155 160 

Glu Tyr Leu Asn Leu Ser Trp Cys Asp Gin lie Thr Lys Asp Gly lie 
165 170 175 

Glu Ala Leu val Arg Gly Cys Arg Gly Leu Lys Ala Leu Leu Leu Arg 
180 185 190 

Gly Cys Thr Gin Leu Glu Asp Glu Ala Leu Lys His lie Gin Asn Tyr 
195 200 205 

Cys His Glu Leu val Ser Leu Asn Leu Gin Ser Cys Ser Arg lie Thr 
210 215 220 

Asp Glu Gly Val val Gin He Cys Arg Gly Cys His Arg Leu Gin Ala 
225 230 235 240 

Leu Cys Leu Ser Gly Cys Ser Asn Leu Thr Asp Ala ser Leu Thr Ala 
245 250 255 

Leu Gly Leu Asn Cys Pro Arg Leu Gin lie Leu Glu Ala Ala Arg cys 
260 265 270 

Ser His Leu Thr Asp Ala Gly Phe Thr Leu Leu Ala Arg Asn Cys His 
275 280 285 

Glu Leu Glu Lys Met Asp Leu Glu Glu cys lie Leu lie Thr Asp Ser 
290 295 300 

Thr Leu lie Gin Leu Ser lie His Cys Pro Lys Leu Gin Ala Leu Ser 
305 310 315 320 

Leu Ser His Cys Glu Leu lie Thr Asp Asp Gly lie Leu His Leu Ser 
325 330 335 
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Asn Ser Thr Cys Gly His Glu Arg Leu Arg val Leu Glu Leu Asp Asn 
340 345 350 

Cys Leu Leu lie Thr Asp val Ala Leu Glu His Leu Glu Asn Cys Arg 
355 360 365 

Gly Leu Glu Arg Leu Glu Leu Tyr Asp cys Gin Gin val Thr Arg Ala 
370 " 375 380 

Gly lie Lys Arg Met Arg Ala Gin Leu Pro His val Lys val His Ala 
385 390 395 400 

Tyr Phe Ala Pro Val Thr Pro Pro Thr Ala Val Ala Gly Ser Gly Gin 
405 410 415 

Arg Leu Cys Arg Cys Cys Val lie Leu 
420 425 

<210> 90 

<211> 423 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Met val Phe Ser Asn Asn Asp Glu Gly Leu lie Asn Lys Lys Leu Pro 
15 10 15 

Lys Glu Leu Leu Leu Arg lie Phe Ser Phe Leu Asp lie val Thr Leu 
20 25 30 

Cys Arg Cys Ala Gin lie Ser Lys Ala Trp Asn lie Leu Ala Leu Asp 
35 40 45 

Gly ser Asn Trp Gin Arg lie Asp Leu Phe Asn Phe Gin Thr Asp val 
50 55 60 

Glu Gly Arg val val Glu Asn lie Ser Lys Arg Cys Gly Gly Phe Leu 
65 70 75 80 

Lys Lys Leu Ser Leu Arg Gly Cys lie Gly val Gly Asp ser Ser Leu 
85 90 95 

Lys Thr Phe Ala Gin Asn cys Arg Asn lie Glu His Leu Asn Leu Asn 
100 105 110 

Gly Cys Thr Lys lie Thr Asp Ser Thr Cys Tyr Ser Leu Ser Arg Phe 
115 120 125 

Cys Ser Lys Leu Lys His Leu Asp Leu Thr Ser Cys Val Ser lie Thr 
130 135 140 

Asn Ser Ser Leu Lys Gly lie Ser Glu Gly Cys Arg Asn Leu Glu Tyr 
145 150 155 160 

Leu Asn Leu Ser Trp Cys Asp Gin lie Thr Lys Asp Gly lie Glu Ala 
165 170 175 

Leu Val Arg Gly Cys Arg Gly Leu Lys Ala Leu Leu Leu Arg Gly Cys 
180 185 190 

Thr Gin Leu Glu Asp Glu Ala Leu Lys His lie Gin Asn Tyr cys His 
195 200 205 
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Glu Leu val Ser Leu Asn Leu Gin Ser Cys Ser Arg lie Thr Asp G"lu 
210 215 220 

Gly val val Gin He Cys Arg Gly cys His Arg Leu Gin Ala Leu Cys 
225 230 235 240 

Leu ser Gly cys Ser Asn Leu Thr Asp Ala ser Leu Thr Ala Leu Gly 
245 250 255 

Leu Asn Cys Pro Arg Leu Gin lie Leu Glu Ala Ala Arg Cys Ser His 
260 265 270 

Leu Thr Asp Ala Gly Phe Thr Leu Leu Ala Arg Asn cys His Glu Leu 
275 280 285 

Glu Lys Met Asp Leu Glu Glu Cys lie Leu lie Thr Asp Ser Thr Leu 
290 295 300 

lie Gin Leu Ser lie His Cys Pro Lys Leu Gin Ala Leu Ser Leu Ser 
305 310 315 320 

His Cys Glu Leu lie Thr Asp Asp Gly lie Leu His Leu Ser Asn Ser 

325 330 335 

Thr Cys Gly His Glu Arg Leu Arg val Leu Glu Leu Asp Asn Cys Leu 
340 345 350 

Leu lie Thr Asp val Ala Leu Glu His Leu Glu Asn Cys Arg Gly Leu 
355 360 365 

Glu Arg Leu Glu Leu Tyr Asp Cys Gin Gin val Thr Arg Ala Gly lie 
370 375 380 

Lys Arg Met Arg Ala Gin Leu Pro His val Lys val His Ala Tyr Phe 
385 390 395 400 

Ala Pro val Thr Pro Pro Thr Ala val Ala Gly Ser Gly Gin Arg Leu 
405 410 415 

cys Arg Cys Cys val lie Leu 
'20 



<210> 91 
<211> 46 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: F-box domain 
sequence 

<400> 91 

Phe Ser Leu Leu Arg Leu Pro Asp Asp Leu Leu Glu Lys lie Leu Ser 
1 5 10 15 

Arg Leu Pro Leu Lys Asp Leu Leu Ser Leu Ser Lys Val Ser Lys Lys 
20 25 30 

Phe Arg Ser Leu val Asp Ser Leu Leu Asp val Lys Leu Leu 
35 40 45 
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<210> 92 

<211> 172 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Met Val Gly Pro Ala Pro Arg Arg Arg Leu Arg Pro Leu Ala Ala Leu 
15 10 15 

Ala Leu val Leu Ala Leu Ala Pro Gly Leu Pro Thr Ala Arg Ala Gly 
20 25 30 

Gin Thr Pro Arg Pro Ala Glu Arg Gly Pro Pro val Arg Leu Phe Thr 
35 40 45 

Glu Glu Glu Leu Ala Arg Tyr Gly Gly Glu Glu Glu Asp Gin Pro lie 
50 55 60 

Tyr Leu Ala val Lys Gly val val Phe Asp val Thr ser Gly Lys Glu 
65 70 75 80 

Phe Tyr Gly Arg Gly Ala Pro Tyr Asn Ala Leu Thr Gly Lys Asp Ser 
85 90 95 

Thr Arg Gly val Ala Lys Met Ser Leu Asp Pro Ala Asp Leu Thr His 
100 105 110 

Asp Thr Thr Gly Leu Thr Ala Lys Glu Leu Glu Ala Leu Asp Glu val 
115 120 125 

Phe Thr Lys val Tyr Lys Ala Lys Tyr Pro lie Val Gly Tyr Thr Ala 
130 135 140 

Arg Arg lie Leu Asn Glu Asp Gly Ser Pro Asn Leu Asp Phe Lys Pro 
145 150 155 160 

Glu Asp Gin Pro His Phe Asp lie Lys Asp Glu Phe 
165 170 

<210> 93 

<211> 171 

<212> PRT 

<213> Mus musculus 

<400> 93 

Met Ala Arg Pro Ala Pro Trp Trp Arg Leu Arg Leu Leu Ala Ala Leu 
15 10 15 

Val Leu Ala Leu Ala Leu Val Pro Val Pro Ser Ala Trp Ala Gly Gin 
20 25 30 

Thr Pro Arg Pro Ala Glu Arg Gly Pro Pro Val Arg Leu Phe Thr Glu 
35 40 45 

Glu Glu Leu Ala Arg Tyr Gly Gly Glu Glu Glu Asp Gin Pro lie Tyr 
50 55 60 

Leu Ala val Lys Gly val val Phe Asp val Thr Ser Gly Lys Glu Phe 
65 70 75 80 

Tyr Gly Arg Gly Ala Pro Tyr Asn Ala Leu Ala Gly Lys Asp ser ser 
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85 90 95 

Arg Gly val Ala Lys Met Ser Leu Asp Pro Ala Asp Leu Thr His Asp 
100 105 110 

Thr Thr Gly Leu Thr Ala Lys Glu Leu Glu Ala Leu Asp Asp val Phe 
115 120 125 

Ser Lys Val Tyr Lys Ala Lys Tyr Pro lie Val Gly Tyr Thr Ala Arg 
130 135 140 

Arg lie Leu Asn Glu Asp Gly Ser Pro Asn Leu Asp Phe Lys Pro Glu 
145 150 155 160 

Asp Gin Pro His Phe Asp lie Lys Asp Glu Phe 
165 170 

<210> 94 
<211> 100 
<212> PRT 

<213> Arabidopsis thai i ana 
<400> 94 

Met Glu Phe Thr Ala Glu Gin Leu Ser Gin Tyr Asn Gly Thr Asp Glu 
1 5 10 15 

Ser Lys Pro lie Tyr val Ala lie Lys Gly Arg Val Phe Asp val Thr 
20 25 30 

Thr Gly Lys Ser Phe Tyr Gly Ser Gly Gly Asp Tyr Ser Met Phe Ala 
35 40 45 

Gly Lys Asp Ala Ser Arg Ala Leu Gly Lys Met Ser Lys Asn Glu Glu 
50 55 60 

Asp val Ser Pro Ser Leu Glu Gly Leu Thr Glu Lys Glu lie Asn Thr 
65 70 75 80 

Leu Asn Asp Trp Glu Thr Lys Phe Glu Ala Lys Tyr Pro val val Gly 
85 90 95 

Arg val val Ser 
100 

<210> 95 
<211> 232 
<212> PRT 

<213> Oryza sativa 
<400> 95 

Met Ala Ala Ala Val Ala Glu Leu Trp Glu Thr Leu Lys Gin Ala lie 
15 10 15 

Val Ala Tyr Thr Gly Leu Ser Pro Ala Ala Phe Phe Thr Ala val Ala 
20 25 30 

Ala Ala Ala Ala Leu Tyr His val Val Ser Gly lie Phe Ala Gly Pro 
35 40 45 

pro Pro Pro Pro Pro Pro Arg Pro Arg Asp Glu Pro Glu Ala Glu Pro 
50 55 60 
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Leu Pro Pro Pro val Gin Leu Gly Glu val Ser Glu Glu Glu Leu Arg 
65 70 75 80 

Gin Tyr Asp Gly Ser Asp Pro Lys Lys Pro Leu Leu Met Ala lie Lys 
85 90 95 

Gly Gin lie Tyr Asp Val Thr Gin Ser Arg Met Phe Tyr Gly Pro Gly 
100 105 110 

Gly Pro Tyr Ala Leu Phe Ala Gly Lys Asp Ala Ser Arg Ala Leu Ala 
115 120 125 

Lys Met Ser Phe Glu Pro Gin Asp Leu Thr Gly Asp lie Ser Gly Leu 
130 135 140 

Gly Pro Phe Glu Leu Asp Ala Leu Gin Asp Trp Glu Tyr Lys Phe Met 
145 150 155 160 

Gly Lys Tyr val Lys val Gly Thr val Lys Lys Thr val Pro Val Glu 
165 170 175 

Asp Gly Ala Pro Ser Thr Ser Pro Glu Thr Thr Glu Thr Ala Ala Ala 
180 185 190 

Ala Glu Pro Glu Lys Ala Pro Ala Thr Glu Glu Lys Pro Arg Glu Val 
195 200 205 

Ser Ser Glu Glu Val Lys Glu Lys Glu Asp Ala val Ala Ala Ala Ala 
210 215 220 

Pro Asp Glu Gly Ala Lys Glu Ser 
225 230 

<210> 96 
<211> 104 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Steroid 
binding domain sequence 

<400> 96 

Asp Phe Thr Pro Glu Glu Leu Arg Lys Tyr Asp Gly Ser Asp Glu Asp 
15 10 15 

Lys Pro lie Tyr Leu Ala lie Lys Gly Lys Val Tyr Asp Val Thr Arg 
20 25 30 

Gly Arg Lys Phe Tyr Gly Pro Gly Gly Pro Tyr Ser Leu Phe Ala Gly 
35 40 45 

Arg Asp Ala Ser Arg Ala Leu Ala Thr Met Ser Phe Asp Glu Glu Asp 
50 ~ 55 60 

Leu Lys Asp Ser Asp Glu Glu lie Asp Asp Leu Ser Asp Leu Ser Ala 
65 70 75 80 

Asp Glu Leu Glu Ala Leu Arg Glu Trp Glu Thr Lys Phe Lys Ala Lys 
85 90 95 
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Tyr Pro val val Gly Arg Leu lie 
100 

<210> 97 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Met Glu Ala Leu Ala Leu val Gly Ala Trp Tyr Thr Ala Arg Lys Ser 
1 5 10 15 

lie Thr Val lie Cys Asp Phe Tyr ser Leu lie Arg Leu His Phe lie 
20 25 30 

Pro Arg Leu Gly Ser Arg Ala Asp Leu lie Lys Gin Tyr Gly Arg Trp 
35 ~ 40 45 

Ala val val Ser Gly Ala Thr Asp Gly lie Gly Lys Ala Tyr Ala Glu 
50 55 60 

Glu Leu Ala Ser Arg Gly Leu Asn lie lie Leu lie Ser Arg Asn Glu 
65 70 75 80 

Glu Lys Leu Gin Val val Ala Lys Asp lie Ala Asp Thr Tyr Lys Val 
85 90 95 

Glu Thr Asp lie lie val Ala Asp Phe Ser ser Gly Arg Glu lie Tyr 
100 105 110 

Leu Pro lie Arg Glu Ala Leu Lys Asp Lys Asp Val Gly lie Leu Val 
115 120 125 

Asn Asn val Gly Val Phe Tyr Pro Tyr Pro Gin Tyr Phe Thr Gin Leu 
130 135 140 

Ser Glu Asp Lys Leu Trp Asp lie lie Asn val Asn lie Ala Ala Ala 
145 150 155 160 

Ser Leu Met val His val val Leu Pro Gly Met val Glu Arg Lys Lys 
165 170 175 

Gly Ala lie val Thr lie Ser ser Gly Ser Cys Cys Lys Pro Thr Pro 
180 185 190 

Gin Leu Ala Ala Phe Ser Ala Ser Lys Ala Tyr Leu Asp His Phe Ser 
195 200 205 

Arg Ala Leu Gin Tyr Glu Tyr Ala Ser Lys Gly lie Phe Val Gin Ser 
210 ' 215 220 

Leu lie Pro Phe Tyr Val Ala Thr Ser Met Thr Ala Pro Ser Asn Phe 
225 230 235 240 

Leu His Arg Cys Ser Trp Leu val Pro ser Pro Lys val Tyr Ala His 
245 250 255 

His Ala val Ser Thr Leu Gly lie Ser Lys Arg Thr Thr Gly Tyr Trp 
260 265 270 

Ser His ser lie Gin Phe Leu Phe Ala Gin Tyr Met Pro Glu Trp Leu 
275 280 285 
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Trp Val Trp Gly Ala Asn lie Leu Asn Arg ser Leu Arg Lys Glu Ala 
290 295 300 

Leu Ser Cys Thr Ala 
305 

<210> 98 
<211> 339 
<212> PRT 

<213> Drosophila melanogaster 
<400> 98 

Met Gin Pro Val Leu Glu Val Ser lie Tyr Thr Leu Leu Lys Met Ala 
15 10 15 

Phe lie Trp Gin Leu lie Ser Ala Ala lie Tyr Leu val Gly Leu Leu 
20 25 30 

Thr lie Gly val Phe Leu Tyr Asp Asn Leu Lys Ser Leu val Ser lie 
35 40 45 

He Lys Ala Val Leu Glu Pro Tyr Phe Gin Pro His Leu Pro Arg Thr 
50 55 60 

Leu Val Asp Lys Phe Gly Gin Trp Ala Val Val Thr Gly Ala Thr Asp 
65 70 75 80 

Gly lie Gly Lys Glu Tyr Ala Arg Glu Leu Ala Arg Gin Gly lie Asn 
85 90 95 

Leu val Leu He Ser Arg Thr Lys Glu Lys Leu lie Ala val Thr Asn 
100 105 110 

Glu lie Glu Ser Gin Tyr Lys val Lys Thr Lys Trp lie Ala Ala Asp 
115 120 125 

Phe Ala Lys Gly Arg Glu val Tyr Asp Gin lie Glu Lys Glu Leu Ala 
130 135 140 

Gly lie Asp val Gly lie Leu val Asn Asn val Gly Met Met Tyr Glu 
145 150 155 160 

His Pro Glu Ser Leu Asp Leu val Ser Glu Asp Leu Leu Trp Asn Leu 
165 170 175 

Leu Thr Val Asn Met Gly Ser Val Thr Met Leu Thr Arg Lys lie Leu 
180 185 190 

Pro Gin Met lie Gly Arg Arg Lys Gly Ala lie Val Asn Leu Gly Ser 
195 200 205 

Ser Ser Glu Leu Gin Pro Leu Pro Asn Met Thr Val Tyr Ala Ala Ser 
210 215 220 

Lys Lys Phe Val Thr Tyr Phe Ser Lys Ala Leu Glu Leu Glu Val Ala 
225 230 235 240 

Glu His Asn lie His val Gin Leu val Met Pro Asn Phe val Val Thr 
245 250 255 

Lys Met Asn Ala Tyr Thr Asp Arg val Met Gin Gly Gly Leu Phe Phe 
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260 265 270 

Pro Asn Ala Tyr Thr Phe Ala Arg Ser Ala val Phe Thr Leu Gly Lys 
275 280 285 

Thr ser Glu Thr Asn Gly Phe Trp Thr His Gly lie Gin Tyr Ala He 
290 295 300 

Met Lys Leu Ala Pro Leu Pro lie Arg Thr Tyr Leu Gly His Gin Leu 
305 310 315 320 

Phe Lys Arg Leu Arg lie Glu Ala Leu Glu Gin Lys Gin Lys Lys Leu 
325 330 335 

Lys Leu Thr 



<210> 99 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 99 

Met Glu Ser Ala Leu Pro Ala Ala Gly Phe Leu Tyr Trp val Gly Ala 
15 10 15 

Gly Thr Val Ala Tyr Leu Ala Leu Arg lie Ser Tyr ser Leu Phe Thr 
20 25 30 

Ala Leu Arg Val Trp Gly val Gly Asn Glu Ala Gly val Gly Pro Gly 
35 '40 45 

Leu Gly Glu Trp Ala Val val Thr Gly Ser Thr Asp Gly lie Gly Lys 
50 55 60 

Ser Tyr Ala Glu Glu Leu Ala Lys His Gly Met Lys Val Val Leu lie 
65 70 75 80 

ser Arg Ser Lys Asp Lys Leu Asp Gin val Ser ser Glu lie Lys Glu 
85 90 95 

Lys Phe Lys Val Glu Thr Arg Thr lie Ala val Asp Phe Ala Ser Glu 
100 105 110 

Asp He Tyr Asp Lys lie Lys Thr Gly Leu Ala Gly Leu Glu lie Gly 
115 120 125 

lie Leu val Asn Asn Val Gly Met Ser Tyr Glu Tyr Pro Glu Tyr Phe 
130 135 140 

Leu Asp val Pro Asp Leu Asp Asn val lie Lys Lys Met lie Asn lie 
145 150 155 160 

Asn lie Leu Ser Val Cys Lys Met Thr Gin Leu val Leu Pro Gly Met 
165 170 175 

val Glu Arg Ser Lys Gly Ala lie Leu Asn lie Ser ser Gly Ser Gly 
180 185 190 

Met Leu Pro Val Pro Leu Leu Thr lie Tyr Ser Ala Thr Lys Thr Phe 
195 200 205 
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val Asp Phe Phe Ser Gin Cys Leu His Glu Glu Tyr Arg Ser Lys Gly 
210 215 220 

Val Phe Val Gin Ser Val Leu Pro Tyr Phe val Ala Thr Lys Leu Ala 
225 230 235 240 

Lys lie Arg Lys Pro Thr Leu Asp Lys Pro Ser Pro Glu Thr Phe val 
245 250 255 

Lys ser Ala lie Lys Thr val Gly Leu Gin Ser Arg Thr Asn Gly Tyr 
260 265 270 

Leu lie His Ala Leu Met Gly Ser lie lie Ser Asn Leu Pro Ser Trp 
275 280 285 

lie Tyr Leu Lys lie Val Met Asn Met Asn Lys Ser Thr Arg Ala His 
290 295 300 

Tyr Leu Lys Lys Thr Lys Lys Asn 
305 310 

<210> 100 
<211> 312 
<212> PRT 

<213> Anas platyrhynchos 
<400> 100 

Met Leu Pro Ala Ala Gly Leu Leu Trp Trp val Gly Ala Leu Gly Ala 
1 5 10 15 

Leu Tyr Ala Ala Val Arg Gly Ala Leu Gly Leu Leu Gly Ala Leu Arg 
20 ~ 25 30 

val Trp Gly lie Gly Ala Gly Arg Ala Ala Leu Gly Pro Gly Leu Gly 
35 40 45 

Ala Trp Ala Val val Thr Gly Ala Thr Asp Gly lie Gly Lys Ala Tyr 
50 55 60 

Ala Lys Glu Leu Ala Lys Arg Gly Met Lys Val Ala Leu He Ser Arg 
65 70 75 80 

Ser Lys Glu Lys Leu Asp Gin Val Ala Gly Glu lie Thr Glu Gin Tyr 
85 90 95 

Gly val Glu Thr Lys Val lie val Ala Asp Phe Gly Glu Arg Glu Asp 
100 105 110 

lie Tyr Asp Arg lie Arg Ala Gly Leu Glu Gly Leu Glu lie Gly val 
115 120 125 

Leu val Asn Asn val Gly lie Ser Tyr Ser Tyr Pro Glu Tyr Phe lie 
130 135 140 

Asp val Pro Asp Leu Asp Lys Thr lie Asp Lys Met lie Asn lie Asn 
145 150 155 160 

lie Met Ser Val Cys Lys Met Thr Arg Leu Val Leu Pro Gly Met Leu 
165 170 175 

Glu Arg ser Lys Gly val lie Leu Asn lie Ser ser Ala Ala Gly Met 
180 185 190 
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Tyr Pro Thr Pro Leu Leu Thr Leu Tyr ser Ala Ser Lys Ala Phe val 
195 200 205 

Asp Tyr Phe Ser Arg Gly Leu His Ala Glu Tyr Lys Ser Lys Gly lie 
210 215 220 

He Val Gin Ser val Met Pro Tyr Tyr Val Ala Thr Lys Met Ser Lys 
225 230 235 240 

lie Ser Lys Pro ser Phe Asp Lys Pro Thr Pro Glu Thr Tyr Val Arg 
245 250 255 

Ala Ala He Gly Thr Val Gly Leu Gin Ser Gin Thr Asn Gly Cys Leu 
260 265 270 

Pro His Ala Phe Met Gly Trp val Phe Ser lie Leu Pro Thr Ser Thr 
275 280 285 

val Met Asn Leu Leu Met Lys Thr Asn Lys Gin lie Arg Ala Arg Phe 
290 295 300 

Leu Lys Lys Lys Met Lys Glu Lys 
305 310 

<210> 101 
<211> 312 
<212> PRT 
<213> Mus musculus 

<400> 101 

Met Glu Cys Ala Pro Pro Ala Ala Gly Phe Leu Tyr Trp val Gly Ala 
15 10 15 

ser Thr lie Ala Tyr Leu Ala Leu Arg Ala Ser Tyr Ser Leu Phe Arg 
20 25 30 

Ala Phe Gin Val Trp Cys Val Gly Asn Glu Ala Leu Val Gly Pro Arg 
35 40 45 

Leu Gly Glu Trp Ala val val Thr Gly Gly Thr Asp Gly lie Gly Lys 
50 55 60 

Ala Tyr Ala Glu Glu Leu Ala Lys Arg Gly Met Lys lie val Leu lie 
65 70 75 80 

Ser Arg Ser Gin Asp Lys Leu Asn Gin Val Ser Asn Asn lie Lys Glu 
85 90 95 

Lys Phe Asn val Glu Thr Arg Thr lie Ala Val Asp Phe Ser Leu Asp 
100 105 110 

Asp lie Tyr Asp Lys lie Lys Thr Gly Leu Ser Gly Leu Glu lie Gly 
115 120 125 

val Leu val Asn Asn val Gly Met ser Tyr Glu Tyr Pro Glu Tyr Phe 
130 135 140 

Leu Glu lie Pro Asp Leu Asp Asn Thr lie Lys Lys Leu lie Asn lie 
145 150 155 160 

Asn val Leu ser val cys Lys val Thr Arg Leu val Leu Pro Gly Met 

Page 228 



CURA2221.APP 
165 170 175 

val Glu Arg ser Lys Gly val lie Leu Asn lie ser ser Ala Ser Gly 
180 185 190 

Met Leu Pro val Pro Leu Leu Thr lie Tyr ser Ala Thr Lys Ala Phe 
195 200 205 

val Asp Phe Phe Ser Gin Cys Leu His Glu Glu Tyr Lys Ser Lys Gly 
210 215 220 

lie Phe val Gin Ser val Met Pro Tyr Leu val Ala Thr Lys Leu Ala 
225 230 235 240 

Lys lie Gin Lys Pro Thr Leu Asp Lys Pro Ser Ala Glu Thr Phe val 
245 250 255 

Lys Ser Ala lie Lys Thr val Gly Leu Gin Thr Arg Thr Thr Gly Tyr 
260 265 270 

Val lie His Ser Leu Met Gly Ser lie Asn Ser lie Met Pro Arg Trp 
275 280 285 

Met Tyr Phe Lys lie lie Met Gly Phe Ser Lys Ser Leu Arg Asn Arg 
290 295 300 

Tyr Leu Lys Lys Arg Lys Lys Asn 
305 310 

<210> 102 
<211> 271 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Short Chain 
Alcohol Dehydrogenase (adh_short) domain sequence 

<400> 102 

Thr Gly Lys val Ala Leu val Thr Gly Ala Ser ser Gly lie Gly Leu 
15 10 15 

Ala He Ala Lys Arg Leu Ala Lys Glu Gly Ala Lys val Val Val Val 
20 25 30 

Asp Arg Arg Glu Glu Lys Ala Glu Gin val Ala Ala Glu Leu Lys Ala 
35 40 45 

Glu Leu Gly Asp Arg Ala Leu Phe lie Gin Leu Asp Val Thr Asp Glu 
50 55 60 

Glu Gin val Lys Ala Ala val Ala Gin Ala val Glu Arg Leu Gly Asp 
65 70 75 80 

Arg Leu Asp Val Leu Val Asn Asn Ala Gly He Leu Gly Pro Gly Pro 
85 90 95 

Pro Phe Glu Glu Leu Ser Glu Glu Asp Trp Glu Arg val lie Asp val 
100 105 110 

Asn Leu Thr Gly Val Phe Leu Leu Thr Gin Ala val Leu Pro Ala Met 
115 120 125 
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Asp His Met Leu Lys Arg Lys Gly Gly Arg lie val Asn lie Ser ser 
130 135 140 

val Ala Gly Leu Asn val Gly Val Pro Gly Leu Ser Ala Tyr Ser Ala 
145 150 155 160 

Ser Lys Ala Ala Val lie Gly Leu Thr Arg Ser Leu Ala Leu Glu Leu 
165 170 175 

Ala Pro His Gly Thr Gly lie Arg val Asn Ala val Ala Pro Gly Gly 
180 185 190 

val Asp Thr Asp Met Thr Lys Ala Leu Arg Ser Arg Leu lie Glu Ala 
195 200 " 205 

Lys Lys Lys val Arg Glu val Ala Asp lie Ala Asp Pro Glu Leu Glu 
210 215 220 

Glu Arg lie Thr ser Thr lie Thr Pro Leu Gly Arg Tyr Gly val Thr 
225 230 235 240 

Pro Glu Glu lie Ala Asn Ala val Leu Phe Leu Ala Ser Asp Gly Ala 
245 250 255 

Ser Tyr Ser val Thr Gly Gin Thr Leu Asn val Asp Gly Gly Leu 
260 265 270 

<210> 103 
<211> 1961 
<212> PRT 

<213> Homo sapiens 
<400> 103 

Met Ala Gin Gin Ala Ala Asp Lys Tyr Leu Tyr Val Asp Lys Asn Phe 
15 10 15 

lie Asn Asn Pro Leu Ala Gin Ala Asp Trp Ala Ala Lys Lys Leu Val 
20 25 30 

Trp Val Pro Ser Asp Lys Ser Gly Phe Glu Pro Ala Ser Leu Lys Glu 
35 40 45 

Glu val Gly Glu Arg Gly His Val Glu Leu val Glu Asn Gly Lys Lys 
50 55 60 

Val Lys val Asn Lys Asp Asp lie Gin Lys Met Asn Pro Pro Lys Phe 
65 70 75 80 

Ser Lys Val Glu Asp Met Ala Glu Leu Thr Cys Leu Asn Glu Ala Ser 
85 90 95 

Val Leu His Asn Leu Lys Glu Arg Tyr Tyr ser Gly Leu lie Tyr Thr 
100 105 110 

Tyr Ser Gly Leu Phe Cys Val Val lie Asn Pro Tyr Lys Asn Leu Pro 
115 120 125 

lie Tyr Ser Glu Glu lie val Glu Met Tyr Lys Gly Lys Lys Arg His 
130 135 140 

Glu Met Pro Pro His lie Tyr Ala lie Thr Asp Thr Ala Tyr Arg ser 
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145 150 155 160 

Met Met Gin Asp Arg Glu Asp Gin ser lie Leu Cys Thr Gly Glu Ser 
165 170 175 

Gly Ala Gly Lys Thr Glu Asn Thr Lys Lys Val lie Gin Tyr Leu Ala 
180 185 190 

Tyr val Ala Ser Ser His Lys Ser Lys Lys Asp Gin Gly Glu Leu Glu 
195 200 205 

Arg Gin Leu Leu Gin Ala Asn Pro lie Leu Glu Ala Phe Gly Asn Ala 
210 215 220 

Lys Thr Val Lys Asn Asp Asn Ser Ser Arg Phe Gly Lys Phe lie Arg 
225 230 235 240 

lie Asn Phe Asp val Asn Gly Tyr lie val Gly Ala Asn lie Glu Thr 
245 250 255 

Tyr Leu Leu Glu Lys Ser Arg Ala lie Arg Gin Ala Lys Glu Glu Arg 
260 265 270 

Thr Phe His lie Phe Tyr Tyr Leu Leu Ser Gly Ala Gly Glu His Leu 
275 280 285 

Lys Thr Asp Leu Leu Leu Glu Pro Tyr Asn Lys Tyr Arg Phe Leu Ser 
290 295 300 

Asn Gly His val Thr lie Pro Gly Gin Gin Asp Lys Asp Met Phe Gin 
305 310 315 320 

Glu Thr Met Glu Ala Met Arg lie Met Gly lie Pro Glu Glu Glu Gin 
325 330 335 

Met Gly Leu Leu Arg val lie Ser Gly val Leu Gin Leu Gly Asn lie 
340 345 350 

val Phe Lys Lys Glu Arg Asn Thr Asp Gin Ala Ser Met Pro Asp Asn 
355 360 365 

Thr Ala Ala Gin Lys Val Ser His Leu Leu Gly lie Asn Val Thr Asp 
370 375 380 

Phe Thr Arg Gly lie Leu Thr Pro Arg lie Lys val Gly Arg Asp Tyr 
385 390 395 400 

val Gin Lys Ala Gin Thr Lys Glu Gin Ala Asp Phe Ala He Glu Ala 
405 410 415 

Leu Ala Lys Ala Thr Tyr Glu Arg Met Phe Arg Trp Leu val Leu Arg 
420 425 430 

lie Asn Lys Ala Leu Asp Lys Thr Lys Arg Gin Gly Ala Ser Phe lie 
435 440 445 

Gly lie Leu Asp lie Ala Gly Phe Glu lie Phe Asp Leu Asn Ser Phe 
450 455 460 

Glu Gin Leu Cys lie Asn Tyr Thr Asn Glu Lys Leu Gin Gin Leu Phe 
465 ' 470 475 480 

Asn His Thr Met Phe lie Leu Glu Gin Glu Glu Tyr Gin Arg Glu Gly 
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485 490 495 

lie Glu Trp Asn Phe lie Asp Phe Gly Leu Asp Leu Gin Pro cys lie 
500 505 510 

Asp Leu lie Glu Lys Pro Ala Gly Pro Pro Gly lie Leu Ala Leu Leu 
515 520 525 

Asp Glu Glu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe Val Glu 
530 535 540 

Lys val Met Gin Glu Gin Gly Thr His Pro Lys Phe Gin Lys Pro Lys 
545 550 555 560 

Gin Leu Lys Asp Lys Ala Asp Phe Cys lie lie His Tyr Ala Gly Lys 
565 570 575 

Val Asp Tyr Lys Ala Asp Glu Trp Leu Met Lys Asn Met Asp Pro Leu 
580 585 590 

Asn Asp Asn lie Ala Thr Leu Leu His Gin ser Ser Asp Lys Phe val 
595 600 605 

Ser Glu Leu Trp Lys Asp Val Asp Arg lie lie Gly Leu Asp Gin val 
610 615 620 

Ala Gly Met Ser Glu Thr Ala Leu Pro Gly Ala Phe Lys Thr Arg Lys 
625 630 635 640 

Gly Met Phe Arg Thr Val Gly Gin Leu Tyr Lys Glu Gin Leu Ala Lys 
645 650 655 

Leu Met Ala Ser Leu Arg Asn Thr Asn Pro Asn Phe Val Arg Cys lie 
660 665 670 

lie Pro Asn His Glu Lys Lys Ala Gly Lys Leu Asp Pro His Leu val 
675 680 685 

Leu Asp Gin Leu Arg Cys Asn Gly Val Leu Glu Gly lie Arg lie Cys 
690 695 700 

Arg Gin Gly Phe Pro Asn Arg Val val Phe Gin Glu Phe Arg Gin Arg 
705 710 715 720 

Tyr Glu lie Leu Thr Pro Asn Ser lie Pro Lys Gly Phe Met Asp Gly 
725 730 735 

Lys Gin Ala Cys val Leu Met lie Lys Ala Leu Glu Leu Asp Ser Asn 
740 745 750 

Leu Tyr Arg lie Gly Gin Ser Lys Val Phe Phe Arg Ala Gly val Leu 
755 760 765 

Ala His Leu Glu Glu Glu Arg Asp Leu Lys lie Thr Asp Val lie lie 
770 775 780 

Gly Phe Gin Ala Cys Cys Arg Gly Tyr Leu Ala Arg Lys Ala Phe Ala 
785 790 795 800 

Lys Arg Gin Gin Gin Leu Thr Ala Met Lys Val Leu Gin Arg Asn Cys 
805 810 815 

Ala Ala Tyr Leu Lys Leu Arg Asn Trp Gin Trp Trp Arg Leu Phe Thr 
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820 825 830 

Lys Val Lys Pro Leu Leu Gin val Ser Arg Gin Glu Glu Glu Met Met 
835 840 845 

Ala Lys Glu Glu Glu Leu val Lys val Arg Glu Lys Gin Leu Ala Ala 
850 855 860 

Glu Asn Arg Leu Met Glu Met Glu Thr Leu Gin Ser Gin Leu Met Ala 
865 870 875 880 

Glu Lys Leu Gin Leu Gin Glu Gin Leu Gin Ala Glu Thr Glu Leu Cys 
885 890 895 

Ala Glu Ala Glu Glu Leu Arg Ala Arg Leu Thr Ala Lys Lys Gin Glu 
900 905 910 

Leu Glu Glu lie Cys His Asp Leu Glu Ala Arg Val Glu Glu Glu Glu 
915 920 925 

Glu Arg Tyr Gin His Leu Gin Ala Glu Lys Lys Lys Met Gin Gin Asn 
930 935 940 

lie Gin Glu Leu Glu Glu Gin Leu Glu Glu Glu Glu Ser Ala Arg Gin 
945 950 955 960 

Lys Leu Gin Leu Glu Lys Val Thr Thr Glu Ala Lys Leu Lys Lys Leu 
965 970 975 

Glu Glu Glu Gin lie lie Leu Glu Asp Gin Asn Cys Lys Leu Ala Lys 
980 985 990 

Glu Lys Lys Leu Leu Glu Asp Arg lie Ala Glu Phe Thr Thr Asn Leu 
995 1000 1005 

Thr Glu Glu Glu Glu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn Lys 
1010 1015 1020 

His Glu Ala Met lie Thr Asp Leu Glu Glu Arg Leu Arg Arg Glu Glu 
1025 1030 1035 1040 

Lys Gin Arg Gin Glu Leu Glu Lys Thr Arg Arg Lys Leu Glu Gly Asp 
1045 1050 1055 

Ser Thr Asp Leu Ser Asp Gin lie Ala Glu Leu Gin Ala Gin lie Ala 
1060 1065 1070 

Glu Leu Lys Met Gin Leu Ala Lys Lys Glu Glu Glu Leu Gin Ala Ala 
1075 1080 1085 

Leu Ala Arg val Glu Glu Glu Ala Ala Gin Lys Asn Met Ala Leu Lys 
1090 1095 1100 

Lys lie Arg Glu Leu Glu Ser Gin lie Ser Glu Leu Gin Glu Asp Leu 
1105 1110 1115 1120 

Glu ser Glu Arg Ala Ser Arg Asn Lys Ala Glu Lys Gin Lys Arg Asp 
1125 1130 1135 

Leu Gly Glu Glu Leu Glu Ala Leu Lys Thr Glu Leu Glu Asp Thr Leu 
1140 1145 1150 

Asp Ser Thr Ala Ala Gin Gin Glu Leu Arg Ser Lys Arg Glu Gin Glu 
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1155 1160 1165 

val Asn lie Leu Lys Lys Thr Leu Glu Glu Glu Ala Lys Thr His Glu 
1170 1175 1180 

Ala Gin lie Gin Glu Met Arg Gin Lys His Ser Gin Ala val Glu Glu 
1185 1190 1195 1200 

Leu Ala Glu Gin Leu Glu Gin Thr Lys Arg val Lys Ala Asn Leu Glu 
1205 1210 1215 

Lys Ala Lys Gin Thr Leu Glu Asn Glu Arg Gly Glu Leu Ala Asn Glu 
1220 1225 1230 

val Lys val Leu Leu Gin Gly Gly Arg Asp Ser Glu His Lys Arg Lys 
1235 1240 1245 

Lys val Glu Ala Gin Leu Gin Glu Leu Gin val Lys Phe Asn Glu Gly 
1250 1255 1260 

Glu Arg val Arg Thr Glu Leu Ala Asp Lys val Thr Lys Leu Gin val 
1265 1270 1275 1280 

Glu Leu Asp Asn val Thr Gly Leu Leu Ser Gin ser Asp Ser Lys Ser 
1285 1290 1295 

Ser Lys Leu Thr Lys Asp Phe Ser Ala Leu Glu Ser Gin Leu Gin Asp 
1300 1305 1310 

Thr Gin Glu Leu Leu Gin Glu Glu Asn Arg Gin Lys Leu Ser Leu Ser 
1315 1320 ~ 1325 

Thr Lys Leu Lys Gin val Glu Asp Glu Lys Asn Ser Phe Arg Glu Gin 
1330 1335 1340 

Leu Glu Glu Glu Glu Glu Glu Ala Lys His Asn Leu Glu Lys Gin lie 
1345 1350 1355 1360 

Ala Thr Leu His Ala Gin Val Ala Asp Met Lys Lys Lys Met Glu Asp 
1365 1370 1375 

Ser val Gly Cys Leu Glu Thr Ala Glu Glu val Lys Arg Lys Leu Gin 
1380 1385 1390 

Lys Asp Leu Glu Gly Leu Ser Gin Arg His Glu Glu Lys val Ala Ala 
1395 1400 1405 

Tyr Asp Lys Leu Glu Lys Thr Lys Thr Arg Leu Gin Gin Glu Leu Asp 
1410 1415 1420 

Asp Leu Leu val Asp Leu Asp His Gin Arg Gin Ser Ala Cys Asn Leu 
1425 1430 1435 1440 

Glu Lys Lys Gin Lys Lys Phe Asp Gin Leu Leu Ala Glu Glu Lys Thr 
1445 1450 1455 

lie Ser Ala Lys Tyr Ala Glu Glu Arg Asp Arg Ala Glu Ala Glu Ala 
1460 1465 1470 

Arg Glu Lys Glu Thr Lys Ala Leu Ser Leu Ala Arg Ala Leu Glu Glu 
1475 1480 1485 

Ala Met Glu Gin Lys Ala Glu Leu Glu Arg Leu Asn Lys Gin Phe Arg 

Page 234 



CURA2221.APP 
1490 1495 1500 

Thr Glu Met Glu Asp Leu Met Ser Ser Lys Asp Asp val Gly Lys Ser 
1505 1510 1515 1520 

val His Glu Leu Glu Lys Ser Lys Arg Ala Leu Glu Gin Gin val Glu 
1525 1530 1535 

Glu Met Lys Thr Gin Leu Glu Glu Leu Glu Asp Glu Leu Gin Ala Thr 
1540 1545 1550 

Glu Asp Ala Lys Leu Arg Leu Glu Val Asn Leu Gin Ala Met Lys Ala 
1555 1560 1565 

Gin Phe Glu Arg Asp Leu Gin Gly Arg Asp Glu Gin Ser Glu Glu Lys 
1570 1575 1580 

Lys Lys Gin Leu Val Arg Gin val Arg Glu Met Glu Ala Glu Leu Glu 
1585 1590 1595 1600 

Asp Glu Arg Lys Gin Arg Ser Met Ala Val Ala Ala Arg Lys Lys Leu 
1605 1610 1615 

Glu Met Asp Leu Lys Asp Leu Glu Ala His lie Asp Ser Ala Asn Lys 
1620 1625 1630 

Asn Arg Asp Glu Ala lie Lys Gin Leu Arg Lys Leu Gin Ala Gin Met 
1635 1640 1645 

Lys Asp Cys Met Arg Glu Leu Asp Asp Thr Arg Ala Ser Arg Glu Glu 
1650 1655 1660 

lie Leu Ala Gin Ala Lys Glu Asn Glu Lys Lys Leu Lys Ser Met Glu 
1665 1670 1675 1680 

Ala Glu Met He Gin Leu Gin Glu Glu Leu Ala Ala Ala Glu Arg Ala 
1685 1690 1695 

Lys Arg Gin Ala Gin Gin Glu Arg Asp Glu Leu Ala Asp Glu lie Ala 
1700 1705 1710 

Asn Ser Ser Gly Lys Gly Ala Leu Ala Leu Glu Glu Lys Arg Arg Leu 
1715 1720 1725 

Glu Ala Arg lie Ala Gin Leu Glu Glu Glu Leu Glu Glu Glu Gin Gly 
1730 1735 1740 

Asn Thr Glu Leu lie Asn Asp Arg Leu Lys Lys Ala Asn Leu Gin He 
1745 1750 1755 1760 

Asp Gin lie Asn Ala Asp Leu Asn Leu Glu Arg Gly His Ala Gin Lys 
1765 1770 1775 

Asn Glu Asn Ala Arg Gin Gin Leu Glu Arg Gin Asn Lys Glu Leu Lys 
1780 1785 1790 

val Lys Leu Gin Glu Met Glu Gly Thr val Lys ser Lys Tyr Lys Ala 
1795 1800 1805 

Ser lie Thr Ala Leu Glu Ala Lys lie Ala Gin Leu Glu Glu Gin Leu 
1810 1815 1820 

Asp Asn Glu Thr Lys Glu Arg Gin Ala Ala Cys Lys Gin Val Arg Arg 
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1825 1830 1835 1840 

Thr Glu Lys Lys Leu Lys Asp val Leu Leu Gin val Asp Asp Glu Arg 
1845 1850 1855 

Arg Asn Ala Glu Gin Tyr Lys Asp Gin Ala Asp Lys Ala Ser Thr Arg 
1860 1865 1870 

Leu Lys Gin Leu Lys Arg Gin Leu Glu Glu Ala Glu Glu Glu Ala Gin 
1875 1880 1885 

Arg Ala Asn Ala Ser Arg Arg Lys Leu Gin Arg Glu Leu Glu Asp Ala 
1890 1895 1900 

Thr Glu Thr Ala Asp Ala Met Asn Arg Glu val Ser Ser Leu Lys Asn 
1905 1910 1915 1920 

Lys Leu Arg Arg Gly Asp Leu Pro Phe val val Pro Arg Arg Met Ala 
1925 1930 1935 

Arg Lys Gly Ala Gly Asp Gly Ser Asp Glu Glu val Asp Gly Lys Ala 
1940 1945 1950 

Asp Gly Ala Glu Ala Lys Pro Ala Glu 
1955 1960 

<210> 104 

<211> 1960 

<212> PRT 

<213> Homo sapiens 

<400> 104 

Met Ala Gin Gin Ala Ala Asp Lys Tyr Leu Tyr Val Asp Lys Asn Phe 
15 10 15 

lie Asn Asn Pro Leu Ala Gin Ala Asp Trp Ala Ala Lys Lys Leu val 

20 25 30 

Trp val Pro Ser Asp Lys Ser Gly Phe Glu Pro Ala Ser Leu Lys Glu 
35 40 45 

Glu val Gly Glu Glu Ala He val Glu Leu val Glu Asn Gly Lys Lys 
50 55 60 

Val Lys val Asn Lys Asp Asp lie Gin Lys Met Asn Pro Pro Lys Phe 
65 70 75 80 

Ser Lys Val Glu Asp Met Ala Glu Leu Thr Cys Leu Asn Glu Ala Ser 
85 90 95 

Val Leu His Asn Leu Lys Glu Arg Tyr Tyr Ser Gly Leu lie Tyr Thr 
100 105 110 

Tyr ser Gly Leu Phe Cys val val lie Asn Pro Tyr Lys Asn Leu Pro 
115 120 125 

lie Tyr Ser Glu Glu He val Glu Met Tyr Lys Gly Lys Lys Arg His 
130 135 140 

Glu Met Pro Pro His lie Tyr Ala lie Thr Asp Thr Ala Tyr Arg Ser 
145 150 155 160 
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Met Met Gin Asp Arg Glu Asp Gin Ser He Leu Cys Thr Gly Glu Ser 
165 170 175 

Gly Ala Gly Lys Thr Glu Asn Thr Lys Lys val lie Gin Tyr Leu Ala 
180 185 190 

Tyr val Ala Ser ser His Lys Ser Lys Lys Asp Gin Gly Glu Leu Glu 
195 200 205 

Arg Gin Leu Leu Gin Ala Asn Pro lie Leu Glu Ala Phe Gly Asn Ala 

210 215 220 

Lys Thr Val Lys Asn Asp Asn Ser Ser Arg Phe Gly Lys Phe lie Arg 
225 230 235 240 

lie Asn Phe Asp Val Asn Gly Tyr lie val Gly Ala Asn He Glu Thr 
245 250 255 

Tyr Leu Leu Glu Lys Ser Arg Ala lie Arg Gin Ala Lys Glu Glu Arg 
260 265 270 

Thr Phe His lie Phe Tyr Tyr Leu Leu Ser Gly Ala Gly Glu His Leu 
275 280 285 

Lys Thr Asp Leu Leu Leu Glu Pro Tyr Asn Lys Tyr Arg Phe Leu Ser 
290 295 300 

Asn Gly His val Thr lie Pro Gly Gin Gin Asp Lys Asp Met Phe Gin 
305 310 315 320 

Glu Thr Met Glu Ala Met Arg lie Met Gly lie Pro Glu Glu Glu Gin 
325 330 335 

Met Gly Leu Leu Arg val lie Ser Gly Val Leu Gin Leu Gly Asn lie 
340 345 350 

val Phe Lys Lys Glu Arg Asn Thr Asp Gin Ala Ser Met Pro Asp Asn 

355 360 365 

Thr Ala Ala Gin Lys val Ser His Leu Leu Gly lie Asn Val Thr Asp 
370 375 380 

Phe Thr Arg Gly He Leu Thr Pro Arg lie Lys val Gly Arg Asp Tyr 
385 390 395 400 

val Gin Lys Ala Gin Thr Lys Glu Gin Ala Asp Phe Ala lie Glu Ala 
405 410 415 

Leu Ala Lys Ala Thr Tyr Glu Arg Met Phe Arg Trp Leu val Leu Arg 
420 425 430 

lie Asn Lys Ala Leu Asp Lys Thr Lys Arg Gin Gly Ala Ser Phe lie 
435 440 445 

Gly He Leu Asp He Ala Gly Phe Glu lie Phe Asp Leu Asn ser Phe 
450 455 460 

Glu Gin Leu Cys lie Asn Tyr Thr Asn Glu Lys Leu Gin Gin Leu Phe 
465 470 475 480 

Asn His Thr Met Phe lie Leu Glu Gin Glu Glu Tyr Gin Arg Glu Gly 
485 490 495 

Page 237 



CURA2221.APP 

lie Glu Trp Asn Phe lie Asp Phe Gly Leu Asp Leu Gin Pro Cys lie 
500 505 510 

Asp Leu lie Glu Lys Pro Ala Gly Pro Pro Gly He Leu Ala Leu Leu 
515 520 525 

Asp Glu Glu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe Val Glu 
530 535 540 

Lys val Met Gin Glu Gin Gly Thr His Pro Lys Phe Gin Lys Pro Lys 
545 550 555 560 

Gin Leu Lys Asp Lys Ala Asp Phe Cys lie lie His Tyr Ala Gly Lys 
565 570 575 

val Asp Tyr Lys Ala Asp Glu Trp Leu Met Lys Asn Met Asp Pro Leu 
580 585 590 

Asn Asp Asn lie Ala Thr Leu Leu His Gin Ser Ser Asp Lys Phe Val 
595 600 605 

ser Glu Leu Trp Lys Asp Val Asp Arg lie lie Gly Leu Asp Gin val 
610 615 620 

Ala Gly Met Ser Glu Thr Ala Leu Pro Gly Ala Phe Lys Thr Arg Lys 
625 630 635 640 

Gly Met Phe Arg Thr Val Gly Gin Leu Tyr Lys Glu Gin Leu Ala Lys 
645 650 655 

Leu Met Ala Thr Leu Arg Asn Thr Asn Pro Asn Phe Val Arg Cys lie 
660 665 670 

lie Pro Asn His Glu Lys Lys Ala Gly Lys Leu Asp Pro His Leu val 
675 680 685 

Leu Asp Gin Leu Arg Cys Asn Gly val Leu Glu Gly He Arg lie Cys 
690 695 700 

Arg Gin Gly Phe Pro Asn Arg Val Val Phe Gin Glu Phe Arg Gin Arg 
705 710 715 720 

Tyr Glu lie Leu Thr Pro Asn Ser lie Pro Lys Gly Phe Met Asp Gly 
725 730 735 

Lys Gin Ala Cys val Leu Met lie Lys Ala Leu Glu Leu Asp Ser Asn 
740 745 750 

Leu Tyr Arg lie Gly Gin Ser Lys val Phe Phe Arg Ala Gly val Leu 
755 760 765 

Ala His Leu Glu Glu Glu Arg Asp Leu Lys lie Thr Asp val lie lie 
770 775 780 

Gly Phe Gin Ala Cys Cys Arg Gly Tyr Leu Ala Arg Lys Ala Phe Ala 
785 790 795 800 

Lys Arg Gin Gin Gin Leu Thr Ala Met Lys Val Leu Gin Arg Asn Cys 
805 810 815 

Ala Ala Tyr Leu Lys Leu Arg Asn Trp Gin Trp Trp Arg Leu Phe Thr 
820 825 830 
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Lys val Lys Pro Leu Leu Gin val Ser Arg Gin Glu Glu Glu Met Met 
835 840 845 

Ala Lys Glu Glu Glu Leu val Lys val Arg Glu Lys Gin Leu Ala Ala 
850 855 860 

Glu Asn Arg Leu Thr Glu Met Glu Thr Leu Gin Ser Gin Leu Met Ala 
865 870 875 880 

Glu Lys Leu Gin Leu Gin Glu Gin Leu Gin Ala Glu Thr Glu Leu Cys 
885 890 895 

Ala Glu Ala Glu Glu Leu Arg Ala Arg Leu Thr Ala Lys Lys Gin Glu 
900 905 910 

Leu Glu Glu lie Cys His Asp Leu Glu Ala Arg Val Glu Glu Glu Glu 
915 920 925 

Glu Arg cys Gin His Leu Gin Ala Glu Lys Lys Lys Met Gin Gin Asn 
930 935 940 

lie Gin Glu Leu Glu Glu Gin Leu Glu Glu Glu Glu Ser Ala Arg Gin 
945 950 955 960 

Lys Leu Gin Leu Glu Lys Val Thr Thr Glu Ala Lys Leu Lys Lys Leu 
965 970 975 

Glu Glu Glu Gin lie lie Leu Glu Asp Gin Asn Cys Lys Leu Ala Lys 
980 985 990 

Glu Lys Lys Leu Leu Glu Asp Arg lie Ala Glu Phe Thr Thr Asn Leu 
995 1000 1005 

Thr Glu Glu Glu Glu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn Lys 
1010 1015 1020 

His Glu Ala Met lie Thr Asp Leu Glu Glu Arg Leu Arg Arg Glu Glu 
1025 1030 1035 1040 

Lys Gin Arg Gin Glu Leu Glu Lys Thr Arg Arg Lys Leu Glu Gly Asp 
1045 1050 1055 

Ser Thr Asp Leu Ser Asp Gin lie Ala Glu Leu Gin Ala Gin lie Ala 
1060 1065 1070 

Glu Leu Lys Met Gin Leu Ala Lys Lys Glu Glu Glu Leu Gin Ala Ala 
1075 1080 1085 

Leu Ala Arg val Glu Glu Glu Ala Ala Gin Lys Asn Met Ala Leu Lys 
1090 1095 1100 

Lys lie Arg Glu Leu Glu Ser Gin lie ser Glu Leu Gin Glu Asp Leu 
1105 1110 1115 1120 

Glu Ser Glu Arg Ala Ser Arg Asn Lys Ala Glu Lys Gin Lys Arg Asp 
1125 1130 1135 

Leu Gly Glu Glu Leu Glu Ala Leu Lys Thr Glu Leu Glu Asp Thr Leu 
1140 1145 1150 

Asp Ser Thr Ala Ala Gin Gin Glu Leu Arg Ser Lys Arg Glu Gin Glu 
1155 1160 1165 
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val Asn lie Leu Lys Lys Thr Leu Glu Glu Glu Ala Lys Thr His G"!u 
1170 1175 1180 

Ala Gin lie Gin Glu Met Arg Gin Lys His Ser Gin Ala val Glu Glu 
1185 1190 1195 1200 

Leu Ala Glu Gin Leu Glu Gin Thr Lys Arg val Lys Ala Asn Leu Glu 
1205 1210 1215 

Lys Ala Lys Gin Thr Leu Glu Asn Glu Arg Gly Glu Leu Ala Asn Glu 
1220 1225 1230 

Val Lys Val Leu Leu Gin Gly Lys Gly Asp Ser Glu His Lys Arg Lys 
1235 1240 1245 

Lys val Glu Ala Gin Leu Gin Glu Leu Gin Val Lys Phe Asn Glu Gly 
1250 1255 1260 

Glu Arg Val Arg Thr Glu Leu Ala Asp Lys Val Thr Lys Leu Gin val 
1265 1270 1275 1280 

Glu Leu Asp Asn val Thr Gly Leu Leu Ser Gin ser Asp Ser Lys Ser 
1285 1290 1295 

Ser Lys Leu Thr Lys Asp Phe Ser Ala Leu Glu Ser Gin Leu Gin Asp 
1300 1305 1310 

Thr Gin Glu Leu Leu Gin Glu Glu Asn Arg Gin Lys Leu Ser Leu Ser 
1315 1320 1325 

Thr Lys Leu Lys Gin Val Glu Asp Glu Lys Asn Ser Phe Arg Glu Gin 
1330 1335 1340 

Leu Glu Glu Glu Glu Glu Ala Lys His Asn Leu Glu Lys Gin lie Ala 
1345 1350 1355 1360 

Thr Leu His Ala Gin val Ala Asp Met Lys Lys Lys Met Glu Asp Ser 
1365 1370 1375 

val Gly Cys Leu Glu Thr Ala Glu Glu val Lys Arg Lys Leu Gin Lys 
1380 1385 1390 

Asp Leu Glu Gly Leu Ser Gin Arg His Glu Glu Lys val Ala Ala Tyr 
1395 1400 1405 

Asp Lys Leu Glu Lys Thr Lys Thr Arg Leu Gin Gin Glu Leu Asp Asp 
1410 1415 1420 

Leu Leu val Asp Leu Asp His Gin Arg Gin ser Ala Cys Asn Leu Glu 
1425 1430 1435 1440 

Lys Lys Gin Lys Lys Phe Asp Gin Leu Leu Ala Glu Glu Lys Thr lie 
1445 1450 1455 

Ser Ala Lys Tyr Ala Glu Glu Arg Asp Arg Ala Glu Ala Glu Ala Arg 
1460 1465 1470 

Glu Lys Glu Thr Lys Ala Leu Ser Leu Ala Arg Ala Leu Glu Glu Ala 
1475 1480 1485 

Met Glu Gin Lys Ala Glu Leu Glu Arg Leu Asn Lys Gin Phe Arg Thr 
1490 1495 1500 
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Glu Met Glu Asp Leu Met ser Ser Lys Asp Asp val Gly Lys ser val 
1505 1510 1515 1520 

His Glu Leu Glu Lys ser Lys Arg Ala Leu Glu Gin Gin val Glu Glu 
1525 1530 1535 

Met Lys Thr Gin Leu Glu Glu Leu Glu Asp Glu Leu Gin Ala Thr Glu 
1540 1545 1550 

Asp Ala Lys Leu Arg Leu Glu val Asn Leu Gin Ala Met Lys Ala Gin 
1555 1560 1565 

Phe Glu Arg Asp Leu Gin Gly Arg Asp Glu Gin Ser Glu Glu Lys Lys 
1570 1575 1580 

Lys Gin Leu Val Arg Gin val Arg Glu Met Glu Ala Glu Leu Glu Asp 
1585 1590 ~ 1595 1600 

Glu Arg Lys Gin Arg Ser Met Ala Val Ala Ala Arg Lys Lys Leu Glu 
1605 1610 1615 

Met Asp Leu Lys Asp Leu Glu Ala His lie Asp Ser Ala Asn Lys Asn 
1620 1625 1630 

Arg Asp Glu Ala lie Lys Gin Leu Arg Lys Leu Gin Ala Gin Met Lys 
1635 1640 1645 

Asp Cys Met Arg Glu Leu Asp Asp Thr Arg Ala Ser Arg Glu Glu lie 
1650 1655 1660 

Leu Ala Gin Ala Lys Glu Asn Glu Lys Lys Leu Lys Ser Met Glu Ala 
1665 1670 1675 1680 

Glu Met lie Gin Leu Gin Glu Glu Leu Ala Ala Ala Glu Arg Ala Lys 
1685 1690 1695 

Arg Gin Ala Gin Gin Glu Arg Asp Glu Leu Ala Asp Glu lie Ala Asn 
1700 1705 1710 

Ser Ser Gly Lys Gly Ala Leu Ala Leu Glu Glu Lys Arg Arg Leu Glu 
1715 1720 1725 

Ala Arg lie Ala Gin Leu Glu Glu Glu Leu Glu Glu Glu Gin Gly Asn 
1730 1735 1740 

Thr Glu Leu lie Asn Asp Arg Leu Lys Lys Ala Asn Leu Gin lie Asp 
1745 1750 1755 1760 

Gin lie Asn Thr Asp Leu Asn Leu Glu Arg ser His Ala Gin Lys Asn 
1765 1770 1775 

Glu Asn Ala Arg Gin Gin Leu Glu Arg Gin Asn Lys Glu Leu Lys Val 
1780 1785 1790 

Lys Leu Gin Glu Met Glu Gly Thr val Lys Ser Lys Tyr Lys Ala Ser 
1795 1800 1805 

lie Thr Ala Leu Glu Ala Lys lie Ala Gin Leu Glu Glu Gin Leu Asp 
1810 1815 1820 

Asn Glu Thr Lys Glu Arg Gin Ala Ala Cys Lys Gin val Arg Arg Thr 
1825 1830 1835 1840 
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Glu Lys Lys Leu Lys Asp Val Leu Leu Gin val Asp Asp Glu Arg Arg 
1845 1850 1855 

Asn Ala Glu Gin Tyr Lys Asp Gin Ala Asp Lys Ala Ser Thr Arg Leu 
1860 1865 1870 

Lys Gin Leu Lys Arg Gin Leu Glu Glu Ala Glu Glu Glu Ala Gin Arg 
1875 1880 1885 

Ala Asn Ala Ser Arg Arg Lys Leu Gin Arg Glu Leu Glu Asp Ala Thr 
1890 1895 1900 

Glu Thr Ala Asp Ala Met Asn Arg Glu Val Ser Ser Leu Lys Asn Lys 
1905 1910 1915 1920 

Leu Arg Arg Gly Asp Leu Pro Phe Val Val Pro Arg Arg Met Ala Arg 
1925 1930 1935 

Lys Gly Ala Gly Asp Gly Ser Asp Glu Glu val Asp Gly Lys Ala Asp 
1940 1945 1950 

Gly Ala Glu Ala Lys Pro Ala Glu 
1955 1960 

<210> 105 
<211> 1961 
<212> PRT 

<213> Rattus norvegicus 
<400> 105 

Met Ala Gin Gin Ala Ala Asp Lys Tyr Leu Tyr val Asp Lys Asn Phe 
15 10 15 

lie Asn Asn Pro Leu Ala Gin Ala Asp Cys Gly Ala Lys Lys Leu Val 
20 25 30 

Trp Val Pro Ser Thr Lys Asn Gly Phe Glu Pro Ala Ser Leu Lys Glu 
35 40 45 

Glu val Gly Glu Glu Ala lie val Glu Leu val Glu Asn Gly Lys Lys 
50 55 60 

val Lys val Asn Lys Asp Asp lie Gin Lys Met Asn Pro Pro Lys Phe 
65 70 75 80 

Ser Lys val Glu Asp Met Ala Glu Leu Thr Cys Leu Asn Glu Ala Ser 
85 90 95 

val Leu His Asn Leu Lys Glu Arg Tyr Tyr Ser Gly Leu lie Tyr Thr 
100 105 110 

Tyr Ser Gly Leu Phe Cys Val Val lie Asn Pro Tyr Lys Asn Leu Pro 
115 120 125 

lie Tyr Ser Glu Glu lie Val Asp Met Tyr Lys Gly Lys Lys Arg His 
130 135 140 

Glu Met Pro Pro His lie Tyr Ala lie Thr Asp Thr Ala Tyr Arg Ser 
145 150 155 160 

Met Met Gin Asp Arg Glu Asp Gin Ser lie Leu Cys Thr Gly Glu ser 
165 170 175 

Page 242 



CURA2221.APP 

Gly Ala Gly Lys Thr Glu Asn Thr Lys Lys Val He Gin Tyr Leu Ala 
180 185 190 

His val Ala Ser ser His Lys Ser Lys Lys Asp Gin Gly Glu Leu Glu 
195 200 205 

Arg Gin Leu Leu Gin Ala Asn Pro lie Leu Glu Ala Phe Gly Asn Ala 
210 215 220 

Lys Thr val Lys Asn Asp Asn Ser ser Arg Phe Gly Lys Phe lie Arg 
225 230 235 240 

lie Asn Phe Asp Val Asn Gly Tyr lie Val Gly Ala Asn lie Glu Thr 
245 250 255 

Tyr Leu Leu Glu Lys ser Arg Ala lie Arg Gin Ala Lys Glu Glu Arg 
260 265 270 

Thr Phe His lie Phe Tyr Tyr Leu Leu ser Gly Ala Gly Glu His Leu 
275 280 285 

Lys Thr Asp Leu Leu Leu Glu Pro Tyr Asn Lys Tyr Arg Phe Leu Ser 
290 295 300 

Asn Gly His val Thr lie Pro Gly Gin Gin Asp Lys Asp Met Phe Gin 
305 310 " 315 320 

Glu Thr Met Glu Ala Met Arg lie Met Gly lie Pro Glu Asp Glu Gin 
325 330 335 

Met Gly Leu Leu Arg val lie Ser Gly val Leu Gin Leu Gly Asn lie 
340 345 350 

val Phe Lys Lys Glu Arg Asn Thr Asp Gin Ala Ser Met Pro Asp Asn 
355 360 365 

Thr Ala Ala Gin Lys val Ser His Leu Leu Gly lie Asn Val Thr Asp 
370 375 380 

Phe Thr Arg Gly lie Leu Thr Pro Arg He Lys val Gly Arg Asp Tyr 
385 390 395 400 

val Gin Lys Ala Gin Thr Lys Glu Gin Ala Asp Phe Ala lie Glu Ala 
405 410 415 

Leu Ala Lys Ala Thr Tyr Glu Arg Met Phe Arg Trp Leu Val Leu Arg 
420 425 430 

lie Asn Lys Ala Leu Asp Lys Thr Lys Arg Gin Gly Ala Ser Phe lie 
435 440 445 

Gly lie Leu Asp lie Ala Gly Phe Glu lie Phe Asp Leu Asn Ser Phe 
450 455 460 

Glu Gin Leu Cys lie Asn Tyr Thr Asn Glu Lys Leu Gin Gin Leu Phe 
465 470 475 480 

Asn His Thr Met Phe lie Leu Glu Gin Glu Glu Tyr Gin Arg Glu Gly 
485 490 495 

lie Glu Trp Asn Phe lie Asp Phe Gly Leu Asp Leu Gin Pro Cys lie 
500 505 510 
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Asp Leu lie Glu Lys Pro Ala Gly Pro Pro Gly lie Leu Ala Leu Leu 
515 520 525 

Asp Glu Glu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe Val Glu 
530 535 540 

Lys val val Gin Glu Gin Gly Thr His Pro Lys Phe Gin Lys Pro Lys 
545 550 555 560 

Gin Leu Lys Asp Lys Ala Asp Phe Cys He He His Tyr Ala Gly Lys 
565 570 575 

val Asp Tyr Lys Ala Asp Glu Trp Leu Met Lys Asn Met Asp Pro Leu 
580 585 590 

Asn Asp Asn lie Ala Thr Leu Leu His Gin Ser Ser Asp Lys Phe val 
595 600 605 

Ser Glu Leu Trp Lys Asp val Asp Arg lie lie Gly Leu Asp Gin val 
610 615 620 

Ala Gly Met Ser Glu Thr Ala Leu Pro Gly Ala Phe Lys Thr Arg Lys 
625 630 635 640 

Gly Met Phe Arg Thr Val Gly Gin Leu Tyr Lys Glu Gin Leu Ala Lys 
645 650 655 

Leu Met Ala Thr Leu Arg Asn Thr Asn Pro Asn Phe val Cys Cys lie 
660 665 670 

lie Pro Asn His Glu Lys Lys Ala Gly Lys Leu Asp Pro His Leu val 
675 680 685 

Leu Asp Gin Leu Arg Cys Asn Gly Val Leu Glu Gly lie Arg lie Cys 
690 695 700 

Arg Gin Gly Phe Pro Asn Arg Val val Phe Gin Glu Phe Arg Gin Arg 
705 ' 710 715 720 

Tyr Glu lie Leu Thr Pro Asn Ser lie Pro Lys Gly Phe Met Asp Gly 
725 730 735 

Lys Gin Ala Cys Val Leu Met lie Lys Ala Leu Glu Leu Asp Ser Asn 
740 745 750 

Leu Tyr Arg lie Gly Gin Ser Lys val Phe Phe Arg Ser Gly val Leu 
755 760 765 

Ala His Leu Glu Glu Glu Arg Asp Leu Lys lie Thr Asp val lie lie 
770 775 780 

Gly Phe Gin Ala Cys Cys Arg Gly Tyr Leu Ala Arg Lys Ala Phe Ala 
785 790 795 800 

Lys Arg Gin Gin Gin Leu Thr Ala Met Lys Val Leu Gin Arg Asn Cys 
805 810 815 

Ala Ala Tyr Leu Arg Leu Arg Asn Trp Gin Trp Trp Arg Leu Phe Thr 
820 825 830 

Lys val Lys Pro Leu Leu Asn Ser lie Arg His Glu Asp Glu Leu Leu 
835 840 845 
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Ala Lys Glu Ala Glu Leu Thr Lys val Arg Glu Lys His Leu Ala Ala 
850 855 860 

Glu Asn Arg Leu Thr Glu Met Glu Thr Met Gin ser Gin Leu Met Ala 
865 870 875 880 

Glu Lys Leu Gin Leu Gin Glu Gin Leu Gin Ala Lys Thr Glu Leu Cys 
885 890 895 

Ala Glu Ala Glu Glu Leu Arg Ala Arg Leu Thr Ala Lys Lys Gin Glu 
900 905 910 

Leu Glu Glu lie Cys His Asp Leu Glu Ala Arg val Glu Glu Glu Glu 
915 920 925 

Glu Arg Cys Gin Tyr Leu Gin Ala Glu Lys Lys Lys Met Gin Gin Asn 
930 935 940 

lie Gin Glu Leu Glu Glu Gin Leu Glu Glu Glu Glu Ser Ala Arg Gin 
945 950 955 960 

Lys Leu Gin Leu Glu Lys val Thr Thr Glu Ala Lys Leu Lys Lys Leu 
965 970 975 

Glu Glu Asp Gin lie lie Met Glu Asp Gin Asn cys Lys Leu Ala Lys 
980 985 990 

Glu Lys Lys Leu Leu Glu Asp Arg val Ala Glu Phe Thr Thr Asp Leu 
995 1000 1005 

Met Glu Glu Glu Glu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn Lys 
1010 1015 1020 

His Glu Ala Met lie Thr Asp Leu Glu Glu Arg Leu Arg Arg Glu Glu 
1025 1030 1035 1040 

Lys Gin Arg Gin Glu Leu Glu Lys Thr Arg Arg Lys Leu Glu Gly Asp 
1045 1050 1055 

ser Thr Asp Leu Ser Asp Gin lie Ala Glu Leu Gin Ala Gin lie Ala 
1060 1065 1070 

Glu Leu Lys Met Gin Leu Ala Lys Lys Glu Glu Glu Leu Gin Ala Ala 
1075 1080 1085 

Leu Ala Arg val Glu Glu Glu Ala Ala Gin Lys Asn Met Ala Leu Lys 
1090 1095 1100 

Lys lie Arg Glu Leu Glu Thr Gin He Ser Glu Leu Gin Glu Asp Leu 
1105 1110 1115 1120 

Glu Ser Glu Arg Ala Cys Arg Asn Lys Ala Glu Lys Gin Lys Arg Asp 
1125 1130 ' 1135 

Leu Gly Glu Glu Leu Glu Ala Leu Lys Thr Glu Leu Glu Asp Thr Leu 
1140 1145 1150 

Asp Ser Thr Ala Ala Gin Gin Glu Leu Arg Ser Lys Arg Glu Gin Glu 
1155 1160 1165 

val Ser lie Leu Lys Lys Thr Leu Glu Asp Glu Ala Lys Thr His Glu 
1170 1175 1180 

page 245 



CURA2221.APP 

Ala Gin He Gin Glu Met Arg Gin Lys His Ser Gin Ala val Glu Glu 
1185 1190 1195 1200 

Leu Ala Glu Gin Leu Glu Gin Thr Lys Arg val Lys Ala Thr Leu Glu 
1205 1210 1215 

Lys Ala Lys Gin Thr Leu Glu Asn Glu Arg Gly Glu Leu Ala Asn Glu 
1220 1225 1230 

val Lys Ala Leu Leu Gin Gly Lys Gly Asp Ser Glu His Lys Arg Lys 
1235 1240 1245 

Lys val Glu Ala Gin Leu Gin Glu Leu Gin Val Lys Phe Ser Glu Gly 
1250 1255 1260 

Glu Arg Val Arg Thr Glu Leu Ala Asp Lys Val Ser Lys Leu Gin Val 
1265 1270 1275 1280 

Glu Leu Asp Ser val Thr Gly Leu Leu Asn Gin Ser Asp ser Lys Ser 
1285 1290 1295 

Ser Lys Leu Thr Lys Asp Phe Ser Ala Leu Glu Ser Gin Leu Gin Asp 
1300 1305 1310 

Thr Gin Glu Leu Leu Gin Glu Glu Asn Arg Gin Lys Leu Ser Leu Ser 
1315 1320 1325 

Thr Lys Leu Lys Gin Met Glu Asp Glu Lys Asn Ser Phe Arg Glu Gin 
1330 1335 1340 

Leu Glu Glu Glu Glu Glu Glu Ala Lys Arg Asn Leu Glu Lys Gin lie 
1345 1350 1355 1360 

Ala Thr Leu His Ala Gin Val Thr Asp Met Lys Lys Lys Met Glu Asp 
1365 1370 1375 

Gly Val Gly Cys Leu Glu Thr Ala Glu Glu Ala Lys Arg Arg Leu Gin 
1380 1385 1390 

Lys Asp Leu Glu Gly Leu Ser Gin Arg Leu Glu Glu Lys val Ala Ala 
1395 1400 1405 

Tyr Asp Lys Leu Glu Lys Thr Lys Thr Arg Leu Gin Gin Glu Leu Asp 
1410 1415 1420 

Asp Leu Leu val Asp Leu Asp His Gin Arg Gin ser val Ser Asn Leu 
1425 1430 1435 1440 

Glu Lys Lys Gin Lys Lys Phe Asp Gin Leu Leu Ala Glu Glu Lys Thr 
1445 1450 1455 

lie Ser Ala Lys Tyr Ala Glu Glu Arg Asp Arg Ala Glu Ala Glu Ala 
1460 1465 1470 

Arg Glu Lys Glu Thr Lys Ala Leu Ser Leu Ala Arg Ala Leu Glu Glu 
1475 1480 1485 

Ala Met Glu Gin Lys Ala Glu Leu Glu Arg Leu Asn Lys Gin Phe Arg 
1490 1495 1500 

Thr Glu Met Glu Asp Leu Met Ser Ser Lys Asp Asp val Gly Lys Ser 
1505 1510 1515 1520 
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val His Glu Leu Glu Lys Ser Asn Arg Ala Leu Glu Gin Gin Val Glu 
1525 1530 1535 

Glu Met Lys Thr Gin Leu Glu Glu Leu Glu Asp Glu Leu Gin Ala Thr 
1540 1545 1550 

Glu Asp Ala Lys Leu Arg Leu Glu val Asn Leu Gin Ala Met Lys Ala 
1555 1560 1565 

Gin Phe Glu Arg Asp Leu Gin Gly Arg Asp Glu Gin Ser Glu Glu Lys 
1570 1575 1580 

Lys Lys Gin Leu Val Arg Gin Val Arg Glu Met Glu Ala Glu Leu Glu 
1585 1590 1595 1600 

Asp Glu Arg Lys Gin Arg Ser lie Ala Met Ala Ala Arg Lys Lys Leu 
1605 1610 1615 

Glu Met Asp Leu Lys Asp Leu Glu Ala His lie Asp Thr Ala Asn Lys 
1620 1625 1630 

Asn Arg Glu Glu Ala lie Lys Gin Leu Arg Lys Leu Gin Ala Gin Met 
1635 1640 1645 

Lys Asp Cys Met Arg Asp val Asp Asp Thr Arg Ala Ser Arg Glu Glu 
1650 1655 1660 

lie Leu Ala Gin Ala Lys Glu Asn Glu Lys Lys Leu Lys Ser Met Glu 
1665 1670 1675 1680 

Ala Glu Met lie Gin Leu Gin Glu Glu Leu Ala Ala Ala Glu Arg Ala 
1685 1690 1695 

Lys Arg Gin Ala Gin Gin Glu Arg Asp Glu Leu Ala Asp Glu lie Ala 
1700 1705 1710 

Asn Ser Ser Gly Lys Gly Ala Leu Ala Leu Glu Glu Lys Arg Arg Leu 
1715 1720 1725 

Glu Ala Leu lie Ala Leu Leu Glu Glu Glu Leu Glu Glu Glu Gin Gly 
1730 1735 1740 

Asn Thr Glu Leu He Asn Asp Arg Leu Lys Lys Ala Asn Leu Gin lie 
1745 1750 1755 1760 

Asp Gin lie Asn Thr Asp Leu Asn Leu Glu Arg Ser His Ala Gin Lys 
1765 1770 1775 

Asn Glu Asn Ala Arg Gin Gin Leu Glu Arg Gin Asn Lys Glu Leu Lys 
1780 1785 1790 

Ala Lys Leu Gin Glu Met Glu Ser Ala val Lys Ser Lys Tyr Lys Ala 
1795 1800 1805 

Ser lie Ala Ala Leu Glu Ala Lys lie Ala Gin Leu Glu Glu Gin Leu 
1810 1815 1820 

Asp Asn Glu Thr Lys Glu Arg Gin Ala Ala Ser Lys Gin Val Arg Arg 
1825 1830 1835 1840 

Ala Glu Lys Lys Leu Lys Asp val Leu Leu Gin val Glu Asp Glu Arg 
1845 1850 1855 

Page 247 



CURA2221.APP 

Arg Asn Ala Glu Gin Phe Lys Asp Gin Ala Asp Lys Ala Ser Thr Arg 
1860 1865 1870 

Leu Lys Gin Leu Lys Arg Gin Leu Glu Glu Ala Glu Glu Glu Ala Gin 
1875 1880 1885 

Arg Ala Asn Ala Ser Arg Arg Lys Leu Gin Arg Glu Leu Glu Asp Ala 
1890 1895 1900 

Thr Glu Thr Ala Asp Ala Met Asn Arg Glu Val Ser Ser Leu Lys Asn 
1905 1910 1915 1920 

Lys Leu Arg Arg Gly Asp Met Pro Phe val Val Thr Arg Arg lie Val 
1925 1930 1935 

Arg Lys Gly Thr Gly Asp Cys Ser Asp Glu Glu val Asp Gly Lys Ala 
1940 1945 1950 

Asp Gly Ala Asp Ala Lys Ala Thr Glu 
1955 1960 

<210> 106 
<211> 1959 
<212> PRT 

<213> Gallus gallus 
<400> 106 

Met Ala Gin Arg Asp Ala Asp Lys Tyr Leu Tyr val Asp Lys Asn He 
15 10 15 

lie Asn Asn Pro Leu Thr Gin Ala Asp Trp Ala Ala Lys Lys Leu Val 
20 25 30 

Trp val Pro Ser Glu Lys Ser Gly Phe Glu Ala Ala Ser Leu Lys Glu 
35 40 45 

Glu val Gly Asp Glu Ala lie Val Glu Leu Ala Glu Asn Gly Lys Lys 
50 55 60 

Val Lys val Asn Lys Asp Asp lie Gin Lys Met Asn Pro Pro Lys Phe 
65 70 75 80 

Ser Lys val Glu Asp Met Ala Glu Leu Thr cys Leu Asn Glu Ala Ser 
85 90 95 

val Leu His Asn Leu Lys Glu Arg Tyr Tyr Ser Gly Leu lie Tyr Thr 
100 105 110 

Tyr Ser Gly Leu Phe Cys Val val lie Asn Pro Tyr Lys Asn Leu Pro 
115 120 125 

lie Tyr Ser Glu Glu lie val Glu Met Tyr Lys Gly Lys Lys Arg His 
130 135 140 

Glu Met Pro Pro His lie Tyr Ala lie Thr Asp Thr Ala Tyr Arg Ser 
145 150 155 160 

Met Met Gin Asp Arg Glu Asp Gin Ser lie Leu Cys Thr Gly Glu Ser 
165 170 175 

Gly Ala Gly Lys Thr Glu Asn Thr Lys Lys val lie Gin Tyr Leu Ala 
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180 185 190 

His val Ala Ser Ser His Lys ser Lys Lys Asp Gin Gly Glu Leu Glu 
195 200 205 

Arg Gin Leu Leu Gin Ala Asn Pro lie Leu Glu Ala Phe Gly Asn Ala 
210 215 220 

Lys Thr val Lys Asn Asp Asn ser Ser Arg Phe Gly Lys Phe lie Arg 
225 230 235 240 

lie Asn Phe Asp val Asn Gly Tyr lie Val Gly Ala Asn lie Glu Thr 
245 250 255 

Tyr Leu Leu Glu Lys Ser Arg Ala lie Arg Gin Ala Lys Glu Glu Arg 
260 265 270 

Thr Phe His lie Phe Tyr Tyr Leu Leu ser Gly Ala Gly Glu His Leu 
275 280 285 

Lys Thr Asp Leu Leu Leu Glu Pro Tyr Asn Lys Tyr Arg Phe Leu Ser 
290 295 300 

Asn Gly His val Thr lie Pro Gly Gin Gin Asp Lys Asp Met Phe Gin 
305 310 315 320 

Glu Thr Met Glu Ala Met Arg He Met Gly He Pro Asp Glu Glu Gin 
325 330 335 

lie Gly Leu Leu Lys Val lie Ser Gly Val Leu Gin Leu Gly Asn lie 
340 345 350 

val Phe Lys Lys Glu Arg Asn Thr Asp Gin Ala Ser Met Pro Asp Asn 
355 360 365 

Thr Ala Ala Gin Lys Val Ser His Leu Leu Gly lie Asn Val Thr Asp 
370 ' 375 380 

Phe Thr Arg Gly lie Leu Thr Pro Arg lie Lys val Gly Arg Asp Tyr 
385 390 395 400 

val Gin Lys Ala Gin Thr Lys Glu Gin Ala Asp Phe Ala lie Glu Ala 
405 410 415 

Leu Ala Lys Ala Thr Tyr Glu Gin Met Phe Arg Trp Leu val Met Arg 
420 425 430 

He Asn Lys Ala Leu Asp Lys Thr Lys Arg Gin Gly Ala ser Phe lie 
435 440 445 

Gly He Leu Asp lie Ala Gly Phe Glu He Phe Glu Leu Asn Ser Phe 
450 455 460 

Glu Gin Leu Cys lie Asn Tyr Thr Asn Glu Lys Leu Gin Gin Leu Phe 
465 ' 470 475 480 

Asn His Thr Met Phe lie Leu Glu Gin Glu Glu Tyr Gin Asn Glu Gly 
485 490 495 

He Glu Trp Asn Phe lie Asp Phe Gly Leu Asp Leu Gin Pro Cys lie 
500 505 510 

Asp Leu lie Glu Lys Pro Ala Gly Pro Pro Gly lie Leu Ala Leu Leu 

Page 249 



CURA2221.APP 
515 520 525 

Asp Glu Glu Cys Trp Phe Pro Lys Ala Thr Asp Lys Ser Phe val Glu 
530 535 540 

Lys val val Gin Glu Gin Gly Thr His Pro Lys Phe Gin Lys Pro Lys 
545 550 555 560 

Gin Leu Lys Asp Lys Ala Asp Phe Cys lie lie His Tyr Ala Gly Lys 
565 570 575 

val Asp Tyr Lys Ala Asp Glu Trp Leu Met Lys Asn Met Asp Pro Leu 
580 585 590 

Asn Asp Asn lie Ala Thr Leu Leu His Gin ser ser Asp Lys Phe val 
595 600 605 

Ser Glu Leu Trp Lys Asp val Asp Arg lie val Gly Leu Asp Gin val 
610 615 620 

Ala Gly Met ser Glu Thr Ala Leu Pro Gly Ala Phe Lys Thr Arg Lys 
625 630 635 640 

Gly Met Phe Arg Thr Val Gly Gin Leu Tyr Lys Glu Gin Leu Ala Lys 
645 650 655 

Leu Met Ala Thr Leu Arg Asn Thr Asn Pro Asn Phe val Arg Cys lie 
660 " 665 670 

He Pro Asn His Glu Lys Lys Ala Gly Lys Leu Asp Pro His Leu val 
675 680 685 

Leu Asp Gin Leu Arg Cys Asn Gly val Leu Glu Gly He Arg He Cys 
690 695 700 

Arg Gin Gly Phe Pro Asn Arg Val Val Phe Gin Glu Phe Arg Gin Arg 
705 710 715 720 

Tyr Glu lie Leu Thr Pro Asn Ala lie Pro Lys Gly Phe Met Asp Gly 
725 730 735 

Lys Gin Ala Cys val Leu Met lie Lys Ala Leu Glu Leu Asp ser Asn 
740 745 750 

Leu Tyr Arq lie Gly Gin Ser Lys val Phe Phe Arg Ala Gly val Leu 
755 760 765 

Ala His Leu Glu Glu Glu Arg Asp Leu Lys He Thr Asp val He He 
770 775 780 

Gly Phe Gin Ala Cys Cys Arg Gly Tyr Leu Ala Arg Lys Ala Phe Ala 
785 790 795 800 

Lys Arg Gin Gin Gin Leu Thr Ala Met Lys val Leu Gin Arg Asn Cys 
805 810 815 

Ala Ala Tyr Leu Lys Leu Arg Asn Trp Gin Trp Trp Arg Leu Phe Thr 
820 825 830 

Lys val Lys Pro Leu Leu Gin val Ser Arg Gin Glu Glu Glu Met Met 
835 840 845 

Ala Lys Glu Glu Glu Leu He Lys Val Lys Glu Lys Gin Leu Ala Ala 
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850 855 860 

Glu Asn Arg Leu Ser Glu Met Glu Thr Phe Gin Ala Gin Leu Met Ala 
865 ~ 870 875 880 

Glu Lys Met Gin Leu Gin Glu Gin Leu Gin Ala Glu Ala Glu Leu Cys 
885 890 895 

Ala Glu Ala Glu Glu lie Arg Ala Arg Leu Thr Ala Lys Lys Gin Glu 
900 905 910 

Leu Glu Glu lie Cys His Asp Leu Glu Ala Arg Val Glu Glu Glu Glu 
915 920 925 

Glu Arg cys Gin His Leu Gin Ala Glu Lys Lys Lys Met Gin Gin Asn 
930 935 940 

lie Gin Glu Leu Glu Glu Gin Leu Glu Glu Glu Glu Ser Ala Arg Gin 
945 950 955 960 

Lys Leu Gin Leu Glu Lys val Thr Thr Glu Ala Lys Leu Lys Lys Leu 
965 970 975 

Glu Glu Asp val He val Leu Glu Asp Gin Asn Leu Lys Leu Ala Lys 
980 985 990 

Glu Lys Lys Leu Leu Glu Asp Arg Met Ser Glu Phe Thr Thr Asn Leu 
995 1000 1005 

Thr Glu Glu Glu Glu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn Lys 
1010 1015 1020 

His Glu Ala Met He Thr Asp Leu Glu Glu Arg Leu Arg Arg Glu Glu 
1025 1030 1035 1040 

Lys Gin Arg Gin Glu Leu Glu Lys Thr Arg Arg Lys Leu Glu Gly Asp 
1045 1050 1055 

Ser Ser Asp Leu His Asp Gin lie Ala Glu Leu Gin Ala Gin lie Ala 
1060 1065 1070 

Glu Leu Lys lie Gin Leu Ser Lys Lys Glu Glu Glu Leu Gin Ala Ala 
1075 1080 1085 

Leu Ala Arg Val Glu Glu Glu Ala Ala Gin Lys Asn Met Ala Leu Lys 
1090 1095 1100 

Lys He Arg Glu Leu Glu Ser Gin He Thr Glu Leu Gin Glu Asp Leu 
1105 1110 1115 1120 

Glu Ser Glu Arg Ala Ser Arg Asn Lys Ala Glu Lys Gin Lys Arg Asp 
1125 " 1130 1135 

Leu Gly Glu Glu Leu Glu Ala Leu Lys Thr Glu Leu Glu Asp Thr Leu 
1140 1145 1150 

Asp Ser Thr Ala Ala Gin Gin Glu Leu Arg Ser Lys Arg Glu Gin Glu 
1155 1160 1165 

Val Thr val Leu Lys Lys Thr Leu Glu Asp Glu Ala Lys Thr His Glu 
1170 1175 1180 

Ala Gin He Gin Glu Met Arg Gin Lys His Ser Gin Ala lie Glu Glu 
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1185 1190 1195 1200 

Leu Ala Glu Gin Leu Glu Gin Thr Lys Arg val Lys Ala Asn Leu Glu 
1205 1210 1215 

Lys Ala Lys Gin Ala Leu Glu Ser Glu Arg Ala Glu Leu ser Asn Glu 
1220 1225 1230 

val Lys val Leu Leu Gin Gly Lys Gly Asp Ala Glu His Lys Arg Lys 
1235 1240 1245 

Lys val Asp Ala Gin Leu Gin Glu Leu Gin val Lys Phe Thr Glu Gly 
1250 1255 1260 

Glu Arg val Lys Thr Glu Leu Ala Glu Arg val Asn Lys Leu Gin val 
1265 1270 1275 1280 

Glu Leu Asp Asn val Thr Gly Leu Leu Asn Gin Ser Asp ser Lys Ser 
1285 1290 1295 

lie Lys Leu Ala Lys Asp Phe Ser Ala Leu Glu Ser Gin Leu Gin Asp 
1300 1305 1310 

Thr Gin Glu Leu Leu Gin Glu Glu Thr Arg Leu Lys Leu Ser Phe Ser 
1315 1320 1325 

Thr Lys Leu Lys Gin Thr Glu Asp Glu Lys Asn Ala Leu Lys Glu Gin 
1330 1335 1340 

Leu Glu Glu Glu Glu Gl u Ala Lys Arg Asn Leu Glu Lys Gin lie Ser 
1345 1350 1355 1360 

val Leu Gin Gin Gin Ala Val Glu Ala Arg Lys Lys Met Asp Asp Gly 
1365 1370 1375 

Leu Gly Cys Leu Glu lie Ala Glu Glu Ala Lys Lys Lys Leu Gin Lys 
1380 1385 1390 

Asp Leu Glu Ser Leu Thr Gin Arg Tyr Glu Glu Lys lie Ala Ala Tyr 
1395 1400 1405 

Asp Lys Leu Glu Lys Thr Lys Thr Arg Leu Gin Gin Glu Leu Asp Asp 
1410 1415 " 1420 

lie Ala val Asp Leu Asp His Gin Arg Gin Thr val Ser Asn Leu Glu 
1425 1430 1435 1440 

Lys Lys Gin Lys Lys Phe Asp Gin Leu Leu Ala Glu Glu Lys Asn lie 
1445 1450 1455 

Ser Ala Lys Tyr Ala Glu Glu Arg Asp Arg Ala Glu Ala Glu Ala Arg 
1460 1465 1470 

Glu Lys Glu Thr Lys Ala Leu Ser Leu Ala Arg Ala Leu Glu Glu Ala 
1475 1480 1485 

lie Glu Gin Lys Ala Glu Leu Glu Arg Val Asn Lys Gin Phe Arg Thr 
1490 1495 1500 

Glu Met Glu Asp Leu Met Ser Ser Lys Asp Asp val Gly Lys Ser val 
1505 1510 1515 1520 

His Glu Leu Glu Lys Ala Lys Arg Ala Leu Glu Gin Gin val Glu Glu 

page 252 



CURA2221.APP 
1525 1530 1535 

Met Lys Thr Gin Leu Glu Glu Leu Glu Asp Glu Leu Gin Ala Thr Glu 
1540 1545 1550 

Asp Ala Lys Leu Arg Leu Glu Val Asn Gin Gin Ala Met Lys Ala Gin 
1555 1560 1565 

Phe Asp Arq Asp Leu Leu Gly Arg Asp Glu Gin Asn Glu Glu Lys Arg 
1570 1575 1580 

Lys Gin Leu lie Arg Gin val Arg Glu Met Glu Val Glu Leu Glu Asp 
1585 1590 1595 1600 

Glu Arq Lys Gin Arg Ser lie Ala Val Ala Ala Arg Lys Lys Leu Glu 
1605 1610 1615 

Leu Asp Leu Lys Asp Leu Glu Ser His lie Asp Thr Ala Asn Lys Asn 
1620 1625 1630 

Arg Asp Glu Ala lie Lys His Val Arg Lys Leu Gin Ala Gin Met Lys 
1635 1640 1645 

Asp Tyr Met Arg Glu Leu Glu Asp Thr Arg Thr Ser Arg Glu Glu lie 
1650 1655 1660 

Leu Ala Gin Ala Lys Glu Asn Glu Lys Lys Leu Lys Ser Met Glu Ala 
1665 1670 1675 1680 

Glu Met lie Gin Leu Gin Glu Glu Leu Ala Ala Ala Glu Arg Ala Lys 
1685 1690 1695 

Arq Gin Ala Gin Gin Glu Arg Asp Glu Leu Ala Asp Glu lie Ala Asn 
1700 1705 1710 

Ser Ser Gly Lys Gly Ala Leu Ala Met Glu Glu Lys Arg Arg Leu Glu 
1715 1720 1725 

Ala Arg lie Ala Gin Leu Glu Glu Glu Leu Glu Glu Glu Gin Gly Asn 
1730 1735 1740 

Thr Glu lie lie Asn Asp Arg Leu Lys Lys Ala Asn Leu Gin lie Asp 
1745 1750 1755 1760 

Gin Met Asn Ala Asp Leu Asn Ala Glu Arg Ser Asn Ala Gin Lys Asn 
1765 1770 1775 

Glu Asn Ala Arg Gin Gin Met Glu Arg Gin Asn Lys Glu Leu Lys Leu 
1780 1785 1790 

Lys Leu Gin Glu Met Glu Ser Ala val Lys Ser Lys Tyr Lys Ala Thr 
1795 1800 1805 

He Thr Ala Leu Glu Ala Lys lie Val Gin Leu Glu Glu Gin Leu Asp 
1810 1815 1820 

Met Glu Thr Lys Glu Arg Gin Ala Ala Ser Lys Gin Val Arg Arg Ala 
1825 1830 1835 1840 

Glu Lys Lys Leu Lys Asp lie Leu Leu Gin val Asp Asp Glu Arg Arg 
1845 1850 1855 

Asn Ala Glu Gin Phe Lys Asp Gin Ala Asp Lys Ala Asn Met Arg Leu 
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1860 1865 1870 

Lys Gin Leu Lys Arg Gin Leu Glu Glu Ala Glu Glu Glu Ala Gin Arg 
1875 1880 1885 

Ala Asn Val Arg Arg Lys Leu Gin Arg Glu Leu Asp Asp Ala Thr Glu 
1890 1895 1900 

Thr Ala Asp Ala Met Asn Arg Glu val ser Ser Leu Lys Ser Lys Leu 
1905 1910 1915 1920 

Arg Arg Gly Asp Leu Pro Phe Val val Thr Arg Arg Leu val Arg Lys 
1925 1930 1935 

Gly Thr Gly Glu Cys ser Asp Glu Glu val Asp Gly Lys Ala Glu Ala 
1940 1945 1950 

Gly Asp Ala Lys Ala Thr Glu 
1955 

<210> 107 
<211> 1999 
<212> PRT 

<213> Rattus norvegicus 
<400> 107 

Met Ala Gin Arg Asp Ala Asp Lys Tyr Leu Tyr Val Asp Lys Asn He 
15 10 15 

lie Asn Asn Pro Leu Thr Gin Ala Asp Trp Ala Ala Lys Lys Leu Val 

20 25 30 

Trp val Pro Ser Glu Lys Ser Gly Phe Glu Ala Ala Ser Leu Lys Glu 
35 40 45 

Glu val Gly Asp Glu Ala He val Glu Leu Ala Glu Asn Gly Lys Lys 
50 55 60 

val Lys val Asn Lys Asp Asp lie Gin Lys Met Asn Pro Pro Lys Phe 
65 70 75 80 

Ser Lys val Glu Asp Met Ala Glu Leu Thr Cys Leu Asn Glu Ala Ser 
85 90 95 

Val Leu His Asn Leu Lys Glu Arg Tyr Tyr Ser Gly Leu lie Tyr Thr 
100 " 105 110 

Tyr ser Gly Leu Phe Cys val Val lie Asn Pro Tyr Lys Asn Leu Pro 
115 120 125 

lie Tyr Ser Glu Glu lie val Glu Met Tyr Lys Gly Lys Lys Arg His 
130 135 140 

Glu Met Pro Pro His lie Tyr Ala lie Thr Asp Thr Ala Tyr Arg Ser 
145 150 155 160 

Met Met Gin Asp Arg Glu Asp Gin Ser lie Leu Cys Thr Gly Glu Ser 
165 170 175 

Gly Ala Gly Lys Thr Glu Asn Thr Lys Lys val lie Gin Tyr Leu Ala 



180 185 
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His val Ala Ser Ser His Lys ser Lys Lys Asp Gin Gly Glu Leu Glu 
195 200 205 

Arg Gin Leu Leu Gin Ala Asn Pro lie Leu Glu Ala Phe Gly Asn Ala 
210 215 220 

Lys Thr val Lys Asn Asp Asn Ser Ser Arg Phe Gly Lys Phe lie Arg 
225 230 235 240 

lie Asn Phe Asp val Asn Gly Tyr lie val Gly Ala Asn He Glu Thr 

245 250 255 

Tyr Leu Leu Glu Lys Ser Arg Ala lie Arg Gin Ala Lys Glu Glu Arg 
260 265 270 

Thr Phe His lie Phe Tyr Tyr Leu Leu Ser Gly Ala Gly Glu His Leu 
275 280 285 

Lys Thr Asp Leu Leu Leu Glu Pro Tyr Gly Lys Tyr Arg Phe Leu Ser 
290 295 300 

Asn Gly His val Thr lie Pro Gly Gin Gin Asp Lys Asp Met Phe Gin 
305 310 315 320 

Glu Thr Met Glu Ala Met Arg lie Met Gly lie Pro Asp Glu Glu Gin 

325 330 335 

lie Gly Leu Leu Lys val lie Ser Gly val Leu Gin Leu Gly Asn Tie 
340 345 350 

val Phe Lys Lys Glu Arg Asn Thr Asp Gin Ala Ser Met Pro Asp Asn 
355 360 365 

Thr Ala Ala Gin Lys val Ser His Leu Leu Gly lie Asn Val Thr Asp 
370 375 380 

Phe Thr Arg Gly lie Leu Thr Pro Arg lie Lys val Gly Arg Asp Tyr 

385 390 395 400 

val Gin Lys Ala Gin Thr Lys Glu Gin Ala Asp Phe Ala lie Glu Ala 
405 410 415 

Leu Ala Lys Ala Thr Tyr Glu Gin Met Phe Arg Trp Leu val Met Arg 
420 425 430 

lie Asn Lys Ala Leu Asp Lys Thr Lys Arg Gin Gly Ala Ser Phe lie 
435 440 445 

Gly lie Leu Asp lie Ala Gly Phe Glu lie Phe Glu Leu Asn Ser Phe 
450 455 460 

Glu Gin Leu Cys lie Asn Tyr Thr Asn Glu Lys Leu Gin Gin Leu Phe 
465 470 475 480 

Asn His Thr Met Phe lie Glu Gin Glu Glu Tyr Gin Arg Glu Gly lie 
485 490 495 

Glu Trp Asn Phe lie Asp Phe Gly Leu Asp Leu Gin Pro Cys lie Asp 
500 505 510 

Leu He Glu Arg Pro Ala Asn Pro Pro Gly val Leu Ala Leu Leu Asp 
515 520 525 
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Glu Glu Cys Trp Phe Pro Lys Ala Thr Asp Lys Thr Phe val Glu Lys 
530 535 540 

Leu val Gin Glu Gin Gly Thr His Ser Lys Phe Gin Lys Pro Arg Gin 
545 550 555 560 

Leu Lys Asp Lys Ala Asp Phe Cys lie lie His Tyr Ala Gly Lys Val 
565 570 575 

Asp Tyr Lys Gly Asp Glu Trp Leu Met Lys Asn Met Asp Pro Leu Asn 
580 585 590 

Asp Asn Val Ala Thr Leu Leu His Gin Ser Ser Asp Lys Phe val Ala 
595 600 605 

Glu Leu Trp Lys Asp Val Asp Arg lie val Gly Leu Asp Gin Val Thr 
610 615 620 

Gly lie Thr Glu Thr Ala Phe Gly Ser Ala Tyr Lys Thr Lys Lys Gly 
625 630 635 640 

Met Phe Arg Thr val Gly Gin Leu Tyr Lys Glu Ser Leu Thr Lys Leu 
645 650 655 

Met Ala Thr Leu Arg Asn Thr Asn Pro Asn Phe val Arg Cys lie lie 
660 665 670 

Pro Asn His Glu Lys Arg Ala Gly Lys Leu Asp Pro His Leu val Leu 
675 680 685 

Asp Gin Leu Arg Cys Asn Gly Val Leu Glu Gly lie Arg lie Cys Arg 
690 695 700 

Gin Gly Phe Pro Asn Arg lie Val Phe Gin Glu Phe Arg Gin Arg Tyr 
705 710 715 720 

Glu lie Leu Thr Pro Asn Ala lie Pro Lys Gly Phe Met Asp Gly Lys 

725 730 735 

Gin Ala Cys Glu Arg Met lie Arg Ala Leu Glu Leu Asp Pro Asn Leu 
740 745 750 

Tyr Arg lie Gly Gin Ser Lys lie Phe Phe Arg Ala Gly val Leu Ala 
755 760 765 

His Leu Glu Glu Glu Arg Asp Leu Lys He Thr Asp He He He Phe 
770 775 780 

Phe Gin Ala Val Cys Arg Gly Tyr Leu Ala Arg Lys Ala Phe Ala Lys 
785 790 " 795 800 

Lys Gin Gin Gin Leu Ser Ala Leu Lys lie Leu Gin Arg Asn Cys Ala 
805 810 815 

Ala Tyr Leu Lys Leu Arg His Trp Gin Trp Trp Arg val Phe Thr Lys 
820 ~ 825 830 

Val Lys Pro Leu Leu Gin val Thr Arg Gin Glu Glu Glu Leu Gin Ala 
835 840 845 

Lys Asp Glu Glu Leu Met Lys Lys Val Glu Lys Gin Thr Lys Val Glu 
850 855 860 
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Ala Glu Leu Glu Glu Met Glu Arg Lys His Gin Gin Leu Leu G"lu Glu 
865 870 " 875 880 

Lys Asn He Leu Ala Glu Gin Leu Gin Ala Glu Thr Glu Leu Phe Ala 
885 890 895 

Glu Ala Glu Glu Met Arg Ala Arg Leu Ala Ala Lys Lys Gin Glu Leu 
900 905 910 

Glu Glu lie Leu His Asp Leu Glu Ser Arg val Glu Glu Glu Glu Glu 
915 920 925 

Arg Asn Gin lie Leu Gin Asn Glu Lys Lys Lys Glu Gin Gly His Lys 
930 935 940 

Asn Asp Leu Glu Glu Gin Leu Asp Glu Met Glu Ser Ala Arg Gin Lys 
945 950 955 960 

Leu Gin Leu Glu Lys val Thr Thr Glu Ala Lys Leu Lys Lys Leu Glu 
965 970 975 

Glu Glu Gin lie lie Leu Glu Asp Gin Asn Cys Lys Leu Ala Lys Glu 
980 985 990 

Lys Lys Leu Leu Glu Asp Arg lie Ala Glu Phe Thr Thr Asn Leu Thr 
995 1000 1005 

Glu Glu Glu Glu Lys Ser Lys Ser Leu Ala Lys Leu Lys Asn Lys His 
1010 1015 1020 

Glu Ala Met lie Thr Asp Leu Glu Glu Arg Leu Arg Arg Glu Glu Lys 
1025 1030 1035 1040 

Gin Arg Gin Glu Leu Glu Lys Thr Arg Arg Lys Leu Glu Gly Asp Ser 
1045 1050 1055 

Thr Asp Leu Ser Asp Gin lie Ala Glu Leu Gin Ala Gin lie Ala Glu 
1060 1065 1070 

Leu Lys Met Gin Leu Ala Lys Lys Glu Glu Glu Leu Gin Ala Ala Leu 
1075 1080 1085 

Ala Arg Val Glu Glu Glu Ala Ala Gin Lys Asn Met Ala Leu Lys Lys 
1090 1095 1100 

lie Arg Glu Leu Glu Ser Gin lie Ser Glu Leu Gin Glu Asp Leu Glu 
1105 1110 1115 1120 

Ser Glu Arg Ala Ser Arg Asn Lys Ala Glu Lys Gin Lys Arg Asp Leu 
1125 1130 1135 

Gly Glu Glu Leu Glu Ala Leu Lys Thr Glu Leu Glu Asp Leu Thr Asp 
1140 1145 1150 

Ser Thr Ala Ala Gin Gin Glu Leu Arg Ser Lys Arg Glu Gin Glu Val 
1155 1160 1165 

Asn lie Leu Lys Lys Thr Leu Glu Glu Glu Ala Lys Thr His Glu Ala 
1170 1175 1180 

Gin lie Gin Glu Met Arg Gin Lys His ser Gin Ala val Glu Glu Leu 
1185 1190 1195 1200 
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Ala Glu Gin Leu Glu Gin Thr Lys Arg Lys Val Ala Asn Leu Glu Lys 
1205 1210 1215 

Ala Lys Gin Thr Leu Glu Asn Glu Arg Gly Glu Leu Ala Asn Glu val 
1220 1225 1230 

Lys val Leu Leu Gin Gly Gly Arg Asp Ser Glu His Lys Arg Lys Lys 
1235 1240 1245 

val Glu Ala Gin Leu Gin Glu Leu Gin val Lys Phe Asn Glu Gly Glu 
1250 1255 1260 

Arg Arg val Thr Glu Leu Ala Asp Lys Val Thr Lys Leu Gin val Glu 
1265 1270 1275 1280 

Leu Asp Asn val Thr Gly Leu Leu Ser Gin Ser Asp Ser Lys Ser ser 
1285 1290 1295 

Lys Leu Thr Lys Asp Phe Ser Ala Leu Glu Ser Gin Leu Gin Asp Thr 
1300 1305 1310 

Gin Glu Leu Leu Gin Glu Glu Asn Arg Gin Lys Leu Ser Leu Ser Thr 
1315 1320 1325 

Lys Leu Lys Gin val Glu Asp Glu Lys Asn Ser Phe Arg Glu Gin Leu 
1330 1335 1340 

Glu Glu Glu Glu Glu Glu Ala Lys His Asn Leu Glu Lys Gin lie Ala 
1345 1350 1355 1360 

Thr Leu His Ala Gin val Ala Asp Met Lys Lys Lys Met Glu Asp Ser 
1365 1370 1375 

val Gly Cys Leu Glu Thr Ala Glu Glu val Lys Arg Lys Leu Gin Lys 
1380 1385 1390 

Asp Leu Glu Gly Leu Ser Gin Arg His Glu Glu Lys val Ala Ala Tyr 
1395 1400 1405 

Asp Lys Leu Glu Lys Thr Lys Thr Arg Leu Gin Gin Glu Leu Asp Asp 
1410 1415 1420 

Leu Leu val Asp Leu Asp His Gin Arg Gin Ser Ala Cys Asn Leu Glu 
1425 1430 1435 1440 

Lys Lys Gin Lys Lys Phe Asp Gin Leu Leu Ala Glu Glu lie Thr Lys 
1445 1450 1455 

ser Ala Lys Tyr Ala Glu Glu Arg Ala Arg Asp Ala Glu Glu Arg Ala 
1460 1465 1470 

Glu Lys Ala Thr Lys Glu Leu Ser Leu Ala Arg Ala Glu Leu Glu Ala 
1475 1480 1485 

Met Glu Gin Lys Ala Glu Phe Leu Arg Lys Asn Leu Gin Glu Met Thr 
1490 1495 1500 

Glu Arg Leu Asp Glu Met Ser Ser Lys val Asp Asp Ala Lys Ser val 
1505 1510 1515 1520 

Leu Glu His Glu Lys Ser Lys Leu Gly Arg Glu Gin Gin val Met Glu 
1525 1530 1535 
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Glu Lys Thr Gin Leu Leu Glu Glu Glu Asp Glu Leu Ala Gin Thr Glu 
1540 1545 1550 

Asp Ala Lys Leu Arg Leu Glu val Asn Leu Gin Ala Met Lys Ala Gin 
1555 1560 1565 

Phe Glu Arg Asp Leu Gin Gly Arg Gin Asp Asp Ser Glu Glu Lys Gin 
1570 1575 1580 

Lys Lys Leu Val Arg Gin Val Arg Glu Met Glu Ala Glu Leu Glu Asp 
1585 1590 " 1595 1600 

Gin Arg Lys Glu Met Ser Arg Ala Arg Ala Ala val Lys Lys Leu Glu 
1605 1610 1615 

Met Asp Leu Lys Asp Leu Glu Ala His lie Asp Ser Ala Asn Lys Asn 
1620 1625 1630 

Arq Asp Glu Ala Lys lie Gin Leu Arg Asn Leu Gin Ala Gin Met Lys 
1635 1640 1645 

Asp Cys Met Arg Glu Leu Asp Asp Thr Arg Ala Ser Arg Glu Glu lie 
1650 1655 1660 

Ala Leu Gin Ala Lys Glu Asn Glu Lys Lys Leu Lys Ser Met Glu Ala 
1665 1670 1675 1680 

Glu Met lie Gin Leu Gin Glu Glu Leu Ala Ala Ala Glu Arg Ala Lys 
1685 1690 1695 

Arg Gin Ala Gin Gin Glu Arg Asp Glu Leu Ala Asp Glu lie Ser Asn 
1700 1705 1710 

Ala Ser Gly Lys Ala Gly Leu Ala Lys Glu Glu Leu Arg Arg Leu Glu 
1715 1720 1725 

Ala Arg lie Ala Gin Leu Glu Glu Glu Leu Glu Glu Glu Gin Gly Asn 
1730 1735 1740 

Thr Glu Leu lie Asn Asp Arg Leu Lys Lys Ala Asn Leu Gin lie Asp 
1745 1750 1755 1760 

Gin lie Asn Ala Asp Leu Asn Leu Glu Arg Gly His Ala Gin Lys Asn 
1765 1770 1775 

Glu Asn Ala Arg Gin Gin Leu Glu Arg Gin Asn Lys Glu Leu Lys Val 
1780 1785 1790 

Lys Leu Gin Glu Met Glu Gly Thr Val Lys ser Lys Tyr Lys Ala Ser 
1795 1800 1805 

lie Thr Ala Leu Glu Ala Lys He Ala Gin Leu Glu Glu Gin Leu Asp 
1810 1815 1820 

Asn Glu Thr Lys Glu Arg Gin Ala Ala Cys Lys Gin Val Arg Arg Thr 
1825 1830 1835 1840 

Glu Lys Lys Leu Lys Asp val Leu Leu Gin Val Asp Asp Glu Arg Arg 
1845 1850 1855 

Asn Ala Glu Gin Tyr Lys Asp Gin Ala Asp Lys Ala Ser Thr Arg Leu 
1860 1865 1870 
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Lys Gin Leu Lys Arg Gin Leu Glu Glu Ala Glu Glu Glu Ala Gin Arg 
1875 1880 1885 

Ala Asn Ala Ser Arg Arg Lys Leu Gin Arg Glu Leu Glu Asp Ala Thr 
1890 1895 1900 

Glu Thr Ala Asp Ala Met Asn Arg Glu Val Ser Ser Leu Lys Asn Lys 
1905 1910 1915 1920 

Leu Arg Arg Gly Asp Leu Pro Phe val val Thr Arg Arg Leu val Arg 
1925 1930 1935 

Lys Gly Thr Leu Glu Leu Ser Asp Asp Asp Asp Glu Ser Lys Ala ser 
1940 1945 1950 

Leu lie Asn Glu Thr Gin Pro Pro Gin Cys Leu Asp Gin Gin Leu Asp 
1955 1960 1965 

Gin Leu Phe His Trp Pro val Asn Ala Gly Cys val cys Gly Trp Gly 
1970 1975 1980 

val Glu Gin Thr Gin Gly Glu Glu Ala Val His Lys Cys Arg Thr 
1985 1990 1995 

<210> 108 
<211> 734 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Myosin Head 
(motor domain) sequence 

<400> 108 

val Glu Asp Met Val Glu Leu Thr Tyr Leu Asn Glu Pro Ser Val Leu 
15 10 15 

His Asn Leu Lys Lys Arg Tyr Lys Ser Asp Leu lie Tyr Thr Tyr Ser 
20 25 30 

Gly Leu val Leu val Ser val Asn Pro Tyr Lys Arg Leu Pro Gin lie 
35 40 45 

Tyr Thr Glu Glu lie lie Ala Lys Tyr Arg Gly Lys Arg Arg Tyr Glu 
50 55 60 

Leu Pro Pro His lie Phe Ala lie Ala Asp Glu Ala Tyr Arg Ser Met 
65 70 75 80 

Leu Ser Asp Lys Glu Asn Gin Ser lie Leu lie Ser Gly Glu Ser Gly 
85 90 95 

Ala Gly Lys Thr Glu Asn Thr Lys Lys val Met Gin Tyr Leu Ala Ala 
100 105 110 

Val Ser Gly Gly Asn Ser Gly Asn Gly Glu Glu val Pro Ser val Lys 
115 120 125 

val Gly Arg Val Glu Asp Gin lie Leu Gin Ser Asn Pro lie Leu Glu 
130 135 140 

Ala Phe Gly Asn Ala Lys Thr Thr Arg Asn Asn Asn Ser Ser Arg Phe 
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145 150 155 160 

Gly Lys Tyr lie Glu lie Gin Phe Asp Lys Thr Gly Lys lie Val Gly 
165 170 175 

Ala Lys lie Glu Asn Tyr Leu Leu Glu Lys Ser Arg val val Tyr Gin 
180 185 190 

Thr Glu Gly Glu Arg Asn Phe His lie Phe Tyr Gin Leu Leu Ala Gly 
195 200 205 

Ala Ser Gin Gin Asn Leu Lys Lys Glu Leu Lys Leu Thr Asn Asp Pro 
210 215 220 

Glu Asp Tyr His Tyr Leu Asn Gin Gly Gly Glu Val Lys Pro Cys Tyr 
225 230 235 240 

Thr Val Asp Gly He Asp Asp Ser Glu Gly Asn val Glu Glu Phe Lys 
245 250 255 

Glu Thr Arg Lys Ala Met Asp lie Leu Gly Phe Thr Asp Glu Glu Gin 
260 265 270 

Arg Ser lie Phe Arg lie val Ala Ala lie Leu His Leu Gly Asn lie 
275 280 285 

Lys Phe Lys Gin Arg Arg Lys Glu Glu Ala Ala lie Pro Asp Asp Asn 
290 295 300 

Asn Ala Asp Thr Lys Ala Leu Glu Lys Ala Ala Glu Leu Leu Gly Val 
305 310 315 320 

Asp Ala Thr Glu Leu Glu Lys Ala Leu Leu Ser Arq Arg lie Lys Thr 
325 330 335 

Gly Thr Glu Gly Arg Lys Ser Thr val Thr Lys Pro Gin Asn val Glu 
340 345 350 

Gin Ala Ser Tyr Ala Arg Asp Ala Leu Ala Lys Ala Leu Tyr Ser Arg 
355 360 365 

Leu Phe Asp Trp lie val Asn Arg lie Asn Lys Thr Leu Asp Phe Lys 
370 375 380 

Ala Lys Glu Gly Gin Asp Ala Ser Phe lie Gly val Leu Asp lie Tyr 
385 390 395 400 

Gly Phe Glu lie Phe Glu Lys Asn Ser Phe Glu Gin Leu Cys lie Asn 
405 410 415 

Tyr val Asn Glu Lys Leu Gin Gin Phe Phe Asn His His Met Phe Lys 
420 425 430 

Leu Glu Gin Glu Glu Tyr Lys Arg Glu Gly lie Glu Trp Thr Phe lie 
435 ' 440 445 

Asp Phe Gly Asp Asn Leu Gin Pro Cys lie Asp Leu lie Glu Lys Lys 
450 455 460 

Ser Pro Pro Gly lie Leu Ser Leu Leu Asp Glu Glu Cys Leu Phe Pro 
465 470 475 480 

Lys Ala Gin Ser Gly Thr Asp Gin Thr Phe Leu Asp Lys Leu Tyr Ser 
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490 



495 



Thr Phe Ser Lys His Pro Ala His Phe Glu Lys Phe Ser Pro Arg Phe 
500 505 510 

Arg Gin Lys Lys ser Gly Ala His Phe lie lie Lys His Tyr Ala Gly 
515 520 525 

Asp val Glu Tyr Asn val Glu Gly Phe Leu Glu Lys Asn Lys Asp Pro 
530 535 540 

Leu Phe Asp Asp Leu lie Ser Leu Leu Lys ser ser Ser Asn Pro Leu 
545 550 555 560 

Leu Ala Glu Leu Phe Pro Asp Glu Glu Thr Leu Ala Gly Pro Phe Glu 
565 570 575 

Ala Asp Pro Ser ser Leu Ser Lys Lys Arg Lys Ser Gly ser Lys Asn 
580 585 590 

Lys Ser Thr Gly Lys Lys Thr Lys Lys Ser Asn Phe lie Thr val Gly 
595 600 605 

Ala Gin Phe Lys Glu Ser Leu Asn Glu Leu Met Lys Thr Leu Ser Ser 
610 615 620 

Thr Asn Leu Pro His Phe Val Arg Cys lie Lys Pro Asn Glu Lys Lys 
625 630 635 640 

Lys Ala Gly val Phe Asp Ala Ser Leu val Leu His Gin Leu Arg Cys 
645 650 655 

Leu Gly val Leu Glu Gly lie Arg lie Arg Arg Ala Gly Phe Pro Asn 
660 665 670 

Arg lie Thr Phe Asp Glu Phe Leu Gin Arg Tyr Arg lie Leu Ala Pro 
675 680 685 

Lys Thr Trp Pro Lys Trp Ser Gly Asp Ala Lys Lys Gly Glu Lys Asn 
690 695 700 

Glu lie val Ala cys Glu Lys Leu Leu Gin Ser Leu Asn Leu Asp Lys 
705 710 715 720 

Gly Glu Glu Tyr Arg Phe Gly Lys Thr Lys lie Phe Phe Arg 



<210> 109 
<211> 175 
<212> PRT 

<213> Homo sapiens 
<400> 109 

Met Leu Pro Pro Met Ala Leu Pro Ser val Ser Trp Met Leu Leu Ser 
15 10 15 

Cys Leu Met Leu Leu Ser Gin Val Gin Gly Glu Glu Pro Gin Arg Glu 
20 25 30 

Leu Pro Ser Ala Arg lie Arg cys Pro Lys Gly Ser Lys Ala Tyr Gly 



725 



730 



35 



40 



45 
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ser His Cys Tyr Ala Leu Phe Leu Ser Pro Lys Ser Trp Thr Asp Ala 
50 55 60 

Asp Leu Ala cys Gin Lys Arg Pro Ser Gly Asn Leu val Ser val Leu 
65 70 75 80 

Ser Gly Ala Glu Gly Ser Phe val Ser Ser Leu val Lys Ser lie Gly 
85 90 95 

Asn Ser Tyr Ser Tyr Val Trp lie Gly Leu His Asp Pro Thr Gin Gly 
100 105 110 

Thr Glu Pro Asn Gly Glu Gly Trp Glu Trp ser Ser Ser Asp Val Met 
115 120 125 

Asn Tyr Phe Ala Trp Glu Arg Asn Pro Ser Thr He Ser Ser Pro Gly 
130 135 140 

His Cys Ala Ser Leu Ser Arg ser Thr Ala Phe Leu Arg Trp Lys Asp 
145 150 155 160 

Tyr Asn cys Asn val Arg Leu Pro Tyr Val Cys Lys Phe Thr Asp 
165 170 175 

<210> 110 
<211> 175 
<212> PRT 
<213> Bos taurus 

<400> 110 

Met Leu Pro ser Leu Gly Leu Pro Arg Leu Ser Trp Met Leu Leu Ser 
15 10 15 

Cys Leu Met Leu Leu Ser Gin lie Gin Gly Glu Asn Ser Gin Lys Glu 
20 25 30 

Leu pro Ser Ala Arg lie Ser Cys Pro Ser Gly Ser Met Ala ryr Arg 
35 40 45 

ser His Cys Tyr Ala Leu Phe Lys Thr Pro Lys Thr Trp Met Asp Ala 
50 55 60 

Asp lie Ala Cys Gin Lys Arg Pro ser Gly His Leu Val Ser val Leu 
65 70 75 80 

Ser Gly Ala Glu Glu Ser Phe val Ala Ser Leu val Arg Asn Asn Leu 
85 90 95 

Asn Thr Gin ser Asp lie Trp lie Gly Leu His Asp Pro Thr Glu Gly 
100 105 110 

Ser Glu Ala Asn Ala Gly Gly Trp Glu Trp lie ser Asn Asp val Leu 
115 120 125 

Asn Tyr val Ala Trp Glu Thr Asp Pro Ala Ala lie Ser ser Pro Gly 
130 135 140 

Tyr Cys Gly Ser Leu Ser Arg Ser Ser Gly Tyr Leu Lys Trp Arg Asp 
145 150 155 160 

His Asn Cys Asn Leu Asn Leu Pro Tyr val Cys Lys Phe Thr Asp 
165 170 175 
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<210> 111 
<211> 175 
<212> PRT 

<213> Rattus norvegicus 
<400> 111 

Met Leu His Arg Leu Ala Phe Pro Val Met Ser Trp Met Leu Leu Ser 
1 5 10 15 

Cys Leu Met Leu Leu Ser Gin val Gin Gly Glu Asp ser Pro Lys Lys 
20 25 30 

lie Pro Ser Ala Arg lie Ser Cys Pro Lys Gly Ser Gin Ala Tyr Gly 
35 40 45 

Ser Tyr Cys Tyr Ala Leu Phe Gin lie Pro Gin Thr Trp Phe Asp Ala 
50 55 60 

Glu Leu Ala Cys Gin Lys Arg Pro Glu Gly His Leu Val ser val Leu 
65 70 75 80 

Asn val Ala Glu Ala Ser Phe Leu Ala Ser Met val Lys Asn Thr Gly 
85 90 95 

Asn Ser Tyr Gin Tyr Thr Trp lie Gly Leu His Asp Pro Thr Leu Gly 
100 105 110 

Gly Glu Pro Asn Gly Gly Gly Trp Glu Trp Ser Asn Asn Asp lie Met 
115 120 125 

Asn Tyr val Asn Trp Glu Arg Asn Pro Ser Thr Ala Leu Asp Arg Gly 
130 135 140 

Phe Cys Gly ser Leu ser Arg ser Ser Gly Phe Leu Arg Trp Arg Asp 
145 150 155 160 

Thr Thr Cys Glu val Lys Leu Pro Tyr val Cys Lys Phe Thr Gly 
165 170 175 

<210> 112 
<211> 175 
<212> PRT 
<213> Mus musculus 

<400> 112 

Met Leu Pro Pro Thr Ala Cys Ser Val Met Ser Trp Met Leu Leu Ser 
1 5 10 15 

Cys Leu Met Leu Leu Ser Gin val Gin Gly Glu Asp Ser Leu Lys Asn 
20 25 30 

lie Pro Ser Ala Arg lie Ser Cys Pro Lys Gly Ser Gin Ala Tyr Gly 
35 40 45 

Ser Tyr cys Tyr Ala Leu Phe Gin lie Pro Gin Thr Trp Phe Asp Ala 
50 55 60 

Glu Leu Ala cys Gin Lys Arg Pro Gly Gly His Leu val ser val Leu 
65 70 75 80 
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Asn Ser Ala Glu Ala Ser Phe Leu Ser Ser Met val Lys Arg Thr Gly 
85 90 95 

Asn Ser Tyr Gin Tyr Thr Trp lie Gly Leu His Asp Pro Thr Leu Gly 
100 105 110 

Ala Glu Pro Asn Gly Gly Gly Trp Glu Trp Ser Asn Asn Asp Val Met 
115 120 125 

Asn Tyr Phe Asn Trp Glu Arg Asn Pro Ser Thr Ala Leu Asp Arg Ala 
130 135 140 

Phe Cys Gly Ser Leu Ser Arg Ala Ser Gly Phe Leu Lys Trp Arg Asp 
145 150 155 160 

Met Thr Cys Glu Val Lys Leu Pro Tyr Val Cys Lys Phe Thr Gly 
165 170 175 

<210> 113 
<211> 174 
<212> PRT 

<213> Rattus norvegicus 
<400> 113 

Met Leu Pro Arg val Ala Leu Thr Thr Met Ser Trp Met Leu Leu ser 
15 10 15 

Ser Leu Met Leu Leu Ser Gin val Gin Gly Glu Asp Ala Lys Glu Asp 
20 25 30 

val Pro Thr Ser Arg He Ser Cys Pro Lys Gly ser Arg Ala Tyr Gly 
35 40 45 

ser Tyr Cys Tyr Ala Leu Phe Ser Val Ser Lys Ser Trp Phe Asp Ala 
50 55 60 

Asp Leu Ala Cys Gin Lys Arg Pro Ser Gly His Leu Val Ser Val Leu 
65 70 75 80 

Ser Gly Ser Glu Ala Ser Phe val Ser Ser Leu lie Lys ser ser Gly 
85 90 95 

Asn Ser Gly Gin Asn val Trp lie Gly Leu His Asp Pro Thr Leu Gly 
100 105 110 

Gin Glu Pro Asn Arg Gly Gly Trp Glu Trp Ser Asn Ala Asp val Met 
115 120 125 

Asn Tyr Phe Asn Trp Glu Thr Asn Pro Ser Ser val Ser Gly Ser His 
130 135 140 

Cys Gly Thr Leu Thr Arg Ala Ser Gly Phe Leu Arg Trp Arg Glu Asn 
145 150 155 160 

Asn Cys lie Ser Glu Leu Pro Tyr Val Cys Lys Phe Lys Ala 
165 170 



<210> 114 
<211> 125 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Lectin-c type 
domain sequence 

<400> 114 

Glu Ser Lys Thr Trp Ala Glu Ala Glu Leu Ala Cys Gin Lys Glu Gly 
15 10 15 

Gly His Ala His Leu val Ser lie Gin Ser Ala Glu Glu Gin Ser Phe 
20 25 30 

Val val Ala Phe Leu Thr Ser Leu Thr Lys Lys Ser Asn Thr Tyr Ala 
35 40 45 

Trp lie Gly Leu Thr Asp lie Asn Thr Glu Gly Thr Trp Val Trp Glu 
50 55 60 

Gly Trp Glu Thr Asp Gly Ser Pro val Asn Tyr Thr Glu Asn Trp Ala 
65 70 75 80 

Pro Gly Glu Pro Asn Asn Arg Gly Asn His Gly Gly Asn Glu Asp Cys 
85 90 95 

val Glu lie Tyr Thr Asp Thr Asp Phe Leu Ala Gly Lys Trp Asn Asp 
100 105 110 

Glu Pro Cys Asp Ser Lys Leu Pro Tyr val Cys Glu Phe 
115 120 ' 125 

<210> 115 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 115 

ctggttgtag gttgccatgg t 

<210> 116 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 116 

cagcttcgtt ggcacaggcc tctc 

<210> 117 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
sequence 



<400> 117 

ccagtataag ctgacctttg acaaag 

<210> 118 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 118 

ctggttgtag gttgccatgg t 



<210> 119 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 119 

cagcttcgtt ggcacaggcc tctc 



<210> 120 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220^ 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 120 

ccagtataag ctgacctttg acaaag 



<210> 121 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 121 

ccaaggtttt agctgtggat ct 



<210> 122 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 122 

acatccactg cctggaagac cctg 24 



<210> 123 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 123 

cacatttcac actcagctct ga 22 



<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 124 

caggagcatt tcgtgaaaga 20 



<210> 125 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 125 

ttttgcacct ttatctgcag cctttg 26 



<210> 126 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 126 

tttaacccga gcttcctcat 20 



<210> 127 
<211> 22 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 127 

ctgcaaaatc ttacgacttt gg 



<210> 128 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 128 

caacaaacaa tggctacatc aaatttagca 



<210> 129 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 129 

atgacactca gcaaacctga gt 



<210> 130 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 130 

ctgcaaaatc ttacgacttt gg 



<210> 131 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 131 

caacaaacaa tggctacatc aaatttagca 
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<210> 132 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 132 

atgacactca gcaaacctga gt 

<210> 133 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 133 

ctgcaaaatc ttacgacttt gg 



<210> 134 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 134 

caacaaacaa tggctacatc aaatttagca 



<210> 135 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 135 

tcagcaaacc tgagtcctgt a 



<210> 136 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 136 

ctgcaaaatc ttacgacttt gg 
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<210> 137 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 137 

caacaaacaa tggctacatc aaatttagca 



<210> 138 
<211> 22 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 138 

atgacactca gcaaacctga gt 

<210> 139 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 139 

ctgcaaaatc ttacgacttt gg 



<210> 140 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 140 

caacaaacaa tggctacatc aaatttagca 

<210> 141 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 
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22 



<210> 142 
<211> 22 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 142 

gggctataag tcagtcggaa gt 



<210> 143 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 143 

cctgtatttg tctgccaagc caatcg 



<210> 144 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 144 

acagtcgaga ggaacacaca tc 

<210> 145 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 145 

gaggacagct ttgatttcat tg 



<210> 146 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 

Page 272 



CURA2221.APP 



<400> 146 

tggatttgat ccatttcctc tctacca 



<210> 147 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 147 

aagagactgg atggcttttc at 



<210> 148 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 148 

agccaagcag cagtgactac 

<210> 149 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 149 

accatccacg aggacatgct gtg 



<210> 150 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 150 

aaatggcctt tcctgttatg ag 



<210> 151 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<400> 151 

agccaagcag cagtgactac 



20 



<210> 152 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 152 

accatccacg aggacatgct gtg 23 



<210> 153 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



<210> 154 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 154 

ctcataacag gaaaggccat tt 22 



<210> 155 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



sequence 



<400> 153 

aaatggcctt tcctgttatg ag 



22 



sequence 



<400> 155 

agactccagg ggtcccctcg tct 



23 



<210> 156 
<211> 21 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 156 

aggaaccagg tgccatttaa t 

<210> 157 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 157 

ctgtgacctc atgtgctgtg 



<210> 158 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 158 

gtggctacaa cacccaccag tacgc 



<210> 159 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 159 

acatagcagc accagtggaa 



<210> 160 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 160 

ctggcacccc tgctatactc 



<210> 161 



Page 275 



CURA2221.APP 

<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 161 

attccaagcc tcaggcacct ccaact 



<210> 162 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 162 

tgatagaaga ccagccatct ca 



<210> 163 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 163 

ctacgtggct ctggatgatc t 



<210> 164 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 164 

cctgccctca gccaggttcc tgt 



<210> 165 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 165 

acacaggcca gactcaaaat c 
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<210> 166 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 166 

ggctcctgct gaccatattc 



<210> 167 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Pnmer 
sequence 

<400> 167 

catttaccct ccaccatttc tcccag 



<210> 168 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 168 

gctgggctca tgagagttct 

<210> 169 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 169 

tgactttgaa cttgcagact tg 

<210> 170 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 
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cttgcaaatc acagatgaag gtctca 



26 



<210> 171 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 171 

aggcacaaag ggattgtaac tt 



<210> 172 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 172 

ttctcaatga gtttggcagc 



<210> 173 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 173 

aacctggact tcaaggctga agacca 



<210> 174 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 174 

aaacctcaga acccctcctt 



<210> 175 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 
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21 



<210> 176 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 176 

aagccgaggt ctcaatataa tcctga 

<210> 177 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 177 

acctgcaact tctcctcgtt 



<210> 178 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 178 

gacgttggca tcttggtaaa ta 

<210> 179 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 



<400> 179 

cgcagtattt cactcagctg tccgag 



<210> 180 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR Primer 
sequence 



<400> 180 

ttatgatgtc ccagagcttg tc 



22 



<210> 181 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 181 

gttctgtgtg gtcatcaatc ct 22 



<210> 182 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



<210> 183 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 183 

cttgcccttg tacatttcca 20 



<210> 184 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



sequence 



<400> 182 

caagaacctg cccatctact ctgaaga 



27 



sequence 



<400> 184 

caattgcctc cagtatttga ac 



22 



<210> 185 
<211> 26 
<212> DNA 



<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 185 

ttgcagacat agggtaacct cacatt 



<210> 186 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 186 

agcatttctg aggtggaaag a 



<210> 187 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 187 

ggatccagaa ttctgcaaaa tcttacgact ttgg 



<210> 188 
<211> 37 
<212> DNA 

<213> Arti ficial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 188 

cggccgatag cagaagacat cccacatttc actcttg 



<210> 189 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 189 

tgcgcgctcg tcgtcctc 



<210> 190 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 190 

ggaggccaca ggagcaggat ca 

<210> 191 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 191 

agatctctgg gcgcaacggt catctgtaac aagatcc 



<210> 192 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 192 

ctcgagcttg cacgtgtaca tctccgtgcg ctcg 



<210> 193 
<211> 34 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 193 

ggatccagcc ctggccaggc cgtgtgcaac ttcg 



<210> 194 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 194 

ctcgagtgtg ttccccgggc tgggggcagg ctgc 
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<210> 195 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 195 

atgtctgtgg ccatggtaga gtcagg 

<210> 196 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 196 

atcatgaacc tcaactcctc aggaacc 



<210> 197 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 



<400> 197 

caagagcagg tttgagatgt tctc 



<210> 198 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 198 

ccaaggttga ccacctccat 



<210> 199 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 199 

atctacggag tccctttggc cacataa 

Page 283 



CURA2221.APP 



<210> 200 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 200 

tccaaatgtc agaatatcga ggttccc 



<210> 201 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 201 

ccgcctgtgt tccatggctt 



<210> 202 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 202 

gtcattctgc tgccggttgg tag 

<210> 203 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 203 

ccatggccct gccaagtgta tctt 



<210> 204 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 
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<400> 204 

ttacaattgc ctccagtatt tgaacttgca 



30 



<210> 205 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 205 

aagcttgaag aaccccagag ggaactgccc tctgc 



<210> 206 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 206 

ctcgagcaat tgcctccagt atttgaactt gc 



<210> 207 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
sequence 

<400> 207 

gcacttgaag agctgtcata gc 



<210> 208 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: PCR Primer 
sequence 

<400> 208 

taccctgagt ctcttgattc ca 



<210> 209 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
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sequence 
<400> 209 

ctctatgact gccagcaaat cacacg 26 



<210> 210 

<211> 3260 

<212> DNA 

<213> Homo sapiens 

<400> 210 

ggcacgagca ggagcttccc aagaacccga aaacttccca gtatttcttc cagttgcagg 60 
agcatttcgt gaaagatctg gtcggcccag gccccttcac tgtttttgca cctttatctg 120 
cagcctttga tgaggaagct cgggttaaag actgggacaa atacggttta atgccccagg 180 
ttcttcggta ccatgtggtc gcctgccacc agctgcttct ggaaaacctg aaattgatct 240 
caaatgctac ttccctccaa ggagagccaa tagtcatctc cgtctctcag agcacggtgt 300 
atataaataa taaggctaag atcatatcca gtgatatcat cagtactaat gggattgttc 360 
atatcataga caaattgcta tctcccaaaa atttgcttat cactcccaaa gacaactctg 420 
gaagaattct gcaaaatctt acgactttgg caacaaacaa tggctacatc aaatttagca 480 
acttaataca ggactcaggt ttgctgagtg tcatcaccga tcccatccac accccagtca 540 
ctctcttctg gcccaccgac caagccctcc atgccctacc tgctgaacaa caggacttcc 600 
tgttcaacca agacaacaag gacaagctga aggagtattt gaagtttcat gtgatacgag 660 
atgccaaggt tttagctgtg gatcttccca catccactgc ctggaagacc ctgcaaggtt 720 
cagagctgag tgtgaaatgt ggagctggca gggacatcgg tgacctcttt ctgaatggcc 780 
aaacctgcag aattgtgcag cgggagctct tgtttgacct gggtgtggcc tacggcattg 840 
actgtctgct gattgatccc accctggggg gccgctgtga cacctttact actttcgatg 900 
cctcggggga gtgtgggagc tgtgtcaata ctcccagctg cccaaggtgg agtaaaccaa 960 
agggtgtgaa gcagaagtgt ctctacaacc tgcccttcaa gaggaacctg gaaggctgcc 1020 
gggagcggtg cagcctggtg atacagatcc ccaggtgctg caagggctac ttcgggcgag 1080 
actgtcaggc ctgccctgga ggaccagatg ccccgtgtaa taaccggggt gtctgccttg 1140 
atcagtactc ggccaccgga gagtgtaaat gcaacaccgg cttcaatggg acggcgtgtg 1200 
agatgtgctg gccggggaga ttcgggcctg attgtctgcc ctgtggctgc tcagaccacg 1260 
gacagtgcga tgatggcatc acgggctccg ggcagtgcct ctgtgaaacg gggtggacag 1320 
gcccctcgtg tgacactcag gcagttttgc ctgcagtgtg tacgcctcct tgttctgctc 1380 
atgccacctg taaggagaac aacacgtgtg agtgtaacct ggattatgaa ggtgacggaa 1440 
tcacatgcac agttgtggat ttctgcaaac aggacaacgg gggctgtgca aaggtggcca 1500 
gatgctccca gaagggcacg aaggcctcct gcagctgcca gaagggatac aaaggggacg 1560 
ggcacagctg cacagagata gacccctgtg cagacggcct taacggaggg tgtcacgagc 1620 
acgccacctg taagatgaca ggcccgggca agcacaagtg tgagtgtaaa agtcactatg 1680 
tcggagatgg gctgaactgt gagccggagc aqctgcccat tgaccgctgc ttacaggaca 1740 
atgggcagtg ccatgcagac gccaaatgtg tcgacctcca cttccaggat accactgttg 1800 
gggtgttcca tctacgctcc ccactgggcc agtataagct gacctttgac aaagccagag 1860 
aggcctgtgc caacgaagct gcgaccatgg caacctacaa ccagctctcc tatgcccaga 1920 
aggccaagta ccacctgtgc tcagcaggct ggctggagac cgggcgggtt gcctacccca 1980 
cagccttcgc ctcccagaac tgtggctctg gtgtggttgg gatagtggac tatggaccta 2040 
gacccaacaa gagtgaaatg tgggatgtct tctgctatcg gatgaaagat gtgaactgca 2100 
cctgcaaggt gggctatgtg ggagatggct tctcatgcag tgggaacctg ctgcaggtcc 2160 
tgatgtcctt cccctcactc acaaacttcc tgacggaagt gctggcctat tccaacagct 2220 
cagctcgagg ccgtgcattt ctagaacacc tgactgacct gtccatccgc ggcaccctct 2280 
ttgtgccaca gaacagtggg ctgggggaga atgagacctt gtctgggcgg gacatcgagc 2340 
accacctcgc caatgtcagc atgtttttct acaatgacct tgtcaatggc accaccctgc 2400 
aaacgagggt gggaagcaag ctgctcatca ctgccagcca ggacccactc caaccgacgg 2460 
agaccaggtt tgttgatgga agagccattc tgcagtggga catctttgcc tccaatggga 2520 
tcattcatgt catttccagg cctttaaaag caccccctgc ccccgtgacc ttgacccaca 2580 
ctggcttggg agcagggatc ttctttgcca tcatcctggt gactggggct gttgccttgg 2640 
ctgcttactc ctactttcgg ataaaccgga gaacaatcgg cttccagcat tttgagtcgg 2700 
aagaggacat taatgttgca gctcttggca agcagcagcc tgagaatatc tcgaacccct 2760 
tgtatgagag cacaacctca gctcccccag aaccttccta cgaccccttc acggactctg 2820 
aagaacggca gcttgagggc aatgacccct tgaggacact gtgagggcct ggacgggaga 2880 
tgccagccat cactcactgc cacctgggcc atcaactgtg aattctcagc accagttgcc 2940 
ttttaggaac gtaaagtcct ttaagcactc agaagccata cctcatctct ctggctgatc 3000 
tgggggttgt ttctgtgggt gagagatgtg ttgctgtgcc cacccagtac agcttcctcc 3060 
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tctgaccctt tggctcttct tcctttgtac tcttcagctg gcacctgctc cattctgccc 3120 
tacatgatgg gtaactgtga tctttcttcc ctgttagatt gtaagcctcc ntctttgtat 3180 
cccagcccct agcccagtgc ctgacacagg aactgtgcac aataaaggtt tatggaacag 3240 
aaaaaaaaaa aaaaaaaaaa 3260 

<210> 211 
<211> 897 
<212> PRT 
<213> Homo sapiens 

<400> 211 

Met Pro Gin val Leu Arg Tyr His val val Ala Cys His Gin Leu Leu 
1 5 10 15 

Leu Glu Asn Leu Lys Leu lie Ser Asn Ala Thr Ser Leu Gin Gly Glu 
20 25 30 

Pro lie val lie Ser val Ser Gin Ser Thr Val Tyr lie Asn Asn Lys 
35 40 45 

Ala Lys lie lie Ser Ser Asp lie He Ser Thr Asn Gly lie Val His 
50 55 60 

lie lie Asp Lys Leu Leu Ser Pro Lys Asn Leu Leu lie Thr Pro Lys 
65 70 75 80 

Asp Asn ser Gly Arg lie Leu Gin Asn Leu Thr Thr Leu Ala Thr Asn 
85 90 95 

Asn Gly Tyr lie Lys Phe Ser Asn Leu lie Gin Asp Ser Gly Leu Leu 
100 105 110 

Ser val lie Thr Asp Pro lie His Thr Pro val Thr Leu Phe Trp Pro 
115 120 125 

Thr Asp Gin Ala Leu His Ala Leu Pro Ala Glu Gin Gin Asp Phe Leu 
130 135 140 

Phe Asn Gin Asp Asn Lys Asp Lys Leu Lys Glu Tyr Leu Lys Phe His 
145 150 155 160 

Val lie Arg Asp Ala Lys Val Leu Ala val Asp Leu Pro Thr Ser Thr 
165 170 175 

Ala Trp Lys Thr Leu Gin Gly Ser Glu Leu Ser Val Lys Cys Gly Ala 
180 185 190 

Gly Arg Asp lie Gly Asp Leu Phe Leu Asn Gly Gin Thr Cys Arg lie 
195 200 205 

Val Gin Arg Glu Leu Leu Phe Asp Leu Gly Val Ala Tyr Gly lie Asp 
210 215 220 

Cys Leu Leu lie Asp Pro Thr Leu Gly Gly Arg cys Asp Thr Phe Thr 
225 230 235 240 

Thr Phe Asp Ala Ser Gly Glu Cys Gly Ser Cys Val Asn Thr Pro Ser 
245 250 255 

Cys Pro Arg Trp Ser Lys Pro Lys Gly val Lys Gin Lys Cys Leu Tyr 
260 265 270 
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Asn Leu Pro Phe Lys Arg Asn Leu Glu Gly Cys Arg Glu Arg cys Ser 
275 280 285 

Leu Val lie Gin lie Pro Arg Cys Cys Lys Gly Tyr Phe Gly Arg Asp 
290 295 300 

Cys Gin Ala Cys Pro Gly Gly Pro Asp Ala Pro Cys Asn Asn Arg Gly 
305 310 315 320 

val Cys Leu Asp Gin Tyr Ser Ala Thr Gly Glu Cys Lys Cys Asn Thr 
325 330 335 

Gly Phe Asn Gly Thr Ala Cys Glu Met Cys Trp Pro Gly Arg Phe Gly 
340 345 350 

Pro Asp Cys Leu Pro Cys Gly Cys Ser Asp His Gly Gin cys Asp Asp 
355 360 365 

Gly He Thr Gly Ser Gly Gin Cys Leu Cys Glu Thr Gly Trp Thr Gly 
370 375 380 

Pro Ser Cys Asp Thr Gin Ala val Leu Pro Ala Val Cys Thr Pro Pro 
385 390 395 400 

Cys Ser Ala His Ala Thr Cys Lys Glu Asn Asn Thr Cys Glu Cys Asn 
405 410 415 

Leu Asp Tyr Glu Gly Asp Gly lie Thr cys Thr val val Asp Phe Cys 
420 425 430 

Lys Gin Asp Asn Gly Gly Cys Ala Lys val Ala Arg Cys Ser Gin Lys 
435 440 445 

Gly Thr Lys val Ser Cys Ser Cys Gin Lys Gly Tyr Lys Gly Asp Gly 
450 455 460 

His Ser Cys Thr Glu lie Asp Pro Cys Ala Asp Gly Leu Asn Gly Gly 
465 470 475 480 

Cys His Glu His Ala Thr Cys Lys Met Thr Gly Pro Gly Lys His Lys 
485 ' 490 495 

Cys Glu Cys Lys Ser His Tyr val Gly Asp Gly Leu Asn Cys Glu Pro 
500 505 510 

Glu Gin Leu Pro lie Asp Arg Cys Leu Gin Asp Asn Gly Gin Cys His 
515 520 525 

Ala Asp Ala Lys Cys Val Asp Leu His Phe Gin Asp Thr Thr val Gly 
530 535 540 

Val Phe His Leu Arg Ser Pro Leu Gly Gin Tyr Lys Leu Thr Phe Asp 
545 550 555 560 

Lys Ala Arg Glu Ala Cys Ala Asn Glu Ala Ala Thr Met Ala Thr Tyr 
565 570 575 

Asn Gin Leu Ser Tyr Ala Gin Lys Ala Lys Tyr His Leu Cys Ser Ala 
580 585 590 

Gly Trp Leu Glu Thr Gly Arg val Ala Tyr Pro Thr Ala Phe Ala Ser 
595 600 605 
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Gin Asn Cys Gly Ser Gly val val Gly lie val Asp Tyr Gly Pro Arg 
610 615 620 

Pro Asn Lys Ser Glu Met Trp Asp val Phe Cys Tyr Arg Met Lys Asp 
625 630 635 640 

val Asn Cys Thr Cys Lys val Gly Tyr val Gly Asp Gly Phe ser Cys 
645 650 655 

Ser Gly Asn Leu Leu Gin Val Leu Met Ser Phe Pro Ser Leu Thr Asn 
660 665 670 

Phe Leu Thr Glu val Leu Ala Tyr Ser Asn Ser Ser Ala Arg Gly Arg 
675 680 685 

Ala Phe Leu Glu His Leu Thr Asp Leu Ser lie Arg Gly Thr Leu Phe 
690 695 700 

Val Pro Gin Asn Ser Gly Leu Gly Glu Asn Glu Thr Leu Ser Gly Arg 
705 710 715 720 

Asp lie Glu His His Leu Ala Asn val Ser Met Phe Phe Tyr Asn Asp 
725 730 735 

Leu Val Asn Gly Thr Thr Leu Gin Thr Arg val Gly Ser Lys Leu Leu 
740 745 750 

lie Thr Ala Ser Gin Asp Pro Leu Gin Pro Thr Glu Thr Arg Phe val 
755 760 765 

Asp Gly Arg Ala lie Leu Gin Trp Asp lie Phe Ala Ser Asn Gly lie 
770 775 780 

lie His val lie ser Arg Pro Leu Lys Ala Pro Pro Ala Pro val Thr 
785 790 795 800 

Leu Thr His Thr Gly Leu Gly Ala Gly lie Phe Phe Ala lie lie Leu 
805 810 815 

Val Thr Gly Ala val Ala Leu Ala Ala Tyr Ser Tyr Phe Arg lie Asn 
820 825 830 

Arg Arg Thr lie Gly Phe Gin His Phe Glu Ser Glu Glu Asp lie Asn 
835 840 845 

Val Ala Ala Leu Gly Lys Gin Gin Pro Glu Asn lie Ser Asn Pro Leu 
850 855 860 

Tyr Glu Ser Thr Thr Ser Ala Pro Pro Glu Pro Ser Tyr Asp Pro Phe 
865 870 875 880 

Thr Asp Ser Glu Glu Arg Gin Leu Glu Gly Asn Asp Pro Leu Arg Thr 
885 890 895 
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